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TABLE 1: Patient characteristics at study entry.

AHOD, TAHOD,
Characteristics n =79 n = 2053 P*
n (%) n (%)
Age (years)
Mean + SD 45 (+9.8) 38.6 (x10)  <0.001
Gender
Male 761 (96) 1,484 (72.2)  <0.001
Female 30 (3.8) 567 (27.6)
Transgender™** 03 (0.4) 02 (0.1)
HIV exposure category
S‘;g%sexual comtact 618 (78.4)  485(23.7)  <0.001
IDU = heterosexual 25 (3.2) 45 (2.2)
Heterosexual 65 (8.2) 1,341 (65.6)
Other 80 (10.2) 174 (8.5)
Missing 06 (0.7) 08 (0.4)
HBYV coinfection
Negative 649 (81.8) 1,376 (67)  <0.001
Positive 22 (2.8) 171 (8.3)
Missing/never tested 123 (15.5) 506 (24.6)
HCV coinfection
Negative 2631 (79.5) 1,365 (66.5) <0.001
Positive 87 (11) 128 (6.2)
Missing/never tested 76 (10) 560 (27.3)
15{013[ ngﬁ‘s ;nL 326 (41) 372(18)  <0.001
Missing 58 (7.3) 880 (43)
CDA4+ count cells/pL 360 (219-569) 161 (50-280) <0.001**
Median (IQR)
Missing 58 (7.3) 264 (12.9)
Cumulative exposure to
cART in years
Median (IQR) 2 (0-8.2) 0(0-0.2) <0.001**
Number ART naive 320 (40.3) 1460 (71)
Body mass index (kg/m?)
Mean (=SD) 24 (+3.4) 21 (%3.4) <0.001
Missing 528 (66.5) 1016 (49.5)
Total cholesterol mmol/L
Mean (£SD) 515(x1.3)  4.88(£1.4) <0.001
Triglycerides mmol/L
Mean (+SD) 244 (£2) 240 (£2.3)  0.678
HDL-C mmol/L
Mean (£SD) 1.15 (+0.5) 1.25(+0.4) <0.001

*Comparison by t-test for continuous variables and the y? test for
noncontinuous variables. **Comparison by Wilcoxon rank-sum test. A:
AHOD: Australian HIV Observational Database; T: TAHOD: TREAT
Asia HIV Observational Database. cART: combinational antiretroviral
therapy; HBV: hepatitis B coinfection; HCV: hepatitis C coinfection; IDU:
Intravenous drug user; IQR: interquartile range; SD: standard deviation.
***Transgender participants were classified as males in the multivariable
analyses.
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4. Discussion

In this study, we examined the mean differences in lipids
between various cART regimens in TAHOD and AHOD
cohorts. We found that the relationship between regimen
and lipids differed by cohort only in the analysis of total
cholesterol level. For total cholesterol, the magnitude of
effect of regimen differed between cohorts such that TAHOD
participants tended to have slightly lower total cholesterol for
most regimens (most notably for the NRTIs (+TDF) + PI
(+ATV) and the NRTIs + PI regimens). Overall, we found
that the NRTTIs (+TDF) + NVP and the NRTIs (+TDF) +
PI (+ATV) regimens were associated with the most favorable
lipid profile, whereas the NRTIs + PI and the NRTIs +
EFV regimens were associated with the least favorable lipid
profiles.

These regimen/lipid association findings are consistent
with the literature from Western countries [5-8, 17]. The few
studies that have reported lipid results from Asian population
also suggest an adverse impact of PI-based and EFV-based
regimens on lipids as compared to non-PI-based and NVP-
based regimens, respectively [18, 19]. However, these studies
were performed in clinical-trial populations, and in one
study [19], NVP was given at 400 mg once a day, instead of
the recommended 200 mg twice a day dosing schedule. Also,
they did not report usage of TDF- or ATV-based regimens.

