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Table 1
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(2013 &7 AR
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4 2013 FRFHTIKARRD] Escherichia colf NP557va
FRRLISD F - R CL BB S B
5 2011 F4RSH " Escherichia colf 1K
6 2012 F3REH 2 Acinetobacter baumanni A /F
7* 2013 E4RSH Y Kiebsielia pneumoniae HY(F7I7)
KPC B iRz v —CEEESHES
1 2010 FERERAERSH Klebsielia pneumoniae &Y CEMFTER)
2 2011 FERRIKFED Kiebsielia pneumoniae B %
3 2012 FRRHTIRIRE] Kiebsielia pneumoniae PE
4 2012 FERFTKIED Klebsielia pneumoniae Ak
5 2012 FERFTKIED Klebsielia pneumoniae Ak
FRRLISND F 2 SR CLBHIREH]
6 2000 F4RSH ¢ Kiebsielia pneumoniae *E
7 2012 FE4RSH Klebsielia pneumoniae FSUI
OXA48 BNV IRz v —PELXEHEIEE
1 2010 FEEHERSH Kiebsielia pneumoniae 1K
ERRLAND FE SR CL ARSI
2 2012 FE4REH D ge:;:z{z Zn::;wmae By (BE77)
3* 2013 FEREHP Kiebsielia pneumoniae HY(F7I7)
X [B]—FEML Y HEIES MRl — Btk (RS 19 X —U &8
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Table 2. Inhibitory activity of sodium mercaptoacetate (SMA) disks for New Delhi metallo-
B -lactamase (NDM)-1-producing bacterial isolates

Bacterial isolates Antibiotic disks
Ceftazidime Imipenem Meropenem
(CAZ) (1PM) (MPM)

E. coli V-22 + + +
E. coli V-48 + + +
E. coli V-91 - + +
E. coli V-102 - + +
E. coli V-134 - + +
K. pneumoniae MRY10-722 + _ +
K. pneumoniae V-17 + + +
K. pneumoniae V-21 + + +
K. pneumoniae V-90 - + +
K. pneumoniae V-182 - + +
E. cloacae V-87 + _ _
C. freundii V-868 - + +
A. baumannii NV-275 - + +
A. baumannii V-303 + + +
A. baumannii V-320 - + +
A. baumannii V-357 - + +

(+), positive; (=), negative; E. coli, Escherichia coli; K. pneumoniae, Klebsiella
pneumoniae; E. cloacae, Enterobacter cloacae; C. freundii, Citrobacter freundii; A.
baumannii, Acinetobacter baumannii
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