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Table 1. HBV DNA B EINE D Genotype Hll

PR 1EmIEL (1999~2006 )
Genotype
E i A B C ZDfth
2lx|l8|a|8|2|8|%

10/ 3 1 5 18 41 1
20465 1 16 18 109 100 1 4
3013 2 14 4 72 35 3
40/ 1] 9 12 3 31 11 A1 1
504K | 4 15 5 28 10 2
60 & 7 3 20 4

.. |19 3 65 38 278 201 8 5
" 122 103 479 13

[xXwk2)& 4 X 031H, d&E]

Lholg—ayg L TEwvbi, BATOR
b b S TRMEALT B T REYEA D 5. Table
1 12 1999~2006 4E (23T 5 HBV DNA Bk ik i
F DR, Genotype BIDHEE % 7R3, 20~30 LD
481 B, 106 Bl (22.0%) % Genotype A 1ZJ&Z: L
TBEY, BEAERBEHETH LY. EELEOH
ETLINOOHIEBEEREEENLSEE 5D,
HIV FREEDE L FHWE INTWA,

B #, C BAMIFLIE, FERIC HBs HUE,
HCV FifA Bl Th 5 2 EPHRENLTVRIE
SWIES 7D, ERIBEZRADRESINZ
ERBHLDPDEI TRV EPBE ., FELER
#T1, B HoAMEREOSA 1T IgM-HBe ifk
WEBEETH - 7255, v ) 7THho0atHE
BITH 51% THETH 7. Fr U TH5DH
JEBI T, [gM-HBc PRli2MEETH 5 25552 7%
EAIIRETH Y, BHBEELNICHEREEX YY)
T DORIEIZEFENT LI LS. Atk
EEOLNTHF Y ) THOMEEESETE W
JEBNCIE, M ANVABEDI A IV T 2HELT
5k, 22 LEROMBKI T, fido
Genotype A 28 bNHZRIETHNIX, FEDH
2 HIVHBZRIThbeIhERohw. 4 v F—
7 =0 Y THNIEHER VDS, entecavir 72 EEEE
7 ZEHN P HIV fERS , HIV Ofiftk
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Table 2. 181 B BEFRDBREBEHT K51 > (2010 E£E) (35 mkiH)

HBV-DNA =7 log copies/ml <7 log copies/m!
A1 ~48 8 R ~48 &
o HUERE M @ IFN Eﬁﬁ&%@{l* 48 18) @ IFN %@?15(24. 48 58)
® entecavir ® entecavir
e JIREMH @ sequential #E(ETV+IFN E#D O RBHEREIF ETV
PIt15 5/ul FE=old F2 DLEOEETRIE ETV ® entecavir @ IFN RH#%S (24 @)

BT RIE ALT 31TU/I DL BT

e PUE ML HBV DNA 5log BLE
e HUEREH 4 log Pl k-
FrREZR 3log ML E

*ETV 288 L e SUES ML L HBV DNA 2SR b L7z b DX sequential FEEIZY U £ 2 C drug free # BI87.

MEZZT 72 eDBHH0? | OBV, ZiT7-2
EWBBEBRRTDIL 20% R THoTl2. BE
BREEZZTTD, BEO—HEL LTRETDH
NIEENRTLEI D, HIAVEHEREKE L~
Td—hAE¥NTnwhntEZ 6N5, FIBOEN
RO THER2 LS, TBREIFRIEER
BHTH 5.

B EFXAIVAILAF ¥ UTFADHRO

BEFAEYTANAF Y ) TIREFEH T 1L
ALT PEEICIEE R e UEBEEERE S v )
TOREBTHY, HEBET TIIBEBBHEOAT
v, HEcHEHEZH CEEILOBMEN v
Fzv 7 LTBLUENRD L, £,
ICG15 0 MET TAHF o o EELFHEDL & &
BT AY. Ho/S— T+ —I12id HBs PuEHE
AR, WMERETHNZT 77 VEHEREID 5.
HETABL%E L DIERNIT e HLARR M 8 E 1
Fx YT THAHEEZLNDY, 1 HOBETRE
BT e YA EEREE S ¥ ) 7 TH A2, reac-
tivation 2% A P HIW§TAHZ LIETEX LR WD T,
ALT 1, e $ilE, e difk, HBVDNA % HIEL,
e UG HEEREEF v ) 7 EBbNTHIEILD
O1FEFIBERACASOEREZF = v 7 LTWw(
VEXEDHAH. RLTHELZVIREoTwa L
Vo TEEL L, FEBONA VA7 7NV —TT
HHIERER, BREAZOEEEZH I RIX R
B2\,

Table3. €1 B A RXDBREBEHAIRST 1>

(2010 &) (35 ML)
HBV~-DNA | 27 log copies/m! | <7 log copies/m!
@ entecavir @ entecavir
e FiRBIE | @ sequential B% @ IFN RHigS
(ETV+IFN &#%) (24~48 58)
@ entecavir
e HERE entecavir @ IFN RHitsS
(24~48 38)

ARSI ALT 3110/1 BLET !

e HUERBYE I3 HBV DNA 5 log Bk

e PUREHIX 4log BLE

FFREZS I 3log BAE

sequential L & IIHEE T 1 FE 51 X ) HBV DNA
HREEDTIC R o 2 ERIC L IFN % 4 BEMEL, 2
D% TEN Bphc 20 BT S LER L P13 5.

FRDPFR L, e FURBEICEL T, 714 LA
BOEPRIETOE LN WERIE, C EUEMAF
KID S RINCIFRBIEITT 5720 ITEELI L
EThDH., Fih, vANVAR, FREEREICN
CCA v —T7zuarRe, fivA VAERER R
DTV BEFDY, LEZSLEMEOBE %
WSOHPEFE L, HFICE L CIIBEA5 8% I
SBRIVBEUEINS AL FI4 UVPERENT
BY (Table 2, 3), AEEL Y EREMIN»DH S Z
EDBEIEZ, WROLERE, LB T
Fu 8RR ERTAGEIR L TCECHE L,
WZERSFHLELRWVEWIT R,
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Table 4. C BYEMRFRDBEAC RS 1> (2010 £E)

aEEs Genotype 1 Genotype 2
- - Peg-IFNa2a/b Peg-IFNa2b
BOMVAE | rbaviin(4s~72 ) ribavirin (24 8S)

‘ IFNB+ribavirin (48~72 i8/) | IFNB-+ribavirin(24 58R)
‘oA V28 IFN 8232 (24 5B/) IFN(8~24 jERS)
50log K& | Peg-IFNa2a(24~48 BR) | Peg-IFNa2a(24~48 58R)

CEBFEIVAILRAFv U FPADHIEO

B BUFFRFEAR, BHEERDI R, 728 2 ALT fH
PMEL EATHELZ W] E Vo TIEWITF 2w, JIFE
DNAVYAZ T NV—=TTH5HI LT B EFLEL
ETHB. ALT ESERBEHEK L, IWMIEEDSIES
THFAEME LTH D & BT L7226 b 17
T 5. YUBCRFAMRE ALT 5010/1 BUF, I/
W17 5/l PLETH o 72 44 EHIOFEMR T,
40% Y LAS F2 DL EOBEFETH 7. B BT
P L B0 BREECAN T 7 F VIEEE LR
WS, RIGHEERGEEIIER 0.23%, BRI
FHIZXDEEZH L8 4% TH Y, B RAIZHEARKE
ETH5b.