The observed differences in mean total cholesterol
between TAHOD and AHOD cohorts, though statistically
significant, were of small magnitude. The differences could
be due to variations in race/ethnicity or dietary, environ-
mental, and lifestyle factors [20]. The clinical relevance of
these differences, particularly the impact of these differences
on overall risk of CHD, is uncertain. In our study, TAHOD
participants had average total cholesterol up to 0.5 mmol/L
lower than AHOD for the NRTIs + PI regimen (Figure 1(a)).
Studies on treated HIV-infected populations have suggested
that a difference of 1 mmol/L in total cholesterol may be
associated with difference of about 25% in risk of CHD [21,
22]. Further, TAHOD participants, for any given regimen,
had higher triglycerides which have been associated with
greater risk of CHD [23]. The CHD events in cART-treated
HIV patients are thought to be multifactorial in origin,
with a possible role of dyslipidemia, cART, HIV-associated
inflammatory process, and traditional risk factors [1, 21]. We
did not have data on other CHD risk factors, with which we
could calculate the overall Framingham risk score for each
cohort. Future studies should therefore evaluate their impact
on risk of CHD events in treated HIV populations in Asia.

There are further limitations to this study. We divided
each class of ART according to those shown to have
favorable impact on lipids, that is, TDE, ATV, and NVP
[5, 7, 8]. However, such a classification did not allow us
to examine the impact of other individual drugs in each
class. Further, we did not have information on use of
lipid-lowering medications, which are likely to differ bet-
ween TAHOD and AHOD. It is likely that since TAHOD
participants were younger and mostly from low-middle in-
come countries, they may have a lower rate of use of lipid-
lowering medications, as compared to those in AHOD.
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TasLe 2: Number and frequency of total cholesterol measurements by type of regimen and cohort.

AHOD AHOD median (range) =~ AHOD no. TAHOD median (range) TAHOD no.

cART Regimen No.of  no. of measurements per (%) of TAHO.D ni' no. of measurements per (%) of
patients® patient measurements of patients patient measurements

NRTIs (+TDEF) + NVP 122 2 (1-6) 247 (10.8) 70 1(1-4) 108 (1.9)
NRTIs (+TDF) + EFV 131 2 (1-4) 245 (10.7) 90 1(1-4) 147 (2.6)
NRTIs + NVP 155 2 (1-6) 342 (14.9) 696 1(1-8) 1157 (20.6)
NRTIs + EFV 97 2 (1-4) 211 (9.2) 684 2 (1-10) 1487 (26.5)
iﬁég‘“m F)+ Pl 140 1(1-5) 266 (11.6) 20 1(1-4) 28 (0.5)
NRTIs (+TDF) + PI 187 2 (1-7) 410 (17.9) 137 3(1-6) 367 (6.5)
NRTIs + PI (+ATV) 78 2 (1-5) 178 (7.7) 232 3(1-6) 610 (10.9)
NRTIs + PI 184 2 (1-6) 396 (17.2) 620 3(1-12) 1698 (30.3)
Total 1094 2295 (100) 2548 5602 (100)

* Bach patient could contribute to more than one regimen. AHOD: Australian HIV Observational Database; ATV: Atazanavir; EFV: Efavirenz; NNRTI: non-
nucleoside reverse transcriptase inhibitors; NRTIs: nucleoside reverse transcriptase inhibitors; NVP: nevirapine; PI: protease inhibitor; TAHOD: TREAT Asia
HIV Observational Database; TDF: tenofovir. Key. NRTIs are TDF based (NRTIs + TDF) or not (NRTTs) and PI as ATV based (PI + ATV) or not (PI).

TaBLE 3: Adjusted analyses for triglycerides, HDL-C, and total cholesterol: HDL-C ratio.**

Mean difference in total

Mean difference in Mean difference in HDL-C

. i i . 0
Covariate triglycerides mmol/L (95% CI) mmol/L (95% CI) cholesterol: HICDIL) € ratio (95%
Regimen

NRTIs (+TDF) + NVP Reference Reference Reference

NRTIs (+TDF) + EFV

0.17 (~0.19 t0 0.53)

0.01 (—0.06 to 0.08)

0.16 (—0.16 to 0.47)

NRTIs + NVP 0.58 (0.29 to 0.87) 0.15 (0.08 to 0.21) 0.13 (=0.12 t0 0.39)
NRTIs + EFV 0.64 (0.34 t0 0.95) 0.09 (0.03 to 0.16) 0.29 (0.01 t0 0.56)
;?Eg;;r DE) + 0.15 (~0.22 t0 0.52) ~0.03 (=0.11 to 0.05) 0.29 (~0.04 t0 0.62)
NRTIs (+TDF) + PI 1.06 (0.73 to 1.38) ~0.02 (~0.09 to 0.05) 0.66 (0.37 to0 0.95)
NRTIs + PI(+ATV) 0.57 (0.24 t0 0.90) 0.03 (—0.05 t0 0.10) 0.34 (0.02 to 0.65)
NRTIs + PI 1.13 (0.83 to 1.43) 0.01 (~0.06 to 0.07) 0.75 (0.47 to 1.03)
P <0.001 <0.001 <0.001
Cohort
AHOD Reference Reference Reference
TAHOD 0.33 (0.11 to 0.55) 0.04 (—0.01 to 0.09) ~0.16 (~0.40 to 0.08)
P 0.003 0.146 0.187

