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Iz, —F. Smad ¥V FIVinERIT
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MFEINz. BNV T A Y
BHTH%OPN ORENEFRIZERL, &
5IZZFUTHEVY integrin B3 DFEBEHFH
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PMEA : PHEMA=75:25 PMEA: PHEMA = 50:50

PMEA : PHEMA = 25:75 PHEMA = 100 untreated
8. #AR L D 21 AHPMEA /PHEMAORY 7—a—F« > MEBLf->—ET
1BEZELI-hMSCOHZ5E

5. hMSC#%1.5x105 /well $&FE L T4 £ D HARE L
(x105)

PMEA PHEMA Cell No.

100 0 1.2
75 25 1.1
50 50 0.925
25 75 1.175
0 100 0.825

untreated 1.475
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F1. TIRERLEBELE L TNaOH LB (k> THEBEAFEIZER L-EEF (Top 30)

Symbol Entrez Gene Name Fold Change
TFPI2 tissue factor pathway inhibitor 2 4.990
PTGS1 prostaglandin-endoperoxide synthase 1 (prostaglandin G/H synthase and 4.821

cyclooxygenase)
CXCL6 chemokine (C-X-C motif) ligand 6 (granulocyte chemotactic protein 2) 4.387
PRSS1/PRSS3 protease, serine, 1 (trypsin 1) 4.290
SERPINB2 serpin peptidase inhibitor, clade B (ovalbumin), member 2 3.989
IL6R interleukin 6 receptor 3.612
PAPPA pregnancy-associated plasma protein A, pappalysin 1 3.434
AOX1 aldehyde oxidase 1 3.223
CSGALNACT1 chondroitin sulfate N-acetylgalactosaminyltransferase 1 3.197
YTHDCA1 YTH domain containing 1 3.169
GPR56 G protein-coupled receptor 56 3.155
OASL 2'-5'-oligoadenylate synthetase-like 3.091
C100rf18 family with sequence similarity 208, member B 3.056

integrin, beta 1 (fibronectin receptor, beta polypeptide, antigen CD29 includes
ITGB1 MDF2, MSK12) 2.996
HIST1H2BD histone cluster 1, H2bd 2.992
GALNTL2 UDP—N-acetyl-alpha-D—galactosamme:polypepnde N- 2911

acetylgalactosaminyltransferase-like 2
IL17RC interleukin 17 receptor C 2.892
TNFSF13B tumor necrosis factor (ligand) superfamily, member 13b 2.736
FAM65B family with sequence similarity 65, member B 2.655
RIN3 Ras and Rab interactor 3 2.653
CCL2 chemokine (C-C motif) ligand 2 2.647
FRAT1 frequently rearranged in advanced T-cell lymphomas 2.645
CENPM centromere protein M 2.634
TPD52 tumor protein D52 2.624
TNFSF15 tumor necrosis factor (ligand) superfamily, member 15 2.597
SFTPA2 surfactant protein A2 2.574
NR4A2 nuclear receptor subfamily 4, group A, member 2 2.571
IFI6 interferon, alpha-inducible protein 6 2.567
SMCHD1 structural maintenance of chromosomes flexible hinge domain containing 1 2.541

PLCL2 phospholipase C-like 2 2.488
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&2, TIRERQLELLEEL TCaCLAEB L >THBENFREIC LR LIZEEF (Top 30)

Symbol Entrez Gene Name Fold Change
SPP1 (OPN) secreted phosphoprotein 1 6.252
PRSS1/PRSS3 protease, serine, 1 (trypsin 1) 4.009
MMP13 matrix metallopeptidase 13 (collagenase 3) 3.882
GPR56 G protein-coupled receptor 56 3.640
C13orf15 regulator of cell cycle 3.578
IGFBP1 insulin-like growth factor binding protein 1 3.540
PTGS1 prostaglandin-endoperoxide synthase 1 (prostaglandin G/H synthase and 3.500

