TTGO044-L_SpNC_Q_ ¥
Clofibrate i

RABS, member RAS oncogene family

TTG CCL4 Baseljpe Liver jk
Baseline Liver :

RABS, member RAS oncogene family

TTG129-L_SpNC_ 0 .

CCl4 x Clofibrate
Rabg

RABS, member RAS oncogene family

TTGO44-L_SpNC_D, -~
Clofibrate
Eif1

eukaryotic translation initiation factor 1

TTG CCL4 Baseljpe Liver jk
Baseline Liver 7

Eif1
142379

130 191

eukaryotic translation initiation factor 1

TTG129L_SpNC_D,,.. -
CCl4 x Clofibrate -
Eift

1423794}
1804

eukaryotic translation initiation factor 1
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Summary(1)

@ [B-Res-dominant chemical]
Baseline /" THY REBORIEHIET~ELXT D
Baseline /' EAY REBEOREHEET S

% Baseline DZEEIXZ<IE 2BHBIZIETER/R
—E&f. 4B B CSERL TULVELY,
2% i APercellomeD 5T —4A T, HBEB TRERT S
ATEEMEA RIS NT -,

Summary(2)

% % Baseline: up/ down (unchanged) R BEFD LR ITFELT
BATHHH.

- GEGFRBEZHARTLH. RVIEEBLBEICEADLLIEGTFRE
HR BRI EL > TL B[elF(eukaryotic translation initiation
factor 2. 4). Ubiquitination, etc.]

- T-Res Dominant’Z it EIZHIT5 B-Res EIEZFJAMC
LEBEENELINBLNAL, [VPADB-Res!) ARECCI, D) X+
[CEFEN. D EFDOARAML—HIT HERNHT]

%% % A+B Protocol @ B 2L THEEEDEEN KR SERAER
ShElEoT=,
- BERET—AEDXEAZRHVTORIFIZEDRYRT—ID
BHOBERENRAEND
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fii BEEZFOKRER TTG119G

b e

IPAREHT

Analysis: 10g | 161196 CCI4 Posi Mokush - 2012-05-24 08:55 F ik

Canopnical pathway

| log T76119G CCl4 Posi Mokush - 2012-05-24 06:55 O3 || - Ratio |
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Gcle
1455959

Hmox1
1448239

—

Expression

Nrf2—-mediated oxidative stress

Gpx2
1449279

2t

glutathione peroxi

Ngo1
1423627_at’

hydroge;\aw/,
quinone 1

mig{bik®E Hfi SingleiRO R 5

Gsto1
1456036_x_at

SHR2®

glumfer
omega 1 :

Txnrd1

S wERES

Protein ubiquitination

Hspaib
1427126_at

BRRRLBEY

Psmc4
1416290 _

ig{biE® A

SEEsBNRERMHLER

onsand

Psmd11
1440253 _at

HEZOKRESERE TTGI19G

Psma2
1448206 _at’
izl

“ove

pro:ga's@ (prosome, -
macropat subunit,/aum{
Uchl1

1448260_at’

uf

ubiquiti boxy-téw

hydrolase L1

-119-

TTG119G




REA T4 T—8—

Ptgs2 g
1417263 _at

-

pros in-endo@(x/ide

synthase o%

Ltb4dh

miffbRE M HEEORSE

s

i
leukotri B4 12- e

hyd roxydeﬁydrog ase

TTG119G

fifi
— R
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migbikE®E RERORSEOHEBMNEGTFRREDHEN TTG130G

firi:

- AR RIREMATREENI=ED ;127 ps

CBHEBEATRWN SN0 TRy bT—5  BH oy
KEERSECE, 228901 EFF b, NRENTBEEIEMRA LR, FILE
FAURE, RUREAT A I—8—DEENRNE ST,

- BRATHRESICEET 7Ly b2 @B Do

Percellome Explorer 47 #EL TRAEDERTRETEILL
-PDBEx_RSort101008_Std-Med.PDBEXx
+Target*Candidate
E[a
TTG119-G
2hr  4hr  8hr 24hr -
=
N
b=
}i <
@ —_
o -C fey
5 5 E=
o 1[0,07,2, 7 mg/kel : TTG119 (B f#57)
- L
<
I R
, | 5 mg/kg (for 14 days)
‘ | +[0,07, 2, 7 mg/kg] : TTG130
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BUoNITDIEXTF LI B EEFD
EELEHLE (BEAKRE)

TTG119-G_SpNC_0

s TTG130-G_SpNC_0 e
14271 iﬁ{bﬁﬁi Hfﬁ ﬁ@ e 1427126, iﬁﬁly—u?ﬂ?ﬁ &E
1 /

E2 J 3 g

2 324

10 30

22 28

26 2%

24 4

2 2
§® gn
g1a) | 2is |
10 | S

14 14

12 12|

10, 10

8 8

5 6

4 . 4

2 /-\ ST 2

5 T ol -

Hspa1b
heat shock protein 1B
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TTG119-G_SpNC_0 i iﬁ“ﬂﬁi Hﬁi i@ TTG130-G_SpNC_0 TR iﬁﬂ:ﬁiﬂm }iﬁ