Table shows independent effects of regimen and cohort variables in adjusted analyses. Since the interaction term between these variables was not significant,
it was not included in the models. Figure 1 shows the interaction between regimen and cohort variables.

**Multivariable models were a priori adjusted for time on given regimen, Hepatitis B and/or C coinfections, age, gender, HIV RNA viral load copies/mL, CD4+
T-cell count, BMI, cumulative exposure to cART at the start of regimen, and HIV exposure category. AHOD: Australian HIV Observational Database, ATV:
Atazanavir; cART: combinational antiretroviral therapy; CI: confidence interval; EFV: Efavirenz; HBV: Hepatitis B co-infection; HCV: Hepatitis C co-infection;
IDU: Intravenous drug user; NNRTI: nonnucleoside reverse transcriptase inhibitors; NRTI: nucleoside reverse transcriptase inhibitors, NVP: nevirapine, PI:
protease inhibitor, TAHOD: TREAT Asia HIV Observational Database; TDF: Tenofovir. Key. NRTIs are TDF based (NRTIs + TDF) or not (NRTIs) and PI as

ATV based (PI + ATV) or not (PI).

However, TAHOD participants had lower total cholesterol
for most regimens than those in AHOD, suggesting residual
confounding, racial differences, or possibly higher use of
lipid lowering medications. Also, lipid values were measured
in site-specific laboratories which may introduce variation
in results. However, such a variation is unlikely to result
in any systematic differences in total cholesterol that we
observed. Furthermore, patients in AHOD tended to be more
treatment-experienced than TAHOD; however, adjusting

for cumulative cART exposure did not change our results.
Nevertheless, any residual confounding from these and other
unmeasured factors cannot be ruled out. Lastly, we did not
have pre-cART lipid data to compare with post-cART data in
each cohort, which would have provided clearer comparisons
of change in lipids in response to cART between the cohorts.
Keeping these limitations in mind, our results were however
robust when restricted to those (i) documented to be taken
after over-night fasting, (ii) with documented race/ethnicity,
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and (iii) adjusting for differential use of d4t, suggesting that
these factors were unlikely to impact our results.

Strengths of our study include TAHOD and AHOD being
founded on similar methodology thereby reducing the like-
lihood of confounding due to methodological differences.
Also, the large sample size available allowed us to analyse
several regimens, including those with TDF and ATV, which
are less frequently used in low-middle income countries [10].
Moreover, availability of lipid measurements on several time-
points on each regimen allowed us to adjust for time spent on
each regimen of interest.

In summary, our findings suggest that the impact of
various ART regimens on lipids is largely similar in TAHOD
and AHOD cohorts and that the newer drugs such as TDF
and ATV are likely to provide similar benefit in terms of lipid
profiles in both populations. We also found that TAHOD
participants may have slightly lower mean total cholesterol
for most regimens, although the clinical significance of this
difference is uncertain. These findings contribute to the gap
in evidence from Asian settings. Future studies should report
pre- to post-ART monitoring of lipids and information on
Framingham risk score in diverse populations.
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This study examined characteristics of HIV-infected patients in the TREAT Asia HIV Observational Database who were lost to
follow-up (LTFU) from treatment and care. Time from last clinic visit to 31 March 2009 was analysed to determine the interval
that best classified LTFU. Patients defined as LTFU were then categorised into permanently LTFU (never returned) and temporary
LTFU (re-entered later), and these groups compared. A total of 3626 patients were included (71% male). No clinic visits for
180 days was the best-performing LTFU definition (sensitivity 90.6%, specificity 92.3%). During 7697 person-years of follow-up,
1648 episodes of LFTU were recorded (21.4 per 100-person-years). Patients LEFTU were younger (P = 0.002), had HIV viral load
=500 copies/mL or missing (P = 0.021), had shorter history of HIV infection (P = 0.048), and received no, single- or double-
antiretroviral therapy, or a triple-drug regimen containing a protease inhibitor (P < 0.001). 48% of patients LTFU never returned.
These patients were more likely to have low or missing haemoglobin (P < 0.001), missing recent HIV viral load (P < 0.001),
negative hepatitis C test (P = 0.025), and previous temporary LTFU episodes (P < 0.001). Our analyses suggest that patients not
seen at a clinic for 180 days are at high risk of permanent LTFU, and should be aggressively traced.
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1. Introduction

