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72 SBI=

GARUDA Alliance

EERGHERY I I 7O EEE

Garuda fiesources  User Stories

New/lopics vty Developer Center

. Developer Center LogIn

Garoda Alharce Member Comtee
Lag in
Garuda Developer Center
Log in

Creste an account

[
wil open in 2012

T

News/Topics © nore

otscing Garvéa
7 November, 2011

29 September, 2011

N

REST (Representational State Transfer)
INAIR=AT AT SRATLDI=ODI T YT
T—FTIOFYDRAEZAILDUED

http://percellome.nihs.go.jp/PDBR/v1.dll/ds/rest/
tools/Surface/6/1422217 _a_at/ASIT/N/330-340-
50-1/A-0-N/400-400-8

4

REST client 45 (GARUDA Application)

Ll
' e . SRR L e e AR G5 AT 30 1 18 €A T8¢ a
{}

4

Fust
[ )

REST API of PercellomeWeb

User manual

"
‘ I' APl of PercellomelVeb Service ver1 11:Ne-4012

Functions
|+ Announcement
Percellomelogo

. Project
ProbeSetld
Genelnformation
GroupAverageData(formatted)
GroupSdData(formatted)
GroupMedianData(formatted)
GroupMaximumData(formatted)
GroupMinimumbData(formatted)
IndividualData(formatted)

|+ SurfaceGraph
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>>>>> SnCalcDERK
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ProbeSet List
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Species, Tissue, Time, Vehicle, SpikeFactor
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faxt 316 (SpNC) data

-243-
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TEAT 5. )
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EERSERERBHEL =
T BEFEOE B -
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>
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@) raw datadk Y B EE S {EMHDO T SN dat
0Ttk RREHERES 5. s cata
RELEXSFBIERFBRERLTD

@) percellomeDB&Y ., H2 T )L
ERIEHTRIESNI-AE
B (D GeneChipT—2% %5
Bo

SN(absolutized)

B 2izpHA10EHIToO—T
Ty B DR EAE T —42% %
WY 5, raw

@ 3DT—HFFDHRREZ, I
ERDiExEET—2&L 50%tile
THRAY %,
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i
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RELR T

error?
Nort

Cvd
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Percellome

SnCalc

-245-



10,000

1,000

REE

%tile

© 5 10 15 20 25 30 35 40 45 S0 55 80 65 70 75 € 95 IV 65 100

SAE

M%ﬁle

o 100
[OifPT couet)
10: 11200
20.3915
30:907
40:138
50:8
% i
T
A

e %tileDEBE
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TTG085-L-011-060302.TXT vs TTG085-L-012-060303.TXT

—

% SnCalc
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ERARET ~ T—25 W LB (DDComp.exe)

FHIRE scatter

%tile scatter
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15004
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HERERERRICED
EE(BIL)HEFF D FERFRIAZAT

- REZZ|ICKIEHESEEZEDNRE
A BEBEY X L1EEAA (24FRLLIA)
REESEICRYRINDIRVLREG
BHEl, BHEETEERYESH VLT OEIELTHGBERRS

B.#IA) X LERABEGI (BB
R=RFGAVDEREFRITRIG
AlZE>TEL-EEM#FHBEOEA.
PEY ZOEE. BEOBF (TEDIRT(IRLEIZELS?)

W (e ERREOEZIE, 3t BIET—4TRIREFMTERL

TTG119-G_SpNC0- . .. TTG130-G_SpNC.0:e , ..
F—RT—)L

Expression
b b g [ENENh
SDCBRE wine b b

Txnrd1

HaxsG RIERS
thioredoxin reductase 1

<<<BiologicalProcess>>> 0001707 // mesoderm formation // inferred from mutant phenotype /// 0006979 // response to oxidative
stress // not recorded /// 0007369 // gastrulation // inferred from mutant phenotype /// 0008283 // cell proliferation // inferred from
mutant phenotype /// 0042744 // hydrogen peroxide catabolic process // not recorded /// 0045454 // cell redox homeostasis // inferred
from electronic annotation /// 0055114 // oxidation reduction // inferred from electronic annotation

<<<CellularComponent>>> 0005634 // nucleus // inferred from direct assay /// 0005737 // cytoplasm // inferred from direct assay ///
0005737 // cytoplasm // inferred from electronic annotation /// 0005739 // mitochondrion // inferred from direct assay /// 0005829 //
cytosol // inferred from direct assay /// 0005829 // cytosol // not recorded

<<<MolecularFunction>>> 0004791 // thioredoxin-disulfide reductase activity // inferred from direct assay /// 0004791 // thioredoxin-
disulfide reductase activity // not recorded /// 0004791 // thioredoxin-disulfide reductase activity // inferred from electronic annotation
/11 0016491 // oxidoreductase activity // inferred from electronic annotation /// 0016668 // oxidoreductase activity, acting on sulfur
group of donors, NAD or NADP as acceptor // inferred from electronic annotation /// 0050660 // FAD binding // inferred from electronic
annotation /// 0050661 // NADP or NADPH binding // inferred from electronic annotation

=H1=



HERKkE vs RIERSZDRIG
(TTG119-G) (TTG130-G)
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L Rl Il O O
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1Ll |
"‘ 1\! | I
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Project Data
(45,000 Surface)

PercellomeExplorer

PercellomeDB

candidate GenelList

PercellomeExplorer
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B
F MEBa Tk

Concatenated |d

Mouse Id + Rat Id

Mouse Data
(45,000 Surface)

Rat Data
(31,000 Surface)

Mouse
candidate GenelList

Concatenated Id
candidate GeneList

I

-

PercellomeDB

L]

Ortholog Convert
(OrthologldConversion.exe)
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candidate GenetList l
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Concatenated Id

A . 8 S £ A M S -

MoeRanrth Concatenated Id(= Ortholog Palr 39246)

L

Moe430v2 : 24950 ps ( coverage 55.3%, most Freq =20)

Rae230v2 : 16867 ps(coverage 54. 2%, most Freq =26 )
+50 Table - MosRae0rth (Ci¥MilleFeuilie¥MoeF ‘ 5 S o ]

Brawse Data | Structure | Indexes | Ful Text Indexing |

Select Visible Fields... I™ Copy On Append [ [ » [ n{ +_f - al { l e-l
AffyId Common [genBank. [pesaription | B

» Copa 1 Copg EC024686 || BF264093 MEMO) |
1415670_at-1372464 at Copg || Cope BC024656 || BE 109050 (MEMO)

|| 1415671 _at-1388355 at Atp6vOdL | A6vd1 NM_013477 || BI276424 (MEMO)

|| 415672 at-1308895 at Golga? || Golga7 NM_020585 || BM389419 (MEMO)

|| 1415673 st 1375364 at Psph || Peoh NM_133900 |( BF282282 (MEMO)
1415674_a_at-1373907_at Trappes [| Trapocd NM_021785 || EI268890 (MEMO)
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