CRIFAITEREICL OV IFREERELRD, &
ML W F1 THNXERITFEEEIL 05% T
H B, F2 T 1.5%, F3 T 5%, F4 TbbiF
W TIZE 8% TH Y, FEHNIS U CHEERE
DHEELZEZ TNV, $-85RIC%R 5
13 BT RD D OFFERERENE 2 5 DT,
EBEVLETHL. BEO MG TVEHT L7250
12 I - BYLEGEZHOIEETHA.

C RBMFRIIEERE, EEDHORK, ME
RO E—HMOEMZBRWTIEA ¥ & —
T O VERENPEEESNLERETHL. T4 NVA
DE(ka s 4 7)), "4 VAEBDOHED) %, %
RIFHA RS54 7 (Tabled) (U BENFLEF
na. BIEONRS AL v —7 0 Y - ribavirin £f
AEETHNE, 1 BEIANVAEBEMNTH
50%, FNPATHNIE 80% LA L TER (74 v
ZDHEER)DPEHFEENLE. A vy —T 20 VEED
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SUMMARY

Aims/Objectives: To clarify transfusion incidence of
hepatitis B virus (HBV) infected blood negative for mini
pool-nucleic acid amplification testing (MP-NAT).
Background: Japanese Red Cross (JRC) blood centres
screen donated blood to avoid contamination with HBV.
However, a low copy number of HBV may be over-
looked.

Methods/Materials: In Hyogo-Prefecture, JRC blood
centres screened 787 695 donations for HBV from April
2005 to March 2009. Of these, 685 844 were donations
from the repeat donors. To detect the donors with HBV,
serological tests, MP-NAT and/or individual donation
(ID)-NAT were performed. To detect the recipients with
transfusion-transmitted HBV infection (TTHBI), sero-
logical analysis and/or ID-NAT were performed.
Results: In this study, 265 of the 685 844 repeat dona-
tions were serologically and/or MP-NAT positive for

HBV. Their repository samples from the previous dona-
tion were examined in a look-back study; 13 of the
265 repository samples proved ID-NAT positive. Twelve
recipients were transfused with HBV-infected blood
components derived from 10 of the 13 HBV-infected
donors. Only 1 of the 12 recipients was identified as
TTHBI case. Seven of the 12 recipients escaped from
our follow-up study and 4 recipients were negative for
HBYV during the observation period.

Conclusion: On the basis of the look-back study among
the repeat donors in Hyogo-Prefecture, Japan, dona-
tions with HBV-infected blood negative for MP-NAT
occurred with a frequency of 13 in 685 844 donations
(~1/53 000 donations). However, more than half of the
recipients transfused with HBV-infected blood negative
for MP-NAT could not be followed up. It is necessary
to establish a more cautious follow-up system.

Key words: HBV, ID-NAT, look-back study, MP-NAT,
TTHBL

For the purpose of the prevention of transfusion-
transmitted hepatitis B virus infection (TTHBI), Japanese
Red Cross (JRC) blood centres have been screening
blood with serological tests for hepatitis B surface anti-
gen (HBsAg) since 1972 and for hepatitis B core anti-
body -(HBcAb) since 1989 (Japanese Red Cross NAT
Screening Research Group, 2000). Currently, nucleic
acid amplification testing (NAT) methods are widely

Correspondence: Yoshihiro Bouike, MT, Department of Science
and Technology, Japanese Red Cross Hyogo Blood Centre, 1-4-3
‘Wakinohama-Kaigan-dori, Chuo-ku, Kobe city, Hyogo-Prefecture 651-
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used in Japan as useful diagnostic tools for virus
detection.

In 1999, mini pool (MP)-NAT for hepatitis B virus
(HBV) was implemented: MP-NAT with 50-member
mini pool samples (50-MP-NAT) had been included in
the JRC donor screening system since 2000, but that was
replaced by 20-MP-NAT in 2004 (Yugi et al., 2006). The
screening system including 20-MP-NAT or individual
donation-NAT (ID-NAT) has been the standard method
in Japan since 2004. Table 1 shows the HBV tests for
donor selection that are now conducted in JRC.

However, it may be impossible to exterminate HBV
infections, despite the introduction of sensitive NAT. The
current NAT system cannot completely eliminate the risk
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Table 1. HBV tests for donor selection

Period [tems Test Methods Kit (Company) Normal range
~July 2008 HBsAg Serological test for Reverse passive JRC HBsAg (JRC) <2!
screening haemagglutination
HBsAg Serological test for Enzyme immunoassay AxSYM® HBsAg <2-0 S/IN
confirmation Dynapack (Abbott)
HBcADb Serological test for Haemagglutination JRC HBcAb (JRC) <23
screening inhibition
HBcAb Serological test for Enzyme immunoassay AxSYM® HBcAb <50-0%INH
confirmation Dynapack (Abbott)
HBsAb Serological test for Passive - JRC HBsAb (JRC) <24
screening haemagglutination
HBsAb Serological test for Enzyme immunoassay AxSYM® HBsAb <200 mIU/mL
confirmation Dynapack (Abbott)
HBV DNA  Mini pool NAT for TagMan PCR AMPLINAT MPX <100 copies/mL
screening (Roche Diagnostics)
HBV DNA  Individual NAT for TagMan PCR Single NAT HBV <100 copies/mL'
confirmation (Roche Diagnostics)
August 2008~ HBsAg Serological test for Chemiluminescence Lumipulse® HBsAg <10 C.O.L
screening and enzyme immunoassay (Fujirebio)
confirmation
HBcAb Serological test for Chemiluminescence Lumipulse® HBcAb <12-0 C.O.L
screening and enzyme immunoassay (Fujirebio)
confirmation
HBsAb Serological test for Chemiluminescence Lumipulse® HBsAb <200 mIU/mL
screening and enzyme immunoassay (Fujirebio)
confirmation »
HBV DNA  Mini pool NAT for TagMan PCR Cobas TaqScreen <32 IU/MmL!
screening MPX (Roche
Diagnostics)
HBV DNA  Individual NAT for TaqgMan PCR Cobas TaqScreen <24 [U/mL!

confirmation

HBV (Roche
Diagnostics)

"HBV DNA detection limit.
C.O.I cut off index; S/N, sample ratefindex calibrator mean rate.

of TTHBI, because the limited sensitivity of NAT may
overlook blood contaminated with extremely low levels
of HBYV donated by individuals with an early stage HBV
infection (window period) or with HBV carrier status
(Tadokoro, 2007).

When a new donation of a repeat donor turned out to
be positive for HBsAg, HBcAb or NAT for HBV, reposi-
tory samples of the preceding donation are subjected to a
look-back study. In the look-back study, repository tubes
from previous donations are re-investigated by ID-NAT.
JRC has stored repository tubes of every blood donation
for 11 years since 1996 (Satake er al., 2007). A look-
back system of JRC may detect donors with acute HBV
infection in the window period and occult carrier donors
with low HBcAD titers (Satake & Tadokoro, 2008).