Loss to followup (LTFU) in patients receiving antiretroviral
therapy can cause serious consequences such as discontinua-
tion of treatment and increased risk of death [1-3]. At a pro-
gram level, LTFU can make it difficult to evaluate outcomes
of treatment and care [4, 5]. In resource-limited settings,
where treatment has become rapidly available following the
rollout of antiretroviral therapy, LTFU presents even more
challenging obstacles that require special consideration and
approaches [6, 7].

One of the key questions in patient followup is how to
define a patient as LTFU. This has varied in studies conducted
in different settings [8—10]. Defining LTFU using a very early
threshold, for example, a patient with no clinic visit in the last
three months, may result in many patients being considered
as LTFU who would return to clinic naturally at a later date.
Defining LTFU with a long threshold, for example, one year,
may mean delaying too long before any effort is made to track
patients potentially at risk of LTFU.

The majority of research into LTFU in HIV-infected
patients receiving antiretroviral treatment in resource-
limited settings has been conducted in the sub-Saharan
Africa region [3, 10-13]. A few studies have been conducted
among Asian, mostly female, patients [14-16]. Using
data from the TREAT Asia HIV Observational Database
(TAHOD), this study was carried out to find the best-
performing definition of LTFU and examine the characteris-
tics of HIV-infected patients from the Asia-Pacific who were
LTFU from treatment and care.

2. Methods

Established in 2003, TAHOD is a collaborative observational
cohort study involving 18 sites in the Asia-Pacific region (see
Acknowledgement). Detailed methods have been published
previously [17]. Briefly, each site recruited approximately
200-300 HIV-infected patients, with recruitment based on
a consecutive series of patients regularly attending a given
site from a particular start-up time. Ethical approval for the
study was obtained from the University of New South Wales
Fthics Committee, Western Institutional Review Board,
and respective local ethics committee from each TAHOD
participating site.

The following data were collected: patient demographics
and baseline data, CD4 and CD8 count, HIV viral load,
prior and new AIDS defining illness (ADI), date and cause of
death, prior and current prescribed antiretroviral treatment
(ART), and reason for treatment change. Data were collected
according to a common protocol. Upon recruitment, all
available data prior to entry to TAHOD (considered as
retrospective data) were extracted from patient case notes.
Prospective data were updated six-monthly at each clinic and
transferred to the data management centre for aggregation
and analyses in March and September each year. TAHOD
sites were encouraged to contact patients who have not been
seen in the clinics in the previous 12 months.

TAHOD data submitted at March 2009 and March 2010
were used to find the best-performing definition of LTFU.
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TAHOD patients who had no followup after recruitment
were not included in this analysis. Patients who were not
seen in clinic for more than 12 months prior to the March
2010 data submission (i.e., last clinic visit prior to March
2009) were considered to be truly LTFU. The days between
the last clinical visit and 31 March 2009 in the March 2009
data transfer were then used to find the interval that best
classified a true LTFU in the following way. A series of
cutoffs were considered, from ten to 365 days, to define
patients as potentially LTFU. Each of these definitions of
potential LTFU was compared with the gold standard of true
LTFU, defined as no patient followup in the 12 months prior
to 31 March 2010. The sensitivity and specificity of each
cutoff in identifying true LTFU were calculated, and the best
performing cutoff identified using the area under the receiver
operator characteristic (ROC) curve. The optimal definition
of LTFU identified in terms of maximising the sensitivity
and specificity of true LTFU was found to be 180 days (see
Results). This definition was then used in the risk factor
analyses that follow.

