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cellular macromolecule catabolic process  IEEE—————— 0.046
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AH1N1pdmO09 immune

response
Up-regulated genes
Probe ID g/er%%ol Gene Title CFZCP)::nge P-Value
206618 at IL18R1 interleukin 18 receptor 1 7.562 0.004
220813 _at CYSLTR2 cysteinyl leukotriene receptor 2 4.949 0.023
206871_at ELANE elastase, neutrophil expressed 4.663 0.008
202948 at IL1IR1 interleukin 1 receptor, typel 4,557 0.011
1552773 at CLEC4D  C-typelectin domain family 4, member D 4.349 0.016
205844 at VNN1 vanin 1 4,183 0.012
205227 _at ILIRAP interleukin 1 receptor accessory protein 3.902 0.016
208250 s at DMBTL1 deleted in malignant brain tumors 1 3.782 0.007
202018 s at LTF Lactotransferrin 3.728 0.021
215990 s at BCL6 B-cell CLL/lymphoma 6 3.621 0.017
228938 at MBP Myelin basic protein 3.423 0.016
244313 at CR1 complement component receptor 1 3.344 0.019
205403 at IL1IR2 interleukin 1 receptor, type Il 3.255 0.029
213817_at IRAK3 interleukin-1 receptor-associated kinase 3 3.250 0.005
221085_at TNFSF15  tumor necrosis factor superfamily, member 15 2.929 0.003
219434 at TREM1 triggering receptor expressed on myeloid cells 1 2.845 0.028
211574 s at CD46 CD46 molecule, complement regulatory protein 2.790 0.034
1555116 s at SLC11A1  solute carrier family 11, member 1 2.731 0.037
221060_s at TLR4 toll-like receptor 4 2.623 0.021
205557_at BPI bactericidal/permeability-increasing protein 2573 0.005
225330_at IGF1IR insulin-like growth factor 1 receptor 2.546 0.008
211305 x_at FCAR Fc fragment of 1gA, receptor for 2.504 0.007
208451 s at C4A complement component 4A 2.485 0.009
201925 s at CD55 CD55 molecule, decay accelerating factor for complement  2.425 0.011
1555214 a at CLEC7A  C-typelectin domain family 7, member A 2371 0.038
220832_at TLR8 toll-like receptor 8 2.314 0.021
1569830_at PTPRC protein tyrosine phosphatase, receptor type, C 2.201 0.010
211395 x_at FCGR2C  Fcfragment of IgG, low affinity lic 2.159 0.042
228891 at SEMA4D sema_domaj n, immunoglobu_lin dom_ai n, transmembrane 2150 0.007

— domain and short cytoplasmic domain, 4D
217236 _x_at IGHA1 immunoglobulin heavy constant alpha 1 2.143 0.003
Down-regulated genes
Probe ID Gsyerr;?)ol Gene Title (F?(r)::nge P-Vaue
214214 s at IL23R interleukin 23 receptor 0.089 0.007
231763 at ILIRAPL2 interleukin 1 receptor accessory protein-like 2 0.207 0.047
1552912_a at EDA ectodysplasin A 0.207 0.034
211005 at SPN Sialophorin 0.211 0.028
216207_x_at CNGA1l cyclic nucleotide gated channel alpha 1 0.387 0.037
206057_x_at FCER2 Fc fragment of IgE, low affinity |1 0.403 0.048
206653 at IGKC immunoglobulin kappa constant 0.419 0.023
217063 _x_at CD28 CD28 molecule 0.420 0.049
204203 _at POLR3A polymerasel Il polypeptide A 0.424 0.003
211127 x at TRD T cell receptor deltalocus 0.433 0.032
211583 x_at NCR3 natural cytotoxicity triggering receptor 3 0.434 0.035
206417 _at POLR3G  polymeraselll polypeptide G 0.446 0.030
221112 at C10QBP complement component 1, g subcomponent binding protein  0.468 0.002
206759 _at CEBPG CCAAT/enhancer binding protein, gamma 0.487 0.032
211856 x at LAT linker for activation of T cells 0.488 0.019
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