cyclooxygenase)
TFPI2 tissue factor pathway inhibitor 2 3.406
YTHDCH1 YTH domain containing 1 3.371
CENPM centromere protein M 3.235
COL15A1 collagen, type XV, alpha 1 3.174
AQP1 aquaporin 1 (Colton blood group) 3.149
RPL18A ribosomal protein L18a 3.098
DUSP4 dual specificity phosphatase 4 3.095
DIXDC1 DIX domain containing 1 3.016
TMEM158 transmembrane protein 158 (gene/pseudogene) 2.791
C160orf57 chromosome 16 open reading frame 57 2.787
SMC1A structural maintenance of chromosomes 1A 2.761
ARIDS5B AT rich interactive domain 5B (MRF1-like) 2.655
TNFSF10 tumor necrosis factor (ligand) superfamily, member 10 2.648
IL17RC interleukin 17 receptor C 2.624
DCTN4 dynactin 4 (p62) 2.605
ING3 inhibitor of growth family, member 3 2.557
NOL6 nucleolar protein family 6 (RNA-associated) 2.555
PLTP phospholipid transfer protein 2.555
SLC29A1 solute carrier family 29 (nucleoside transporters), member 1 2.507
MCM5 minichromosome maintenance complex component 5 2.502
ENPP1 ectonucleotide pyrophosphatase/phosphodiesterase 1 2.497
ADAMTS16 ADAM metallopeptidase with thrombospondin type 1 motif, 16 2.493
SMURF1 SMAD specific E3 ubiquitin protein ligase 1 2.491
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x3. TIREFRLEEHEL TCa(OH),NEBZ &> THRENFEIC LR LI-EEF (Top 30)

Symbol Entrez Gene Name Fold Change
SPP1 (OPN) secreted phosphoprotein 1 17.721
MMP13 matrix metallopeptidase 13 (collagenase 3) 16.725
RGS2 regulator of G-protein signaling 2, 24kDa 8.677
TFPI2 tissue factor pathway inhibitor 2 7.763
PTGS1 prostaglandin-endoperoxide synthase 1 (prostaglandin G/H synthase and 7343

cyclooxygenase)
SLC16A6 solute carrier family 16, member 6 (monocarboxylic acid transporter 7) 7.286
IGFBP1 insulin-like growth factor binding protein 1 6.677
DUSP4 dual specificity phosphatase 4 6.649
PCDH19 protocadherin 19 5.943
PTHLH parathyroid hormone-like hormone 5.630
GPR56 G protein-coupled receptor 56 5.129
SLC29A1 solute carrier family 29 (nucleoside transporters), member 1 4.924
C130rf15 regulator of cell cycle 4.750
ENPP1 ectonucleotide pyrophosphatase/phosphodiesterase 1 4717
EREG epiregulin 4712
TNFSF10 tumor necrosis factor (ligand) superfamily, member 10 4.436
CXCL6 chemokine (C-X-C motif) ligand 6 (granulocyte chemotactic protein 2) 4.404
TMEM158 transmembrane protein 158 (gene/pseudogene) 4.403
PRSS1/PRSS3 protease, serine, 1 (trypsin 1) 4,397
BMP2 bone morphogenetic protein 2 4.140
COL10A1 collagen, type X, alpha 1 3.739
FOXQ1 forkhead box Q1 3.670
MGP matrix Gla protein 3.488
PLAU plasminogen activator, urokinase 3.364
CENPM centromere protein M 3.288
IL6R interleukin 6 receptor 3.223
ITGA2 integrin, alpha 2 (CD49B, alpha 2 subunit of VLA-2 receptor) 3.205
CLu clusterin 3.163
FPR1 formyl peptide receptor 1 3.114
ESCO2 establishment of cohesion 1 homolog 2 (S. cerevisiae) 3.084
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Symbol Entrez Gene Name Fold Change
SPP1 (OPN) secreted phosphoprotein 1 (Osteopontin) 2.835
PTHLH parathyroid hormone-like hormone 2.308
FGF1 fibroblast growth factor 1 (acidic) 2.202
BMP2 bone morphogenetic protein 2 2175
PTGS1 prostaglandin-endoperoxide synthase 1 2.098

(prostaglandin G/H synthase and cyclooxygenase 1)

PTGS2 (Cox2) prostaglandin-endoperoxide synthase 2 2.008
(prostaglandin G/H synthase and cyclooxygenase 2)

These genes significantly overlapped with the genes associated with ‘formation of bone' by IPA (p=3.96 x 10-4).
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rpm, 10 sec, Step3: 4,000 rpm, 5 sec)iZ T I —
T4 T Uk, —HERsEL— b E
EERICHWE, LR, fERENZS— &
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