Followup started from the last clinic visit at the March
2007 data submission. Patients who were considered LTFU
before March 2007 (i.e., had no clinic visits 180 days before
31 March 2007) were excluded from the analysis. For patients
enrolled after March 2007, the followup started at the time of
enrolment. In terms of calculating person-years of followup,
the end of followup for patients who had no clinic visit for
180 days and so were considered as LTFU was defined as 90
days after their last clinic visit. For patients not considered
LTFU, the end of followup was also defined as 90 days after
their last clinic visit. If a patient died, the followup was
censored on the date of death if the date was within 180
days of their last clinic visit. Patients who died after March
2007 were considered to have complete followup. It should be
noted that patients who were considered LTFU could return
to clinic and reenter followup. The start of this reentry to
followup was defined as 3 months prior to the first clinic
visit that reinitiated followup. The patients that reentered
followup could also be re-LTFU if the patient subsequently
did not attend clinic for more than 180 days. The definitions
we adopted were consistent with those in a previous study
[18].

The rates of LTFU were calculated by the number of
total LTFU periods divided by the total duration of followup
contributed by the patients included in the analysis [18].
Because of the reentering and re-LTFU, patients could
contribute more than one episode of LTFU in this analysis.
The rates were further calculated in different strata, including
age, sex, exposure category, hepatitis B and C infection, year
since HIV infection, calendar year, the latest CD4 count
and viral load, antiretroviral treatment status, CDC disease
stages, prophylaxis (coded as receiving or not), and haemo-
globin level, all taken at the start of each episode.

Factors associated with LTFU were assessed by multivari-
ate Poisson regression models, using generalised estimating
equations, to allow for multiple events of LTFU in the same
patients. CD4 count, HIV viral load, antiretroviral treatment,
AIDS diagnosis, and haemoglobin tests were included as
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TasBLE 1: Receiver operating characteristic (ROC) analysis for the best-performing definition for loss to followup.

(CdL:;Sf)f Sensitivity (%)  Specificity (%) Arefa((t)lgder Cutoff (days) Sensitivity (%)  Specificity (%) Areﬁgéder
10 99.67 16.97 58.32 160 90.96 90.77 90.87

20 99.02 24.32 61.67 170 90.64 91.44 91.04

30 98.05 31.31 64.68 175 90.64 92.05 91.34

40 96.82 39.90 68.36 180 90.55 92.26 91.41

50 96.34 49.52 72.93 185 90.23 92.53 91.38

60 95.77 57.20 76.48 190 89.33 93.01 91.17
70 95.28 65.52 80.40 200 88.52 93.44 90.98

80 95.11 71.26 83.19 210 87.79 94.13 90.96

90 94.71 77.62 86.16 240 85.26 95.25 90.26
100 94.22 80.91 87.57 270 83.55 96.43 89.99
120 93.24 86.18 89.71 300 82.00 97.04 89.52
150 91.53 90.17 90.85 365 78.99 97.73 88.36

True LTFU defined as no patient followup in the 12 month prior to 31 March 2010. Each cutoff used as a potential definition of LTFU was the days between
last clinical visit and 31 March 2009 in the March 2009 data transfer. The sensitivity and specificity of each cutoff in identifying true LTFU were calculated,

and the optimal cutoff identified based on ROC analysis.

time-dependent variables and updated at the time the new
measurement or diagnosis was available.

Patients who had at least one episode of LTFU were
then categorised into two groups: those who had no more
clinical visits in the database (permanently LTFU) and those
who later reentered followup (temporary LTFU). Multivari-
ate logistic regression models were used to compare the
characteristics in patients who were considered permanently
LTFU with those who were temporary LTFU. All covariates
were taken at the end of the episode in patients with truly
LTFU or at the end of the first episode in patients considered
temporary LTFU.

Multivariate models were built using a forward-stepwise
approach. The final model included covariates that remained
significant at the P < 0.05 level. Nonsignificant variables were
also presented and adjusted for the final multivariate models.
Data management and statistical analyses were performed
using SAS for Windows (SAS Institute Inc., Cary, NC, USA)
and Stata (StataCorp, STATA 10.1 for Windows, College
Station, TX, USA).

3. Results

In March 2007, there were 2565 patients in the database. 1061
patients were subsequently enrolled in TAHOD up to March
2010. A total of 3626 patients from TAHOD who had follow-
up visits in the clinic were included in this analysis. During
the study period (from March 2007 to March 2010), there
were 54 patients who died and considered to have complete
followup.

