998
A.baumanii MLST
A. baumannii International Clone Il

A.baumanii 998 866
A. baumanii 74% A
nosocomialis10% A. pitti 7% A. sp. closeto 13TU 2% MLST
A. baumannii International Clone 11
SNP A. baumanii International Clone |
SNP
MDRA A. baumannii International Clone Il
MDRA 2
MDRA
A. Microbiol. Rev. 21, 538, 2008)

(Acinetobacter)

A.  baumanni A
pittii  A. nosocomialis A. calcoaceticus

19 Genomic
Species 30 referencestrain
A.Y. Peeg, Clin. JANIS
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2008 2009 1
(MDRA)
26 4
22 2
46 MDRA
27
MDRA
A.  baumanni A
pittii  A. nosocomialis A. calcoaceticus

A. sp. Close to 13TU

MDRA
A.baumanii 5

A.baumanii

MLST

European clone 11
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998

Abaumanii  MLST
A. baumannii
International Clone I

A.baumanii

78
998

Bernard La Scola (3.
Clin. Microbiol., Vol.44, p. 827-83, 2006)
DNA
Jane F Turton (J. Clin.
Microbiol., Vol.44, p. 2974-2976, 2006)

rpoB

A. baumanii Intrinsic
OXAS51-like PCR
rpoB
Ac696F  Acl598R
Ac696F PCR EX Taq

DNA Polymerase (Takara Bio)
Illustra ExoProStar (GE Healthcare)
DNA

rpoB

16S RNA



A. baumannii MLST C.
A. baumannii 20
998
18 866
rpoB

www.pasteur.{r/mlst

MLST 1 A. baumanii A. nosocomialis
A sp. close to 13TU A pitti A
cal coaceticus/oleivorans

4 A
baumannii International Clone II rpoB
3 A. baumannii
International Clone II
rpoB
A. baumanii 645
MDRA 3 1 OXAS51-like
GenBank PCR
single nucleotide OXAS51-like PCR
polymorphisms (SNP) 1 OXA51-like
MUMer
(Genome Biology, 5:R12, 2004) OXAS51-like
SNP FastTree (PLoS ONE, Insertion Sequence (IS)
5(3):9490, 2010)
MEGAS5 (Molecular Biology and Evolution 2 866
28: 2731-2739, 2011)
ResFinder 2.1 A. baumanii 645 74%
http://cge.cbs.dtu.dk/services/ResFinder/ A. nosocomialis 84 10% A pitti 60
7%  A.sp.closeto 13TU 15 2%
MDRA
KB A. baumanii 645 2
(CTX),
(CAZ), A. baumannii MLST
(IPM), (MEPM), A
(AZT), (CFPM), baumannii 20 A
(PIPC), (AMK), baumannii 18 MLST
(CPFX), 20 9 45%
(MINO), (CL), ST2 8 ST33 ST235slv 5
(€)) MLST Type 3 Type
MLST Type
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18 17 94%
ST2 1 ST22

International clone II

4 A

baumannii International Clone II
3 A. baumannii

International Clone II
MDRA 3

SNP 3
A. baumannii International Clone II

MDRA

7 A. baumannii

3 KB
2 7
AC18 AC45
12 8 5
AC34 5

12
AC18

aadAl

aac(6’)iB-cr armA

armA

methylase

A.baumanii
78
866
A. baumanii
645 74% A.
nosocomialis 84 10% A. pitti - 60

7%  A. sp. close to 13TU 15 2%

900
rpoB
rpoB
866
rpoB
rpoB
OXAS51-like
PCR A.baumanii
OXA51-like IS
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OXA51-like PCR
A.baumanii
IS IS
OXA51-like PCR
rpoB
A.baumanii

SNP

A. baumannii International Clone II

SNP
A. baumannii International
Clone 11
MDRA

A.  baumannii

International Clone II MDRA

baumannii645 MDRA

2

MDRA
MDRA
MDRA
MDRA
MDRA

MDRA

A.baumanii

5
12
SNP
ACI18
aadAl
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aac(6’)iB-cr armA IS

armA
methylase A.baumanii  SNP
ACI18
ACI18 sull
Class 1
Integron
Classl Integron MDRA
MDRA MDRA
MDRA
F.
E G.
886
rpoB
OXAS51-like PCR H.
A.baumanii
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