To investigate transfusion incidents with HBV-in-
fected blood negative for MP-NAT in the current JRC

screening system, we calculated their incidence based
on the cumulative data of the look-back study during
the period between 1 April 2005 and 31 March 2009. In
addition, to investigate the outcome of the recipients who
were transfused with HBV-infected blood, we searched
for the transfusion incident victims.

MATERIALS AND METHODS
Subjects studied

In Japan, a total of 20 314 745 donated blood samples
were screened for HBV infection during the period
1 April 2005 to 31 March 2009. Among 17 875
065 donations from the repeat donors, 10 380 were
serologically positive or MP-NAT positive for HBV.

In Hyogo-Prefecture, a total of 787 695 donated blood
samples were screened for HBV infection during the

© 20]0 The Authors
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period between 1 April 2005 and 31 March 2009. Among
685 844 donations from the repeat donors, 265 were
serologically positive or MP-NAT positive for HBV.

In addition to the donors identified in the look-back
study of the repeat donations, a donor with HB V-infected
blood negative for MP-NAT, D1, in Hyogo-Prefecture
was identified in the look-back study based on a hospital
report.

Serological tests of donation samples for HBV

For the detection of HBV-infected blood, a battery of
HBsAg, HBcAb, HBsAb and 20-MP-NAT (or ID-NAT)
was used to judge the presence or absence of HBV in
the donated blood samples. Donated blood samples had
been screened for HBsAg by reverse passive haemag-
glutination (RPHA), for HBcAb by haemagglutination
inhibition (HI) and for antibody to HBsAg (HBsAb)
by passive haemagglutination (PHA) in JRC blood cen-
tres. Since August 2008, to improve the sensitivity of
screening for HBsAg, HBcAb and HBsAb, all RPHA, HI
and PHA methods had been replaced by chemilumines-
cence enzyme immunoassay (CLEIA) method (Table 1).
Donated blood samples which were positive for HBV
tests or which showed elevated alanine aminotransferase
(ALT) (=60 1U/L) were excluded (Yoshikawa et al.,
2005; Yugi er al., 2005).

MP-NAT and ID-NAT of HBV DNA

The outlines of MP-NAT and ID-NAT in the JRC screen-
ing system were reported by Mine er al. (2003) and
Minegishi et al. (2003), respectively. In this study, MP-
NAT for screening of HBV DNA was performed with
AMPLINAT MPX (Roche Diagnostics, Mannheim, Ger-
many) or Cobas TagScreen MPX (Roche Diagnostics)
according to the manufacturer’s instruction. ID-NAT
for confirmation was performed with Single NAT HBV
(Roche Diagnostics) or Cobas TagScreen HBV (Roche
Diagnostics) according to the manufacturer’s instruction.
The detection limits using these reagents are shown in
Table 1. The genotypes of HBV were determined by the
sequencing analysis of Okamoto ef al. (1990).

Detection of recipients with TTHBI

For the detection of recipients with TTHBI, serological
analysis, ID-NAT for HBV and biochemical analysis
including ALT were performed.

RESULTS
Look-back studies of the repeat donations

In Japan, a total of 20 314 745 donated blood samples
were screened for HBV infection during the period 1

© 2010 The Authors
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Table 2. Donors! in Japan-wide and Hyogo-Prefecture
surveys during the period 1 April 2005 to 31 March 2009

Japan-wide Hyogo-Prefecture
survey? survey

Total donors 20 314 745 787 695
First donors 2 439 680 101 851
Repeat donors? 17 875 065 685 844
Donors who were subjected 10 380 265

to the look-back study
Donors who were ID-NAT 247 13

positive at the preceding

donation

!'The donors in this study were the people who came to the JRC blood
centres to donate their blood.

*Ministry of Health, Labour and Welfare of Japan (2009).

*Double counting took place if the same people came to the JRC blood
centres to donate their blood more than one time.

We call these people “repeat donors™.

April 2005 to 31 March 2009. Of the total 20 314 745
donations, 17 875 065 were from the repeat donors. Of
the 17 875 065 repeat donors, 10 380 were serologically
positive or MP-NAT positive for HBV and subjected to
look-back study (Ministry of Health, Labour and Welfare
of Japan, 2009). When a new donation of a repeat donor
turned out to be positive for serological tests and/or
MP-NAT, repository samples of that donor’s preceding
donation were subjected to look-back study using ID-
NAT. The look-back study of 10 380 repeat donors
revealed that the previously donated blood samples of
247 repeat donors were ID-NAT positive (Table 2). On
the basis of the nationwide look-back study in Japan,
donations with HBV-infected blood negative for MP-
NAT occurred with frequency of 247 in 17 875 065
donations (~1/72 000 donations).

In Hyogo-Prefecture, a total of 787 695 donated blood
samples were screened for HBV infection during the
period between 1 April 2005 and 31 March 2009. Of the
787 695 donations, 685 844 were from the repeat donors
and 265 were serologically positive or MP-NAT positive
for HBV and subjected to the look-back study. The
look-back study of 265 repeat donors revealed that the
previously donated blood samples of 13 repeat donors
were ID-NAT positive (Table 2). On the basis of the
look-back study in Hyogo-Prefecture, donations with
HBV-infected blood negative for MP-NAT occurred
with a frequency of 13 in 685 844 donations (~1/53 000
donations).

Transfusion incidents in Hyogo-Prefecture

Table 3 shows the numbers of recipients transfused with
HBV-infected blood negative for MP-NAT (or victims of

Transfusion Medicine © 2010 British Blood Transfusion Socu:u, Transfusion Medicine, 21, 107-115
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Table 3. Recipients' transfused with HBV-infected blood
negative for MP-NAT in Japan-wide and Hyogo-Prefecture
surveys during the period 1 April 2005 to 31 March 2009

Japan-wide Hyogo-Prefecture

survey? survey
Recipients transfused with 204 12
HBV-infected blood
negative for MP-NAT
Recipients who converted to 13 1
HBYV positive
Recipients who did not 58 4
convert to HBV positive
Recipients who escaped from 133 7

the follow-up study

'The recipients in this study were the people who were transfused with
JRC blood products.
*Ministry of Health, Labour and Welfare of Japan (2009).

the transfusion incidents) in the Japan-wide and Hyogo-
Prefecture surveys during the study period. According
to the nationwide survey in Japan, 13 of the 204
. recipients (6-3%) who had been transfused with HBV-
infected blood negative for 20-MP-NAT were proved to
be TTHBI. According to Hyogo-Prefecture survey, only
1 of the 12 recipients (8-3%) who had been transfused
with HBV-infected blood negative for 20-MP-NAT was
proved to be TTHBL

HBYV markers of the ‘look-back study’ donors
in Hyogo-Prefecture

Table 4 shows the HBV markers at the final donation
of 265 repeat donors in Hyogo-Prefecture who were
subjected to look-back study. A total of 204 of the 265
‘look-back study’ donors presented HBsAg negative,
NAT negative and HBcAb positive.

