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GIuR

NC-IUPHAR subunit nomenclature

Previous nomenclatures

Human gene name

AMPA — GluAl GLUy,, GluR1, GIuRA, GluR-A, GluR-K1, HBGRI1 GRIAI
GluA2 GLU 4, GIuR2, GIuRB, GluR-B, GluR-K2, HBGR2 GRIA2
GluA3 GLU,;, GIuR3, GIuRC, GIuR-C, GluR-K3 GRIA3
GluA4 GLU,4, GluR4, GluRD, GIuR-D GRIA4
S—
— GluK1 GLUgs, GIuRS, GIuR-5, EAA3 GRIKI
Kainate GluK2 GLUgs, GIuR6, GluR-6, EAA4 GRIK2
GliK3 GLUg, GliR7, GluR-7, EAAS GRIK3
GluK4 GLUg,, KA1, KA-1, EAAL GRIK4
_ GhuKs GLUg,, KA2, KA-2, EAA2 GRIKS
(— GluNI1 GLUy;, NMDA-RI1, NR1, GluRZ1 GRINI
GluN2A GLUxoa, NMDA-R2A, NR2A, GluRel GRIN24
NMDA GluN2B GLUy5, NMDA-R2B, NR2B, hNR3, GluRe2 GRIN2B
GluN2C GLUype, NMDA-R2C, NR2C, GluRe3 GRIN2C
GluN2D GLUyp, NMDA-R2D, NR2D, GluRe4 GRIN2D
GluN3A GLUy3a. NMDA-R3A, NMDAR-L, chi-1 GRIN3A
_ GluN3B GLUy:p. NMDA-R3B GRIN3B
=
Orphan | GuD! GluR31 GRIDL
_ GluD2 GluR32 GRID2
Greek symbols in NMDA receptor subunit names were applied to the mouse orthologue only.
Neuropharmacology. 2009 January ; 56(1): 2-5. doi:10.1016/j.neuropharm.2008.06.063.
2007-12 2007 7 20
2007
2008-19 2008 11 28
2012-3 2012 10 1
2012-5 2012 10 1
2012-12 2012 12 14
2013-1 201304 2013 4 26
2013-2 - 2013 4 26
2013-27 2013 2014 1 24
2013-29 - 2014 1 24
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