Using days between last clinic visit and 31 March 2009 in
the March 2009 data transfer, we identified the interval that
best classifies a true LTFU (i.e., no clinic visit after 31 March
2009). An interval of 180 days was determined as the best-
performing definition (Table 1, sensitivity 90.6%, specificity
92.3%). Using 180 days as the LTFU cutoff, during 7697
person-years of followup, a total of 1648 episodes of LTFU

from 1298 patients were identified, giving a crude LTFU rate
of 21.4 per 100 person-years (95% confidence interval, CI,
20.4 t0 22.5). Of those 1648 episodes of LTFU identified using
180 days as the cutoff, 48% were considered permanently
LTFU (i.e., the patient did not return to clinic before 31
March 2010), corresponding to 45% of the 1298 patients.

The patient characteristics are summarised in Table 2.
The majority of patients were male (71%), aged between 36
and 45 years (40%), and reported heterosexual transmission
(64%). Chinese (27%), Thai (26%), and Indian (11%) were
the main ethnic groups. At recruitment, approximately 12%
did not have a CD4 count test, and of those tested, the major-
ity had a CD4 count more than 200 cells/uL. Nearly half
(45%) did not have an HIV viral load test, and of those tested,
the majority were below 500 copies/mL. Close to half of the
patients (46%) were diagnosed with an AIDS defining illness
at recruitment, with tuberculosis being the main illness. Most
patients (63%) had been reported to be diagnosed with HIV
for less than 6 years when recruited to TAHOD (measured
as the time from first reported positive HIV test). Less than
10% of the patients were coinfected with either hepatitis B
or hepatitis C. At recruitment, the majority of patients had
normal haemoglobin level. At the start of study followup,
most of the patients were on antiretroviral therapy including
three or more drugs in combination including at least one
nucleoside reverse transcriptase inhibitor (NRTI) and one
nonnucleoside reverse transcriptase inhibitor. Over 20% of
patients were in a combination with at least one NRTI and a
protease inhibitor (PI). All patients were receiving, or started,
antiretroviral therapy during followup.

Table 3 summarises univariate and multivariate analyses
of factors associated with LTFU using 180 days as cut-off. In
univariate analyses, the rate of LTFU was significantly lower
in patients with a current CD4 counts above 200 cells/yL
compared to patients with a CD4 count less than 100 cells/uL,
but this was not significant in the final multivariate model.
In the final multivariate model (Table 3), factors associated
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TaBLE 2: Patient characteristics. TasLe 2: Continued.
Total 3626 Total 3626
Characteristics Number % Characteristics Number %
Sex Antiretroviral treatment at baseline
Male 2567 71 3 + (NRTI + NNRTI) 2224 61
Female 1059 29 3+ (NRTI + PI) 744 21
Current age (years) No/mono/double drug 583 16
e 1383 38 3 + (other combination) 75 2
36-45 1449 40 Anemia: haemoglobin <13 g/dl (male), <11 g/dl (female); NRTIL: nucleoside
46+ 794 22 reverse transcriptase inhibitor; NNRTI: nonnucleoside reverse transcriptase
Reported exposure inhibitor; PI: protease inhibitor.
Heterosexual contact 2337 64
Homosexual contact 749 21
glz ﬁ:ﬁii;t%;se 233 ; with LTFU included age (y(?unger patie.nts had l}igher rate
— of LTFU), current HIV viral load (either patients with
Ethnicity HIV viral load =500 copies/mL or no tests in recent 180
Chinese 089 27 days had higher rate of LTFU), history of HIV infection
Indian 390 11 (patients with shorter history of HIV infection had higher
Thai 933 26 rate of LTFU), hepatitis C infection (patients with positive
Other/unknown 1314 36 hepatitis C antibody had higher rate of LTFU), and, finally,
Baseline CD4 count (cells/pl.) current combination of antiretroviral treatment (compared
<100 239 7 to patients on triple-drug regimen with at least one NRTI and
101-200 406 11 one NNRTI, patients receiving no-, single-, or double-drug
201+ 2531 70 antiretroviral therapy, or a triple—(.irug regimen containing at
Missing 450 12 least one NRTI and one PI, had hlgher.rate of LTFU).
- : Table 4 shows factors that predict permanent LTFU
Baseline HIV RNA (copies/ml) . L
among patients who had no clinic visit for 180 days and so
=500 1482 41 met our optimal definition of LTFU. In the final multivariate
501+ 379 10 model, patients permanently LTFU were more likely to be
Missing 1765 49 older, have not been anemic, have no recent HIV viral load
CDC disease stage at baseline test, have tested negative for hepatitis C infection or have
Stage A 1621 45 never tested for hepatitis C, and have had more than one
Stage B 321 9 episode of previous temporary LTFU.
Stage C 1684 46
Tuberculosis diagnosis at baseline 4, Discussion
go 2758 76 We found that an interval of 180 days between clinic
es 868 24 .. . .
el - - visits was the best-performing definition of LTFU based
Time since HIV infection (years) on sensitivity and specificity in identifying true LTFU. By
=3 2295 63 this definition, we observed that approximately one in five
o+ 1246 34 patients in our cohort would miss clinic visits for more
Missing 85 2 than 180 days and so become defined as LTFU. Among
Hepatitis B infection these patients in our cohort close to half eventually returned
No 2297 63 to followup, with half becoming truly lost to HIV-related
Yes 257 7 treatment and care.
Not tested 1072 30 The 180-day cutoff has been used by other studies as
Hepatitis C infection a working definition of LTFU [10, 19-21]. Other intervals
No 2007 55 have also been proposed as measurements of classifications
Yes 324 9 of LTFU, such as 90 days [8] .an.d 365 days [9]. Regional- gn.d
cohort-dependent characteristics, such as scheduled clinic
Not tested 1295 36 - . O .
- . visits, patient burden, and drug availability could result in
Anemia at baseline specific intervals that best categorise patients at risk of LTFU.
No 2480 68 Nevertheless, a 180-day (or 6-month) cutoff is an appealing
Yes 597 16 and easy-to-apply definition that could be used in different
Haemoglobin not tested 567 16 clinical settings in the Asia-Pacific region to flag patients at