W
3
i

Expression
i

E‘xju“inn
i

Single Repeat

Psmc4
proteasome (prosome, macropain) 26S subunit, ATPase, 4

TTG119-G_SpNC_0 o iﬁ{tﬁ* ﬂm g@ TTG130-G_SpNC_0 P iﬁ{t ﬁﬁﬂﬁi &TE

85

Expression
Robabte

-
oo

pow
robroin

LOC627316 /// Psmd11
proteasome (prosome, macropain) 268 subunit, non-ATPase, 11 // similar to proteasome 26S non-ATPase subunit 11
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TTG119-G_SpNC_0 - PIEILEE G B TTG130-G_SPNC_0 o TR R

Z S ey

Uchl1
ubiquitin carboxy-terminal hydrolase L1

Nf2Z N T HEEIEHR FLRIZEDH B EEFD
HILEELLE (BRI &KRE)
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TTG119-G_SpNC_0

e TR R B B[S TTE130-GASpNC0 s, PABAL RN 1B

Gcle
Glutamate-cysteine ligase, catalytic subunit

TTG119-G_SpNC_0 s = TTG130-G_SpNC_0 u.;
S 14492 iﬁﬂ:mi mﬁ .¥@ el 1448278, Eiﬁftﬁﬁiﬂfﬁ jiﬁ

Gpx2
glutathione peroxidase 2
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TTG119-G_SpNC_0

143606 iﬁﬂ:ﬁi ﬂfﬁ ﬁ@ TTG130-G SpNC_0 1456036 Eiﬁﬂﬁﬁim }ifi

BRIERERY

Single Repeat

Gsto1
glutathione S-transferase omega 1

TTG119-G_SpNC_0

14482 Eiﬁﬂ:ﬁ% Hfﬁ ﬁ@ B0 B SPNC 0 1448239 iﬁftﬁiﬂfﬁ }i‘fg

Single Repeat

Hmox1
heme oxygenase (decycling) 1
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TTG119-G_SpNC_0

142152 fﬁ{tﬁﬁ m‘ﬁ i@ TTE130:65pNG 0 14215284 fﬁ{bfﬁ%ﬂfﬁ }i‘fg

o g e Eapeeaion
Grbubonaboba

o

Txnrd1
thioredoxin reductase 1

REATAI—3—DEXEICEBHIEETLFD
HIWEEER (BE&KRE)

=1 7=




TTGRCESPNG'D 14172 ingnﬂ:ﬁi ﬂiﬁ i@ L 1417263, iﬁ‘[tﬁiﬂfﬁ ﬁfi

Ptgs2
prostaglandin-endoperoxide synthase 2

TTG119-G_SpNC_0 b Eﬁ{bﬁ% ﬂ?ﬁ -%@ TTG130-G_SpNC_0 ] iﬁftlﬁimﬁ }i‘fﬁ

Single Repeat

Ltb4dh
leukotriene B4 12-hydroxydehydrogenase
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TLEAFA U RBICEDH L EEFD
RELEFLER (BERE&RE)

TTG119-G_SpNC_0 o as TTG130-G_SpNC_0 L P
i 142104 iﬁﬂ:m% ﬂﬁ =1 S 14210406 iﬁ.ﬂ:m?&% R1&

Gsta2
glutathione S-transferase, alpha 2 (Yc2)
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TOMGZopNEE0 142102 iﬁﬂjﬁi Hiﬁ i@ RISTE BrophoeD 1421041 ¢ iﬁ{tﬁiﬂﬂi }iﬁ

L s

Gsta1 /// Gsta2 /// LOC100042285
glutathione S-transferase, alpha 1 (Ya) /// glutathione S-transferase, alpha 2 (Yc2) /// similar to Glutathione S-transferase, alpha 1 (Ya)

RONIDAIEXF AL, Nf2EN T HEEEMIRA FL R,

TIWVEFAURE., RUREAT+ I—2—DELICEDS

BIEFLUIND, BEICRELZSNRE L -EEFITONTD
REXFER (EE&RHE)
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TTG119-G_SpNC_0

v TEEAEHEER B BE o PNeD s TIRAE AT R1E

Single Repeat

Esd
esterase D/formylglutathione hydrolase

TTG119-G_SpNC_0

14189 Eiﬁ{tﬁﬁi H’fﬁ E@ G130, CESPNCI0 1418048, Eiﬁﬁﬁﬁﬂfﬁ }iTE

e

Expression

Fot

Single Repeat

Gdf15
growth differentiation factor 15

-131-




TTG119-G_SpNC_0

141988 iﬁﬂ:j‘ﬁi ﬂﬁi ﬁ@ PIOTIRCESpNOT0 14196652 iﬁ(bmﬁﬂﬁi }i:fg

— / - o & 2t

Expression

creanSRrsnRRRRYRRRREREESERY

Expression
onamnEREEEBNRRRSREREESLES8S

Nupr1
nuclear protein 1

TTG119-G_SpNC_0

e IEIEIRE I HE O 0CSeNCO e, PRI AT R1E

Asns
asparagine synthetase
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TTG119-G_SpNC_0

v DRI B BE O o o-oPNGO o TRIEAE SR R1E

Sic7at1
solute carrier family 7 (cationic amino acid transporter, y+ system), member 11

fif

RIFIERER T 6 ps

XEEDOVTFILRy FI—2FBEATRVNVEETOVEN
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TTG119-G_SpNC_0

o PAIEAL SR fifi BE[E)

Exprossign
)

15

Snai2
snail homolog 2 (Drosophila)

TTG130-G_SpNC_0

1447643 iﬁ{tmim }iﬁ

TTG119-G_SpNC_0

e PRIRAEERER fi B[]

Cnnm3
Cyclin M3

TTG130-G_SpNC_0

e, PRI R 3BT R1E
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