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2007-2012 2007-2012 p
n=1300 n=133
INHO.2 73 56 % 6 45 % 0.595
RFP40 4 031 % 3 23 % 0.002
SM10 102 7.8 % 9 6.8 % 0.657
EB2.5 10 077 % 1 075 % 0.983
KM20 5 038 % 0 0 % 0.474
LVFX1 21 1.6 % 0 0 % 0.140
INHRF 3 023 % 2 1.5 % 0.018
P
Pearson X2
1
2007-2012
RFLP (26) (5) (56)
() 33 35.2 30.8
(%) 20 (76.9%) 4 (80%) 33 (58.9%)
(%) 16 (61.5%) 1 (20%) 27 (48.2%)
(%) 8 (30.7%) 0% 12 (21.4%)
5/8 (62.5%) 4/12 (33 )
(%) 10 (38.4%) 0% 21 (37.5%)
HIV (%) 3(11.5%) 0% 2 (3.5%)
(H,R) (%) 2 (7.6%) 0% 2 (3.5%)
(%) 22 (84.6%) 4 (80%) 52 (92.8%)
(%) 14 (53.8%) 5 (100%) 40 (71.4%)
Modern 12 67% 00 38
Ancient 6 33 00 9 23
00 5 100 28 70
2 RFLP
Isolates from patients
Foreign-born an-born
Lineage n : % ?3 g, PV
East-Asian (Beijing) 43 47.3 139 827 5.80E-09
[ typica Bejjing 29 67.4 52 37.2 1.01E—03]
aypica Beijing 14 326 87 628 1.01E-03
Euro-American 23 253 23 137 0.03089
Indo-Oceanic 19 209 4 24  1.87E-06
East African-Indian 6 6.6 2 12  0.04306

* Statistica analysis done using Fisher's exact test.
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