risk of being permanently lost to treatment and care. Our
analyses suggest patients with no clinic visits for six months
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TABLE 3: Factors associated with permanent or temporary LTFU, defined as no clinic visit for 180 days, among all patients under followup.

Person- Number Crude Ratel Adj uste}c)l p
years LTFU 95% CI  IRR?  95% CI IRR?  95% CI
value value

Sex

Male 5468.1 1206 22.06 (20.85,23.34) 1.00 1.00

Female 2229.2 442 19.83 (18.06,21.77) 1.10 (0.98,1.24) 0.090 1.04 (0.93,1.17) 0.446
Current age (years)

<35 22104 575 26.01 (23.97,28.23) 1.00 1.00 0.0023

36~45 3320.2 718 21.62 (20.10,23.27) 0.82 (0.74,0.92) 0.001 0.89 (0.79,1.00) 0.050

46+ 2166.6 355 16.39 (14.77,18.18) 0.69 (0.60,0.79) <0.001 0.76 (0.66,0.88) <0.001
Reported exposure

ﬁggﬁexu‘ﬂ 5144.5 985 19.15  (17.99,20.38) 1.00 1.00

iﬁ‘aﬁe"“al 1707.2 344 2015 (18.13,22.40) 110 (0.93,1.29) 0275 1.05 (0.89,1.25) 0.540

Injecting drug use 344.3 125 36.31 (30.47,43.27) 1.21 (0.97,1.51) 0.098 1.10 (0.86,1.40) 0.437

Other/unknown 501.3 194 38.70 (33.62,44.55) 1.64 (1.37,1.98) <0.001 1.56 (1.29,1.88) <0.001
Current CD4 count (cells/ul.)

<100 233.7 69 29.52 (23.32,37.38) 1.00 1.00

101-200 635.7 136 21.40 (18.09,25.31) 0.92 (0.68,1.22) 0.551 0.96 (0.72,1.29) 0.800

201+ 6327.6 1181 18.66 (17.63,19.76) 0.75 (0.58,0.96) 0.023 0.79 (0.61,1.02) 0.071

Missing 500.3 262 52.37 (46.40,59.11) 1.18 (0.90,1.55) 0.235 0.99 (0.74,1.31) 0.922
Current HIV RNA (copies/ml)

<500 4213.7 679 16.11 (14.95,17.37) 1.00 1.00 0.0213

501+ 537.1 158 29.42 (25.17,34.38) 1.71 (1.43,2.04) <0.001 1.24 (1.03,1.51) 0.026

Missing 2946.4 811 27.52 (25.69,29.49) 1.75 (1.55,1.98) <0.001 1.64 (1.45,1.86) <0.001
CDC disease stage