Analysis of individual cases of transfusion incidents
in Hyogo-Prefecture

Table 5 shows the information of the 14 donors
with HBV-infected blood negative for MP-NAT in

Table 4. HBV markers at the final donation of the
‘look-back study’ donors

Type HBYV markers Donor numbers
A [HBsAg (+)] 48
B [HBsAg (—), NAT (+)] 13
C [HBsAg (=), NAT (-), 204
HBcADb (+)]
Total 265

Hyogo-Prefecture. All except D1 proved to be ID-NAT
positive in the repository sample of the donation prior
to the final donation. D1 was accidentally found to be
ID-NAT positive in the look-back study started from the
hospital report of a patient with TTHBI, R1. The case
of D1 was not identified in the look-back study in the
repeat donations, because D1 did not donate any more
after the index donation. Thus, there was a possibility of
higher incidence of TTHBI due to the transfusion with
HBV-infected blood negative for MP-NAT than ~1/53
000 donations.

Table 6 shows the clinical data of the 13 recipients
transfused with HBV-infected blood negative for MP-
NAT in Hyogo-Prefecture. We followed 13 recipients
in Hyogo-Prefecture who were transfused with HBV-
infected blood negative for MP-NAT. Only one recip-
ient was identified to be suffering from TTHBI Four
of the 12 recipients were negative for HBV during the
follow-up period. However, 7 of the 12 recipients did not
undergo the post-transfusion HBV examination, because
they died soon after the transfusion or did not return for
a follow-up.

Case 1: Look-back study based on the hospital report

D1 donated a red blood cell (RBC) component caus-
ing TTHBI in a 63-year-old male with myelodysplastic
syndrome (MDS), R1. R1 was transfused 28 times and
got infected with HBV during chemotherapy. The index
RBC component from D1 was ID-NAT positive with
low HBV DNA levels, but was not detected by the reg-
ular 50-MP-NAT, HBsAg and HBcAb screening tests
(Table 5). On the basis of these findings, it scemed that
D1 was in the window period of HBV infection at the
index donation.

R1 was negative for HBsAg on 18 February 2002,
according to the hospital records. However, he was pos-
itive for HBV DNA on 13 November 2002, 175 days
after the date of the HBV-positive RBC component
transfusion (22 May 2002). The recipient showed to
be positive for HBsAg 254 days after the date of
the transfusion and positive for HBcAb 315 days after
the date of the transfusion (Table 6). Rl showed a
transient elevation of ALT just after the negative-to-
positive conversion of HBsAg and HBcAb, although
HBsAb was still under detection level during his disease
course (Fig. 1). R1 died of intracerebral haemorrhage,
gastrointestinal haemorrhage and sepsis on 4 January
2004.

To confirm that HBV was transmitted through the
blood from D1, HBV strains of the donor and the
recipient were determined by the PCR/direct-sequencing
method. The sequences in both samples showed genotype

© 2010 The Authors
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Table 5. Donors involved in HBV-infected blood transfusion incidents

Donation Index and final HBV markers
Case Donor  Recipient number Donation date donations MP-NAT ID-NAT HBsAg HBcAb
1 I Rl 3rd 15 Apr 1997 N.D. N.D. — —
4th 08 May 2002 Index donation — +2 — —
2 D2 R2 Tth 02 Jun 2003 — — — —
8th 11 Oct 2004 Index donation — +2 — —
9th 04 May 2005 Final donation N.D. — — +
34 D3 R3, R4 5th 1 Jun 2007 — — — —
6th 09 Oct 2007 Index donation — +2 — —
Tth 20 Jul 2008 Final donation N.D. — e +
5 D4 RS 7th 18 Jan 2005 —_— — —_ —
8th 16 Mar 2005 Index donation — +2 — —
9th 19 Dec 2008 Final donation N.D. — — +
6 D5 R6 [1th 15 Jun 2008 — — e —
12th 14 Sep 2008 Index donation — +2 — —_—
13th 15 Feb 2009 Final donation + + — _—
7 D6 R7 24th 27 Apr 2005 - e — —
25th 25 Jan 2006 Index donation — +2 — —
26th 04 Mar 2006 Final donation N.D. N.D + —_—
8.9 D7 RS, R9 Ist 04 Oct 1995 N.D N.D. —_— —
2nd 08 Dec 2004 Index donation — +2 —_— —
3rd 07 Mar 2006 Final donation N.D. N.D + +
10 D8 R10 33rd 21 Jun 2006 — — — —_
34th 06 Jul 2006 Index donation — +2 — —
35th 20 Jul 2006 Final donation + -+ — —
Il D9 RI11 9th 06 Sep 2005 — — _— —
10th 06 Sep 2006 Index donation — +2 — —
11th 27 Feb 2007 Final donation N.D. — — +
12 D10 RI12 5th 04 Dec 2006 —_— — — —
6th 0! Feb 2007 Index donation — +2 — —
7th 02 Apr 2007 Final donation N.D. N.D + +
13 D11 RI3 3rd 03 May 2007 — — — —
4th 04 May 2008 Index donation — +2 — +
5ﬂ1 24 Feb 2009 Final donation N.D. N.D + +
D12} — 18th- 14 Jan 2003 — — _— —
19th 05 Oct 2004 Index donation — +2 — —
20th 31 Mar 2005 Final donation N.D. — — +
D13? — 8th 16 Mar 2004 — — — —
9th 25 Mar 2005 Index donation — +2 — —
10th 12 Jan 2006 Final donation N.D. — — +
D14? — 19th 10 Jun 2007 — — — —
20th 21 Oct 2007 Index donation — 42 — —
21st 24 Jul 2008 Final donation N.D. — — +

N.D,, not done.
D1 was identified as HBV carrier based on the hospital reports. No laboratory data of the fifth donation were available, because the fifth donation
was not done.
2HBYV DNA analysis using repository samples.
3The components from these donations were not transfused.

C and they were identical except for one nucleotide at nt
533, which was C for the donor and A for the recipient.
Thus, R1 was infected by HBV in the RBC component
offered by DI.

