16S-23S RNA
RNase P RNA

RNase P RNA
RNase P RNA P12

16S
RNA 16S-23S RNA
RNase P
RNA
RNase P RNA
RNA

16S RNA

RNase P RNA
‘ tRNA

RNase P RNA

B

RNase P RNA
B

tRNA



PCR RNase

P RNA

20 EDTA
QlAamp DNA Blood
Mini Kit Qiagen Hilden Germany

DNA DNA
RNase P RNA
PCR
M. wenyonii
RNase P RNA
Forward

5-AGTCTGAGATGACTRTAGTG-3 M.
wenyonii RNase P RNA 1~20
Reverse
5-TRCTTGMGGGGTTTGC-3
M. wenyonii RNase P RNA 170
~189
Dice
PCR
DNA NucleoSpin
Extract Il kit (Macherely-Nagel )
3500 Genetic Analyzer (Applied

Biosystems )

M.

wenyonii ‘ Candidatus M.

haemobos’

PCR M. wenyonii  RNase
P RNA
RNase P RNA
M. wenyonii
P12
GAAA
(a)
EU078613
EVU078614
EU078615
HM123756
EF523602
EU078616
EV078612
AB561882
EV078610
EUO78613
EU0O78614 AT
EUO78615 g
HM123756 g -9
EF523602 ‘/,En A
EVO78616 { AL1A A
EV078612 [CCACAC ACHC GA|
AB561882
EU078610
(b)
EU@78617 1
EU@78618 1
EF212002 1
EU@78619 1
EUQ78617 51
EU@78618 51
EF212002 S1
EUG78619 51
RNase P RNA
a
b
GAAA
P12
P12
P10.1 11

5-TCTAAG-----TATGA-3’



AR AR AR An AR AR LE P 1 2
G A G A G A G A G A G A G A
AT AT AT AT AT AT AT
T-A T-A T-A T-A T-A TG T-A
A-T AT G*T TG A-T A-T G'T
T-A TA T-A T-A TA TA T-A
T-A T'G C- C-G CG CG C-G
T-A T-A T-A T-A T-A A-T G*T
5CG63 5CG67F 5-C63F §CG6F 5CG63 5CG63 5TG63
haemominutum  ovis  wenyonii  haemolamae haemacerae  aot kahanei

[5.400 [-2.600  [4.200 a [4.20] [—'f'.QD]l‘m -4 ZD‘ln [0.00 B RNaSG P RNA P1 2

=

AL AR G ‘.‘R Gl‘l A G A G A
G A G A AT AT G-C G-C
AT AT C.G C.G T-& T-A A A
C-G C-G G-C G-C G-C T-A GA
AT G-C T-A T-A T-A AT
T- T-A AT AT AT G-C
T-A T-A T-A T-A T-A T-A P1 01 1 1
5FTA3 56 AF 5.TG-3 %-C-6-¥ 5CG63F 5CG6F
suis  haematoparum haemofelis haemocanis turicensis coccoides
[-3.900 [5.200 [-7.60] [9.70] [7.50] [-6.90]
RNase P RNA P12
P12 P10.1
Kcal/mol

RNase P RNA P12

RNase P RNA
palindromic

nucleotide substitution

P12

M. haemofelis M. haemocanis
16S RNA

RNase P
RNase P RNA P12 RNA



Iso, T., Suzuki, J., Sasaoka, F., Sashida,
H., Watanabe, Y., Fujihara, M., Nagai, K.,
and Harasawa, R. 2013. Hemotropic
mycoplasma infection in wild black bears
(Ursus thibetanus japonicus). Vet.
Microbiol. 163: 184-189.

Giangaspero, M., Orusa, R., Savini, G,
Di Genaro, A., Osawa, T., and Harasawa,
R. 2013. Serological survey to determine
the occurrence of Blue tongue virus,
Bovine leukemia virus and Herpesvirus
infections in the Japanese small ruminant
population from northern districts. Clin.
Microbiol. 2: 104-109.

Giangaspero, M., Apicdla, C., and
Harasawa, R. 2013. Numerical taxonomy
of the genus Pestivirus. New software for
genotyping based on the palindromic
nucleotide substitutions method. J. Virol.

Methods 192: 59-67.

Sasaoka, F., Suzuki, J., Watanabe, Y.,
Fujihara, M., Nagai, K., Hirata, T., and
Harasawa, R. 2013: Two genotypes
‘Candidatus
haemobos’ strains based on the 16S-23S

among Mycoplasma
rRNA intergenic spacer sequences. J. Vet.
Med. Sci. 75: 361-364.

Fujihara, M., Wakita, J., Kondoh, D.,
Matsushita, M., and Harasawa, R. 2013.
Effects of urea on length distribution and
morphology of Escherichia coli and
Salmonella enterica subsp. enterica cells.
Afr. J. Microbiol. Res. 7: 1780-1786.

Sashida, H., Sasaoka, F., Suzuki, .,
Fujihara, M., Nagai, K., Fujita, H.,
Kadosaka, T., Ando, S., and Harasawa, R.
2013. Two clusters among Mycoplasma
haemomuris strains, defined by the
16S-23S rRNA intergenic transcribed
sequences. J. Vet. Med. Sci. 75: 643-648.

Giangaspero, M., Bonfini, B., Orura, R.,
Savini, G., Osawa, T., and Harasawa, R.
2013.
Toxoplasma gondii, Chlamydia psittaci

Epidemiological survey for

var. ovis, Mycobacterium
Coxiella  burnetti,

Brucella spp., Leptospirosis, and Orf

paratuberculosis,

virus among sheep from northern districts



of Japan. J. Vet. Med. Sci. 75: 679-684.

Sashida, H., Sasaoka, F., Suzuki, .,
Watanabe, Y., Fujihara, M., Nagai, K.,
Kobayashi, S., Furuhama, K., and
2013.

hemotropic mycoplasmas in free-living

Harasawa R. Detection of
brown sewer rats (Rattus norvegics). J.
Vet. Med. Sci. 75: 979-983.

Fujihara, M., Kondoh, M., and Harasawa,
R. 2013. The bacterial cell division
protein FtsZ forms rings in swarmer cells
of Proteus mirabilis. Ann. Microbiol. 63:
399-401.

Giangaspero, M., Apicella, C., and
2013.

nucleotide substitutions: A new software

Harasawa, R. Palindromic
for pestiviirus genotyping. Int. Res. J.
Biochem. Bioinf. 3: 52-63.

Giangaspero, M., Apicella, C., and
2013.

nucleotide substitutions software version

Harasawa, R. Palindromic

2.0. Genotyping based on the secondary

structure alignment in the 5’ untranslated

region of Pestivirus RNA. J. Bioinf. Intell.

Control 2: 40-64.

Giangaspero, M., Savini, G, Orusa, R,
2013.

against

Osawa, T., Harasawa, T.

Prevalence  of  antibodies
Parainfluenza virus type 3, Respiratory
syncytial virus and bovine Herpesvirus
type 1 in sheep from northern prefectures

of Japan. Vet. Ital. 49: 285-289.

Mitsui, T., Fujihara, M., and Harasawa, R.
2013. Salivary nitrate and nitrite may
have antimicrobial effects on
Desulfovibrio species. Biosci. Biotechnol.

Biochem. 77: 2489-2491.



