2007 1 2012 12 6

2007- 2009 2010- 2012
133 1300
2007- 2009 RFP 2010- 2012
2007- 2012
RFP
91 168
259 4
A. 2
4.4
2012
2012
1000
2012
5.2
20 37.0

90




2007
1 2012 12

6
2007- 2009 2010- 2012

91
168
DNA MiSeq
[llumina Inc.

Ilumina CLC

genomics workbench ver.6.5 (CLC bio)
in silicogenotyping Gagneux S.
Indo- Oceanic (Lineage
1) East Asian (Lineage 2 or Beijing) East

African- Indian (Lineage 3) Euro-

American (Lineage 4) West African |

(Lineage 5) West African Il (Lineage

6) Gagneux S.et

al.,2006 NTF

1S6110 mutT 2

Gly58Arg modern
ancestral

PhyML3.0

( )

Gagneux S, DeRiemer K, Van T, Kato-
Maeda M, de Jong BC, Narayanan S, Nicol
M, Niemann S, Kremer K, Gutierrez MC,
Hilty M, Hopewell PC, Small PM. 2006.
Variable host- pathogen compatibility in
Mycobacterium tuberculosis. Proc. Natl.
Acad. Sci. U. S. A. 103:2869-2873.

Rep.Korea
China
Philippines
Nepal
Myanmar
Viet Nam
Indonesia
India

Mongolia

NCGM-G-001467-00

178

2007-2009
83

5.3

91

2007-2009

Male

i

Female

15

2007

95

20

Rep.Korea
China
Philippines
Nepal
Myanmar
VietNam
Thailand
India

Mongolia

30

3.6

2010-2012

Male

Female

5 10 15 20
Cases

2010-2012

133



2NNT7_INNOLE = IN1N_IN1I4EE
LUU/-ZUUT = LULU-ZULlZ
i i
HEE 45
= “ - 527
LS ‘ =
+18 Fs_in
mn, |
sHE S |
RELN 2 I
ke Fi ‘
;| |
T |
th-ARER }
0 10 20 30 40 50
2
2007-2012 2007-2012 p
n=1300 n=133
INHO.2 73 56 % 6 45 % 0.595
RFP40 4 031 % 3 23 % 0.002
SM10 102 7.8 % 9 6.8 % 0.657
EB2.5 10 077 % 1 075 % 0.983
KM20 5 038 % 0 0 % 0.474
LVFX1 21 16 % 0 0 % 0.140
INHRF 3 023 % 2 15 % 0.018
2]
Pearson X2
1
2007-2012
1300
2007-2009 RFP
(p=0.003 2010-2012
2007-2012
RFP
(p=0.002) (0.018)
«C )
2001
2 2012 6
259 91
168
[llumina DDBJ

accession No. DRA0O01219

2007-20094F

B 2010-20124

0 10 20 30 40 50 60 70
3
Isolates from patients
Forei -
. oreign-born Japan-born p-value
Lineage n % n %
East-Asian (Beijing) 43 473 139 82.7 5.80E-09
[ typica Beijing 29 67.4 52 37.2 1.01E-03}
atypica Beijing 14 32.6 87 62.8 1.01E-03
Euro-American 23 25.3 23 13.7  0.03089
Indo-Oceanic 19 209 4 24  1.87E-06
East African-Indian 6 6.6 2 12  0.04306
* Statistical andysis done using Fisher's exact test.
2
259 Beijing

lineage (70.3%)
(17.8%) Indo-Oceanic lineage (8.9%)
East African-Indian lineage (3.1%)

Euro—-American lineage

( )

Beijing lineage (47.3%)
Euro-American  (25.3%)
Indo-Oceanic(20.9%)

82.7%
Beijing lineage
67%

Beijing lineage

modern
63% ancestral
259

18

92



lineage

20 30

RFP

1.5

4.4

91
168

RGRB327
Ll-'ll
East African-Indian lincage UT205
KZN60S  Euro-American
) KzN2407 lineage
Typical Beijing CITRI-2
sub-lineage ..., * =ity
b CDC1551
Erdman .
7199-99 Indo-Oceanic

lineage

KZN1435

RGTB423

TEAIS
EAIS-NITR206

Atypical" eljing .

sub-lineag

RFP

53
25 4



Whole genome sequencing analysis of
Mycobacterium tuberculosis isolates
from residents in Tokyo. 87

2014 3

94



