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Coxiella burnetii (PATRIC)

Nine Mile Phase |, Montana,
82552 o403 Tick, 1935 unknown  complete  1,995281bp  TIGR
Henzerling, Italy,
33747 | peaazy human blood, 1945 Acute complete  2,016427bp  TIGR
Dugway, Utah, JGraigVenter
32972 gj108-111 Rodents blood, 1958  UTKnOWn  complete  21587586p
Oregon, RM Lab
77120 KQl54 Human heart valve, Endocarditis complete  2,063,100bp  /integrated
1976 Genomics, Inc
Nova Scotia, RMLab
10955 GQ212 Human heart valve, Endocarditis complete  2,008,870bp /integrated
1981 Genomics, Inc
Montana,
107188  MSU Goat Q177 Goat cotyledon, (Abortion) WGS TIGR
1980
Central Africa,
129292 (Q321,RSA334 Human blood, 1949 Acute WGS TIGR
Germany,
243852 cb109 human cardiac valve WGS URMITE
de novo
Number of contigs  N50 (bp} N9O (bp) Max (bp) total (bp)
Nine—-Mile 11 NIID 42 99 504 25343 230631 1,945,950
TK-1 NIID 67 98,0486 18039 198 250 1,956,580
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