© 2010 The Authors
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D2 donated blood nine times. The blood at the final
donation (the ninth donation on 4 May 2005) was
HBcADb positive, although it was ID-NAT negative. The
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Table 6. Recipients involved in HBV-infected blood transfusion incidents

Recipient Transfusion Examination date Examination Diagnosis
Case (age, sex)!  Donor Component date (days after transfusion) result of TTHBI Present state
I RI1(63y, M)®> DI RBC 22 May 2002 13 Nov 2002 (175)  Positive for HBV Deétinite  Dead
DNA
31 Jan 2003 (254) Positive for HBsAg
02 Apr 2003 (315) Positive for HBCADb
~29 Oct 2003 (525) Negative for HBsAb
2 R2(63y,M) D2 RBC 15 Oct 2004 20 May 2005 (217)  Positive for HBsAg, Definite Alive
HBcAb and HBV
DNA
Negative for HBsAb
3 R3(51ly,M) D3 FFP 03 Jun 2008 08 Oct 2008 (127) Negative for HBsAg, Uncertain Alive
HBcAb, HBsAb
and HBV DNA
4 R4 (87y,F) D3 RBC 16 Oct 2007 13 Aug 2008 (302 ) Negative for HBV Uncertain  Alive
DNA
5 R5(58y, P D4 RBC 22 Mar 2005 20 Jan 2006 (304) Negative for HBsAg  Uncertain Dead
31 Oct 2007 (953)  Negative for HBsAg
09 Mar 2008 (1083) Negative for HBsAg
6 R6 (68y, M) DS RBC 29 Sep 2008 07 Jan 2009 (100) Negative for HBsAg  Uncertain Alive
and HBsAb
7 R7 (6ly, M) D6 PC 27 Jan 2006 N.D. N.D. Uncertain Dead
8 R8 (67y, F) D7 FFP 09 Aug 2005 N.D. N.D. Uncertain  Dead
9 R9 (82y.F) D7 RBC 12 Dec 2004 N.D. N.D. Uncertain No available
information
10 RI10 (75y. M) DS§ PC 08 Jul 2006 N.D. N.D. Uncertain Dead
11 RII (65y. M) D9 RBC 14 Sep 2006 N.D. N.D. Uncertain Dead
12 RI2(65y,F) DI10 PC 03 Feb 2007 N.D. N.D. Uncertain Dead
13 RI3 (75y. M) DIl RBC 12 May 2008 N.D. N.D. Uncertain Dead

RBC, red blood cells; FFP, fresh frozen plasma; PC, platelet concentrate; N.D., not done.

! Age; age at transfusion of HBV-infected blood.

2The index case was found in the hospital reports. Other cases were identified in the look-back study of the repeat donors.

look-back study proved that the repository tube of the
index donation (the eighth donation on 11 October
2004) was ID-NAT positive, but HBV infection was not
detected by the regular 20-MP-NAT, HBsAg and HBcAb
screening tests (Table 5). On the basis of these findings,
it seemed that D2 was in the window period of HBV
infection at the index donation.

R2 was a 63-year-old male with severe anaemia who
had been transfused with the index RBC component
derived from D2 on 15 October 2004. According to the
hospital record, his HBsAg was negative on 13 October
2004 and his HBV DNA was positive 217 days after the
date of transfusion (Table 6).

To coafirm that HBV was transmitted through the
blood from D2, HBV strains of the donor and the
recipient were determined by the PCR/direct-sequencing
method. The sequences in both samples showed geno-
type C and they were identical except for one nucleotide
at nt 519, which was R for the donor and A for the

recipient. Thus, R2 was infected by HBV in the RBC
component offered by D2.

Case 3: Look-back study of the repecat donations

D3 donated blood seven times. The blood at the final
donation (the seventh donation on 20 July 2008) was
HBcAb positive, although it showed ID-NAT negative.
The look-back study proved that the repository tube of
the index donation (the sixth donation on 9 OQOctober
2007) was ID-NAT positive, but HBV infection was not
detected by the regular 20-MP-NAT, HBsAg and HBcAb
screening tests (Table 5). On the basis of these findings,
it seemed that D3 was in the window period of HBV
infection at the index donation.

R3 was a 51-year-old male with infectious endocardi-
tis and he had been transfused with the index fresh
frozen plasma (FFP). component derived from D3 on 3
June 2008. According to the record in the hospital, his

© 2010 The Authors
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Fig. 1. HBV markers and ALT of Rl. Rl was negative for
HBsAb during the observation period.

HBsAg, HBsAb, HBcAb and HBV DNA were negative
after 127 days from the date of transfusion (Table 6).

Cuase 4: Look-back study of the repear donations

R4 was an 87-year-old female with bone fracture and
she had been transfused with the index RBC component
donated from D3 on 16 October 2007. According to the
record in the hospital, her HBV DNA was negative after
302 days from the date of transfusion (Table 6).

Case 5: Look-back study of the repeat donations

D4 donated blood nine times. The blood at the final
donation (the ninth donation on 19 December 2008) was
HBcAb positive, although it showed ID-NAT negative.
The look-back study proved that the repository tube of
the index donation. (the eighth donation on 16 March
2005) was ID-NAT positive, but HBV infection was not
detected by the regular 20-MP-NAT, HBsAg and HBcAb
screening tests (Table 5). On the basis of these findings,
it seemed that D4 was in the window period of HBV
infection at the index donation.

© 2010 The Authors
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RS was a 58-year-old female with aplastic anaemia
and she had been transfused with the index RBC com-
ponent derived from D4 on 22 March 2005. According
to the record in the hospital, her HBsAg was negative
after 4 months from the date of transfusion, after 304,
953 and 1083 days (Table 6).

Case 6: Look-back study of the repeat donations

D5 donated blood 13 times. The blood at the final
donation (the 13 donation on 15 February 2009) was 20-
MP-NAT positive and it also showed ID-NAT positive.
The look-back study proved that the repository tube of
the index donation (the 12th donation on 14 September
2008) was ID-NATpositive, but HBV infection was not
detected by the regular 20-MP-NAT, HBsAg and HBcAb
screening tests (Table 5). On the basis of these findings,
it seemed that D5 was in the window period of HBV
infection at the index donation.

R6 was a 68-year-old male with chronic renal failure
and he had been transfused with the index RBC compo-
nent derived from D5 on 29 September 2008. According
to the record in the hospital, his HBsAg and HBsAb
were negative after 100 days from the date of transfusion
(Table 6).

Cases 7—13: Look-back study of the repeat donations

The index donations of D6 in Case 7, D7 in Cases 8 and
9, D8 in Case 10, D9 in Case 11 and D10 in Case 12
were ID-NAT positive, but their HBV infection was not
detected by the regular 20-MP-NAT, HBsAg and HBcAb
screening tests (Table 5). On the basis of these findings,
it seemed that they were in the window period of HBV
infection at the index donation.

The examination data of the recipients, R7 in Case 7,
R8 in Case 8, R9 in Case 9, R10 in Case 10, R11 in
Case 11, R12 in Case 12 and R13 in Case 13, were not
available in this study.

The index blood components derived from D12, D13
and D14 were not transfused.

DISCUSSION
New HBYV infection in the repeat donors

We identified the repeat donors who ‘seroconverted’ to
either HBV DNA in MP-NAT, HBsAg or HBcAbD in
the look-back study during the period 1 April 2005 to
31 March 2009. If these were all true seroconversions,
the incidence of new HBYV infection among the repeat
donors in Japan and Hyogo-Prefecture would be 1 : 1700
and 1 : 2600 in 4 years, i.e. 1 : 425 and | : 650 in a
year. The value may be helpful to estimate the incidence
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of new HBV infection in Japan and Hyogo-Prefecture,
although it may not be the true incidence of new HBV
infection.

Frequency of transfusion incidents with HBV-infected
blood negative for MP-NAT

We calculated the transfusion incident frequency of
HB V-infected blood negative for MP-NAT as 1/53. 000
72 000 donations in the current JRC system, based on the
look-back study data of the repeat donations. However,
it should be noted that the frequency is only a minimum
estimate, because donations from first time donors were
not be evaluated in the look-back study among the repeat
donors.

