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[¥]19 : Protocol for gel-free multiplexed reduced representation
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B Zampie DNA

PBAT: T 38

PRAT k1) b & X2
R : samples: NCHmOD 1-mG04 (2012781

sample | ng o] valume | yield nh] M copies capies/il
name Mg | g

™ .340] 20 T07E-U1 LZBES0E
- 067) 20 | 2.03€+68
= 210} 20 ACEDE
- 570} 20 A3E0Y
7 41] 26 2DEFDS
N 68if 20 4EE08
3% i52) 20 BIE0Y
£ 135 2 | [681E-~03 13 10EY08
average insert size 200bp {total 320 bp) CHRIMER HND

20 : post-bisulfite adaptor tagging (PBAT);%
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