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PIGURE 4. ACOSOG Z0011: overall survival. Adapted from [33].

performed additional non-SNB (ADD), which was
enlarged at the lower axilla. Twenty-seven patients
with positive scans underwent complete AND as a
primary procedure, and 110 patients with negative
scans underwent SNB and ADD. There were eight
cases of false-negative scans, and no case of false-
positive scan. Among 110 SNB and ADD cases, there
were only eight cases (7.3%) of positive axillary
basins in permanent biopsy, including two cases
of late positives that had micrometastases in the
sentinel node only. On the basis of an FDG-PET/
CT, 27 unnecessary SNBs (true positive scans) have
been eliminated. They concluded that an FDG-PET/
CT reduced both unnecessary SNBs and positive

axillary basins, enhancing the identification rates
of sentinel node and the accuracy of SNB.

The After Mapping of the Axilla: Radiotherapy Or
Surgery (AMAROS) study has been conducted in The
European Organisation for Research and Treatment
of Cancer. The main endpoint of this study is axillary
recurrence rate (Fig. 5) [30] and secondary endpoints
are axillary recurrence free survival, disease-free
survival, overall survival, quality of life, shoulder
function analysis, and economic evaluation. Four
thousand seven hundred and sixty seven patients
had already been recruited (Feb 2001~2010). This
study is comparing ALND to axillary radiation and
will be available in a couple of years.

FIGURE 5. AMAROS study design. American Society of Clinical Oncology.
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FIGURE 6. IBCSG23-01 study design. hitp://www.ibcsg.

org/Public/Health_Professionals/Closed_Trials/
IBCSG%2023-01/Pages/IBCSG23-01.aspx.

The International Breast Cancer Study Group
trial 23-01 study was conducted at the European
institute of Oncology in Milan (Fig. 6) [31]. The
study included patients with disease limited to a
relatively small primary tumor treated with initial
SNB. Those who have micrometastasis (<2mm) are
randomized to axillary dissection or no further treat-
ment. The result of this study is also awaited.

CONCLUSION

This result of ACOSOG Z0011 has profoundly
impacted our understanding of axillary manage-
ment in women with clinically node-negative breast
cancer. The results of this study suggest that AND
may safely be omitted in breast conservation
patients whose tumor size is 5 cm or less with clin-
ically node negative and who will have whole breast
radiation and appropriate systemic adjuvant ther-
apy [32,33]. But there are several critiques of the
study, and further study is required. In patients for
whom axillary dissection is eliminated, careful
follow of their axillary is required, and we must also
await the results of other similar studies (AMAROS
study and International Breast Cancer Study Group
23-01.)
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