In addition, even 1D-NAT does not always detect a
donor with a low copy number of HBV. Some donors
with intermittent ID-NAT detectable viremia may not
be detected in any HBV screening system. Inaba ef al.
(2006) reported a case of an occult HBV carrier who did
not constantly show ID-NAT positive results. The case
of Inaba er al. suggested that it is necessary to repeat
ID-NAT even after the repository tube is once found to
be ID-NAT negative.

Incidence of TTHBI due to transfusion with
HBV-infected blood negative for MP-NAT

The exact TTHBI incidence in the cirrent JRC system
could not be estimated. Two factors hampered estimation
of the exact TTHBI incidence: (i) more than half of the
recipients who were transfused with HBV-infected blood
escaped from the follow-up study and (ii) recipients may
become HBV positive after the observation period is
over.

In Japan, only ‘ID-NAT at 3 months after transfusion’
is recommended by the Guideline of Ministry of Health,
Labour and Welfare of Japan, because it is thought that
recipients will turn out ID-NAT positive within 3 months
after HBV-infected blood is transfused (Schreiber et al.,
1996; Comanor & Holland, 2006). However, in a recip-
ient, R1, in our study, the period length of the ID-NAT
negative window period was more than 161 days. Only
‘ID-NAT investigation at 3 months after transfusion’
may not be enough to prove the absence of HBV trans-
mission in some recipients.

Our ideas are-supported by the report of Satake et al.
(2007). They reported the difficulty of following the
recipients who had been transfused with HBV-infected
blood. In those days they screened for HBV with 50-MP-
NAT. According to the nationwide data during the period
between 2000 and 2004, 12 of the 181 recipients who
had been transfused with HBV-infected blood (6-6%)
were cases of TTHBI (Satake er af., 2007). Fifty-one of

the 181 recipients showed no evidence of HBV infection
after index transfusion during their observation period.
However, there is no information on whether these 51
recipients stayed in HBV-free status after the observation
period. In addition, a total of 104 patients died without
leaving any test results regarding HBV infection. This
result also suggests that it is difficult to know the exact
TTHBI incidence.

Prolonged window period due to long incubation before
ID-NAT positive

In this study, we reported a recipient with MDS, R1,
who showed no liver dysfunction, no elevation of
serologic markers of HBV infection and no detection
of HBV DNA until 175 days after transfusion of ID-
NAT positive blood. The delayed appearance of HBV
may be explained by two factors: (i) a very low copy
number of HBV in the transfused blood and (ii) the
immunosuppressive condition of the recipient.

Regarding the longer window period in the immune
suppressed patients, it is difficult to explain. Immunosup-
pressive effect may shorten the window period and facil-
itate viral replication. However, Wendel er al. (2008)
suggested a possibility that some free virus may have
persisted in the liver, escaping the immune system until
the level of immunodeficiency was such that viral repli-
cation could take place. They also reported two cases
of immunodeficient recipients who were transfused with
blood components from a single unit containing a very
low level of HBV. One of these recipients had acute
lymphoblastic leukaemia (ALL) and developed an acute
HBYV infection 13 months after transfusion despite car-
rying vaccine-induced HBsAb. The other recipient, who
had MDS and received platelets from the same donation
while receiving major chemotherapy, remained unin-
fected.

Unusual circumstances, such as chemotherapy or
immunosuppression, can considerably modify the vari-
ables classically defining the early stages of a viral
infection. When transfused with HBV-infected blood,
immunosuppressive recipients need long-term examina-
tion, even if HBV-negative data are obtained at 3 months
after transfusion (Hollinger & Dodd, 2009).

Then, a question arises how long it is necessary to
observe the recipients after transfusion. It is not easy to
answer this question. According to the report of Yuki
et al. (2003), 14 patients who were recalled at a median
of 4-2 years (range: 1-8—9-5 years) after the onset of
acute hepatitis B all showed clinical and serologic recov-
ery with circulating HBsAg clearance. However, PCR
analysis showed that 3 of these 14 patients had low levels
of circulating HBV DNA for up to 4-6—~8-9 years after
the onset. Although Yuki er al. did not show the exact

© 2010 The Authors
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immunological state of their patients, a much longer
observation period may be required than had ever been
considered. Regarding the observation period after blood
transfusion, we can say that it should be longer than
6 months, based on our experience with R1.

Conclusion

In the current Japanese look-back study, we can find the
transfusion cases due to HBV-infected blood that could
not be detected by serological tests or MP-NAT. On the
basis of the look-back study among the repeat donors in
Hyogo-Prefecture, Japan; donations with HBV-infected
blood negative for MP-NAT occurred with a frequency
of 13 in 685 844 donations (~1/53 000 donations). How-
ever, more than half of the recipients transfused with

HBV-infected donations found in look-back studies 115

HBV-infected blood negative for MP-NAT could not be
followed up. It is therefore necessary to establish a more
cautious follow-up system.
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Serum concentration of 27-hydroxycholesterol predicts
the effects of high-cholesterol diet on plasma LDL

cholesterol level
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Aim: The effect of dietary cholesterol on plasma cholesterol
concentrations varies widely among individuals. Recent
studies suggest that the synthesis of oxysterols is
up-regulated when tissue cholesterol is saturated. The
present study was undertaken to test the hypaothesis that a
serum high concentration of 27-hydroxycholesterol, one of
the oxysterols, reflects positive cholesterol balance in the
body and predicts intolerance to a high-cholesterol diet.

Methods: In 30 subjects, 750 mg/day of cholesterol was
added for 4 weeks to the ordinary diet. Blood samples were
collected at the start and finish of the supplementation.
Serum sterol and oxysterol concentrations were measured by
high-resolution GC-MS.

Results: A receiver operating characteristic curve was
drawn and the cutoff point (80 ng/mg cholesterol) was chosen
to maximize sensitivity (81.3%) and specificity (64.3%) for pre-
dicting a positive change of LDL cholesterol concentration

after cholesterol loading. Subjects with higher serum
27-hydroxycholesterol concentrations (= 80 ng/mg choles-
terol) showed significantly (P <0.05) high values for the
change of LDL cholesterol concentration (+7.4+3.4%,
mean £ SEM, n=17) compared with those with lower
27-hydroxycholesterol levels (-5.3 £ 2.7%, n = 13).

Conclusions: In  subjects with high serum 27-
hydroxycholesterol concentrations were unable to adapt
to a high-cholesterol diet. The concentration of serum
27-hydroxycholesterol appears to reflect cholesterol satura-
tion in the body and predicts to some extent a responsiveness
to dietary cholesterol.

Key words: high-cholesterol diet, 27-hydroxycholesterol,
hypercholesterolemia, LDL cholesterol, liver X receptor,
oxysterol

INTRODUCTION

N GENERAL, THE intake of dietary cholesterol is
believed to increase plasma LDL cholesterol concen-
trations. Therefore, diets restricted in cholesterol have
been recommended for the prevention and treatment
of hypercholesterolemia.’* However, the response of
plasma cholesterol to dietary cholesterol varies among
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the population.>® A group of people considered high
responders showed significant increases in plasma LDL
cholesterol after cholesterol consumption. In contrast,
individuals considered low responders showed stable or
even decreased LDL cholesterol in spite of high intakes
of dietary cholesterol. These facts suggest that the restric-
tion of dietary cholesterol is effective only in high-
responding people. Therefore great efforts have been
made to explore the mechanism of the individual vari-
ability and to predict the responsiveness in each subject
before dietary intervention.

The most popular approach is to investigate apolipo-
protein (apo) E phenotypes. Subjects with apoE4
phenotype displayed higher plasma cholesterol levels,
increased cholesterol absorption, and lower cholesterol
synthesis than people with apoE2 phenotype.® !
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However, the effects of apoE phenotype on the response
of plasma cholesterol levels to increased dietary choles-
terol are still controversial, that is associated'*** or not
associated®'*** with the responsiveness.

Another approach is to measure the LDL receptor
function. Mistry et al. reported a negative correlation
between the change in plasma cholesterol concentration
and LDL receptor activity in peripheral mononuclear
leucocytes.* In contrast, Homma et al. demonstrated
that the capacity of the LDL receptor did not explain the
variability in the change of plasma cholesterol concen-
tration induced by cholesterol loading.®

The aim of the present study was to discover a new
biomarker that predicts responsiveness to a high-
cholesterol diet. Recent biochemical studies unveiled
the regulation of cholesterol metabolism at the molecu-
lar level. Cholesterol biosynthesis is down-regulated
by oxysterols, intermediates in bile acid biosynthesis,
through the modulation of a transcription factor, sterol
regulatory element-binding protein (SREBP).* The
elimination of sterols from the intestine and the liver are
also stimulated by oxysterols through the activation of
another transcription factor, liver X receptor o (LXRot).>!
Thus oxysterols appear to be messenger molecules that
represent positive cholesterol balance in the body. Our
results suggested that the baseline serum concentrations
of 27-hydroxycholesterol, one of the most abundant
oxysterol in human serum,? predicted to some extent a
responsiveness to dietary cholesterol.

METHODS

Subjects

HIRTY JAPANESE SUBJECTS (11 males and 19

females; aged 29-84 years; BMI 18-28 kg/m?)
were studied, including healthy volunteers and patients
with hypercholesterolemia. Patients with hypertension
(> 140/90 mmHg, n = 14), well-controlled non-insulin-
dependent diabetes mellifus (fasting plasma glucose
<126 mg/dL and hemoglobin A/C <7.0%, n=3),
stable angina pectoris (n = 2), old myocardial infarction
(n=1), and old cerebral infarction (n=2) were
included. Patients with hypocholesterolemia or familial
hyperlipoproteinemia were excluded from this study.
Informed consent was obtained from all subjects, and
the study procedures were in accordance with the ethical
standards of the Helsinki Declaration.

Experimental design

A daily dose of 750 mg of cholesterol was added to the
ordinary diet for 4 weeks as freeze-dried egg yolk. The
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subjects were requested not to change their dietary and
drinking habits or their exercise patterns. During this
study, all subjects were on a free-living Japanese diet that
contains 250-350 mg/day cholesterol as estimated from
daily food diaries. Patients who received antihyperlipi-
demic agents were excluded, and the treatment for com-
plications except for hyperlipidemia was continued
unaltered during the study period.

At the start and end of supplemental cholesterol
feeding, blood samples were collected in the morning
before breakfast after an overnight fasting, and serum
was stored at —20°C until analyzed.

Chemicals

Sitosterol and campesterol were purchased from Sigma
(MO, USA). Lathosterol and 5o-cholestane were
obtained from Steraloids (NH, USA). 27-Hydroxy-
cholesterol, 7a-hydroxy-4-cholesten-3-one, [*H,]27-
hydroxycholesterol and [*H/|7a-hydroxy-4-cholesten-3-
one were prepared as described previously.”

Measurement of serum cholesterol
concentration

Subfractions of serum lipoproteins were obtained by
sequential ultracentrifugation.”* The concentrations of
total cholesterol in serum and the lipoprotein subfrac-
tions were measured by a Hitachi autoanalyzer (Hitachi,

Japan).

Determination of apoE phenotype

ApoE phenotyping was performed by an isoelectric
focusing immunoblotting method by Kataoka et al.

Assay of LDL receptor activity

in lymphocytes

LDL receptor activity was evaluated by the use of periph-
eral lymphocytes under the method of Ranganathan
et al.”® Briefly, mononuclear cells collected by the Ficoll
precipitation method were cultured in lipoprotein-
deficient medium for 72 h. Nonadherent mononuclear
cells (lymphocytes) were collected and incubated with
fluorescent LDL at 37°C for 2 h. Fluorescence of the
washed lymphocytes was measured with a FACScan
flow cytometer (Becton-Dickinson, NJ, USA). The activi-
ties in normolipidemic volunteers were measured with
every assay to provide an internal control value (100%).

Determination of serum
sterol concentrations

Serum levels of sitosterol, campesterol and lathosterol
were measured by gas chromatography-mass spectrom-
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Table 1 Correlations between baseline serum sterol concentrations and percent change of LDL cholesterol levels by cholesterol

loading (n = 30)

Serum marker sterols

Change of LDL cholesterol (%)

.t P-value
Sitosterol (ng/mg cholesterol) 0.000 1.000
Campesterol (ng/mg cholesterol) 0.092 0.631
Lathosterol (ng/mg cholesterol) 0.138 0.466
27-Hydroxycholesterol (ng/mg cholesterol) 0.321 0.083
7o-hydroxy-4-cholesten-3-one (pg/mg cholesterol) 0.037 0.847

tNonparametric Spearman’s rank-order correlation coefficient.

etry (GC-MS). 50-Cholestane (2 ug) was added to 50 ul
of serum as an internal standard, and alkaline hydrolysis
was carried out in 1 mL of 1 N ethanolic KOH at 60°C
for 1 h. After an addition of 0.5 mL of distilled water,
the sterols were extracted twice with 2 mL of n-hexane,
and the extract was evaporated to dryness under nitro-
gen. The extracted sterols were converted into trimeth-
ylsilyl (TMS) ethers with 100 pL of TMSI-H (GL
Sciences, Japan) for 15 min at 55°C. GC-MS with
selected-ion monitoring was performed with a JMS-
§X102 instrument equipped with a data processing
XMS-system {JEOL, Japan). The accelerating voltage was
10 kV, the ionization energy was 70 eV, the trap current
was 300 pA, and the mass spectral resolution was
about 10 000. An Ultra Performance capillary column
(25mx0.32mm id) coated with methylsilicone
(Agilent Technologies, CA, USA) was used at a flow rate
of helium carrier gas of 1.0 mL/min. The column oven
was programmed to change from 100°C to 260°C at
30°C/min, after a 1-min delay from the start time. The
multiple ion detector was focused on m/z 357.3521 for
5a-cholestane and sitosterol, m/z 343.3364 for campes-
terol, and m/z 458.3943 for lathosterol.

Serum 27-hydroxycholesterol and 7o-hydroxy-4-
cholesten-3-one levels were quantified as described
previously.®

Statistical analysis

Data are expressed as the mean * SEM. The statistical
significance between the results in the different groups
was evaluated by a parametric two-sample t-test and
a nonparametric Mann-Whitney test. The change of
values after cholesterol supplementation was evaluated
by a parametric paired t-test and a nonparametric Wil-
coxon signed-ranks test. The correlations were tested by
calculating Pearson’s correlation coefficient, r, or a non-
parametric Spearman’s rank-order correlation coeffi-
cient, .. Independence was evaluated by Fisher's exact

probability test for a 2 x 2 contingency table and by the
x>-test for a 3 x 2 contingency table. In all the statistical
tests, significance was accepted at the level of P < 0.05.

RESULTS

Search for a new biomarker that predicts
responsiveness to a high-cholesterol diet

HE CORRELATIONS BETWEEN the serum sterol
concentrations and percent change of LDL choles-
terol levels by cholesterol loading are summarized in
Table 1. Although no statistically significant correlation
was observed, a relatively low P-value was obtained for
the relationship of 27-hydroxycholesterol concentra-
tions with the percent changes of LDL cholesterol.
Figure 1a depicts the relationship and Figure 1b rep-
resents a receiver operating characteristic (ROC) curve to
determine a cutoff point of the 27-hydroxycholesterol
concentration that optimally discriminated the subjects
with positive changes of serum LDL cholesterol by cho-
lesterol loading from those with negative changes. The
cutoff point was chosen to maximize sensitivity and
specificity, and it was 80 ng/mg cholesterol; the sensi-
tivity and specificity for predicting a positive change of
LDL cholesterol concentration because of cholesterol
loading were 81.3% and 64.3%, respectively.

Characteristics of subjects with high serum
27-hydroxycholesterol concentrations

The baseline characteristics of subjects with low
(<80 ng/mg cholesterol) and high (=80) serum
27-hydroxycholesterol concentrations were compared
in Table 2. The subjects with low 27-hydroxycholesterol
concentrations were all females, whereas 65% of those
with high 27-hydroxycholesterol concentrations were
males. The concentrations of HDL cholesterol were sig-
nificantly low in subjects with high (= 80 ng/mg choles-
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Figure 1 Relationships of baseline serum 27-hydroxycholesterol concentrations with % of change of LDL cholesterol concentra-
tions by cholesterol loading (a), and a receiver operating characteristic (ROC) curve for determining a cutoff point of the
27-hydroxycholesterol concentration that optimally discriminated the subjects with positive changes of serum LDL cholesterol by
cholesterol loading from those with negative changes (b). The percent change of LDL cholesterol concentration was calculated as
(concentration after cholesterol loading ~ concentration before loading)/concentration before loading x100%. The open circles
indicate female subjects (n= 19), and the closed circles represent male subjects (n = 11).

terol) serum 27-hydroxycholesterol concentrations. The
other baseline data, including LDL receptor activity
and apoE phenotype, were not significantly different
between the two groups.

Figure 2 compares individual responses of serum lipid
concentrations after cholesterol loading between the
subjects with low (< 80 ng/mg cholesterol) and high

(= 80) baseline serum 27-hydroxycholesterol concentra-
tions. The percent change of LDL cholesterol was
significantly higher in subjects with high baseline
27-hydroxycholesterol concentrations than in those
with low concentrations (Fig. 2b). The percent change
of total cholesterol also tended to be high in subjects
with high baseline 27-hydroxycholesterol concentra-

Table 2 Baseline characteristics of subjects with high serum 27-hydroxycholesterol versus low serum 27-hydroxycholesterol

concentrations
27-Hydroxycholesterol concentration
(ng/mg cholesterol)

Lowt (< 80) Hight (= 80) P-valuet
n (male/female) > 0/13 11/6 < 0.0005
Age (years) 63.6£4.58 625+2.7 0.63
BMI (kg/m?) 223+0.7 23.1+0.6 0.43
Total cholesterol (mg/dL) 246+ 14 229+11 0.34
LDL cholesterol (mg/dL) 164+ 13 143+9 0.16
HDL cholesterol (mg/dl) 66+4 5244 <0.05
LDL receptor activity (%)q 1125 106 %5 0.36
ApOE phenotype (E2/E3/E4)+1 1/8/4 0/13/4 0.43

tEach subject was assigned to one of the two groups by serum 27-hydroxycholesterol concentration; Low, < 80 ng/mg cholesterol;

High, 2 80 ng/mg cholesterol.

$The P-value for gender was calculated by Fisher's exact probability test and that for apoE phenotype by the ¥2-test for independence.
The other P-values were calculated by the nonparametric Mann-Whitney test. §All such values are mean * SEM.
JThe activities in normolipidemic volunteers were measured with every assay to provide an internal control value (100%).

11E2, B2/2 + E3/2; E3, E3/3; E4, B4/3 + B4/4.
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Figure 2 Comparison of the individual responses of serum total cholesterol (a), LDL cholesterol (b), and HDL cholesterol (c)
concentrations after cholesterol loading between the subjects with low baseline serum 27-hydroxycholesterol levels (< 80 ng/mg
cholesterol) and those with high levels (= 80). The percent changes of these plasma sterol concentrations were calculated as
(concentration after cholesterol loading - concentration before loading)/concentration before loading x100%. The mean value for
each group is indicated by a horizontal line. The open circles indicate female subjects (n = 19), and the closed circles represent male
subjects (n= 11). *Analyzed by a parametric two-sample t-test. **Analyzed by a nonparametric Mann-Whitney test.

tions, but the difference was not statistically significant
(Fig. 2a). In contrast, the percent change of HDL choles-
terol was not significantly different between subjects
with low baseline 27-hydroxycholesterol concentrations
and those with high concentrations (Fig. 2c).

Effects of cholesterol loading on serum
27-hydroxycholesterol concentrations

As shown in Figure 3, strong positive correlations
were observed between baseline 27-hydroxycholesterol
concentrations and the concentrations after cholesterol
loading (r=0.851, P<0.0001; r,=0.911, P<0.0001).
Furthermore, serum 27-hydroxycholesterol con-
centrations before and after cholesterol loading were
compared by a parametric paired t-test and a non-
parametric Wilcoxon signed-fanks test (92.2 £6.4 vs.
88.2 5.2 ng/mg cholesterol), and no significant
change was observed. Therefore similar results were
obtained even if 27-hydroxycholesterol concentrations
after cholesterol loading were used as a predictor instead
of baseline 27-hydroxycholesterol concentrations.
When the same 80 ng/mg cholesterol was used as a
cut-off value for 27-hydroxycholesterol concentration
after cholesterol loading, the percent change of LDL
cholesterol was significantly higher in subjects with high
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Figure 3 Relationships of serum 27-hydroxycholesterol con-
centrations before cholesterol loading (baseline concentra-
tions) with those after cholesterol loading. The open circles
indicate female subjects (1 =19), and the closed circles repre-
sent male subjects (n=11).
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