Stage A 3205.1 828 25.83 (24.13,27.65) 1.00 1.00

Stage B 801.6 118 14.72 (12.29,17.63) 093 (0.76,1.14) 0.507 0.95 (0.77,1.17) 0.623

Stage C 3690.5 702 19.02 (17.67,20.48) 0.84 (0.75,0.93) 0.001 0.92 (0.82,1.02) 0.125
Tuberculosis diagnosis

Yes 1806.7 372 20.59 (18.60,22.79) 1.00 1.00

No 5890.6 1276 21.66 (20.51,22.88) 1.04 (0.92,1.18) 0.537 0.98 (0.87,1.12) 0.801
Time since HIV infection (years)

<5 3477.2 785 22.58 (21.05,24.21) 1.00 1.00 0.005%

6+ 4115.7 844 20.51 (19.17,21.94) 0.84 (0.75,0.94) 0.002 0.89 (0.79,1.00) 0.048

Missing 104.3 19 18.21 (11.61,28.55) 0.58 (0.36,0.94) 0.027 0.49 (0.30,0.79) 0.004
Hepatitis B infection

Yes 584.5 112 19.16 (15.92,23.06) 1.00 1.00

No 5101.9 883 17.31 (16.20, 18.49) 0.93 (0.76,1.13) 0.474 0.90 (0.74,1.10) 0.319

N/A 2010.8 653 32.48 (30.08, 35.06) 0.98 (0.80,1.21) 0.859 1.07 (0.85,1.35) 0.548
Hepatitis C infection

Yes 541.4 149 27.52 (23.44,32.31) 1.00 1.00 0.030°

No 4692.8 796 16.96 (15.82,18.18) 0.81 (0.67,0.98) 0.029 0.81 (0.67,0.98) 0.034

N/A 2463.0 703 28.54 (26.51,30.73) 0.75 (0.62,0.91) 0.004 0.77 (0.63,0.93) 0.008
Current anemia (male < 13 g/dl, female < 11 g/dl)

Yes 1021.1 155 15.18 (12.97,17.77) 1.00 1.00

No 5771.6 1157 20.05 (18.92,21.24) 1.09 (0.92,1.30) 0.302 1.11 (0.94,1.32) 0.227

N/A 904.5 336 37.15 (33.38,41.34) 1.31 (1.07,1.59) 0.008 1.09 (0.89,1.34) 0.382
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TasLE 3: Continued.
Person- Number . Adjusted
Crude Rate P P
years LTFU 95% CI  IRR®  95% CI IRR?  95% CI
value value
Current ART*
3 + (NRTNRTTI) 4830.8 942 19.50 (18.29, 20.79) 1.00 1.00 0.0013
3 4+ (NRTI + PI) 1898.3 377 19.86 (17.95,21.97) 1.21 (1.06,1.38) 0.005 1.22 (1.07,1.39) 0.003
ARI;I/O/ mono/double 762.7 300 3933 (35.12,44.05) 2.18 (1.90,2.50) <0.001 1.92 (1.66,2.22) <0.001
3 + (other
O 205.4 29 14.12 (9.81,20.32) 0.95 (0.65,1.38) 0.786 1.01 (0.69,1.47) 0.975
combination)

(1) Crude rate, per 100 person-years.
(2) Stratified by TAHOD sites.

(3) Overall for test for trend (ordinal categorical covariates) or for homogeneity (nominal categorical covariates).
(4) ART: NRTL: nucleoside reverse transcriptase inhibitor; NNRTI: nonnucleoside reverse transcriptase inhibitor; PI: protease inhibitor.

are at high risk of being permanently lost and should be
aggressively traced.

Chi et al. also found that a cutoff of 180 days was
optimal to define LTFU after analysing data from the Africa,
Asia, and Latin America regions of the IeDEA collaboration
(including data from our cohort) [22]. There are some
methodological differences between our analyses, principally
regarding minimum numbers of patients for site inclusion.
Chi et al. found quite extensive heterogeneity between sites,
something we also found to a lesser extent. However, it
is nevertheless reassuring that we found a similar optimal
cutoff of 180 days without clinic visits to define LTFU. With
rapid scaling up of antiretroviral treatment taking place
globally, there is a need to adopt a universal consistent
definition of LTFU, or a general algorithm to define cutoffs,
to evaluate HIV treatment programs in different regions
(6,7, 19].

Over one in five patients in our cohort failed to come
to clinic for more than 180 days in a given year. Similar
rates have also been found in patients from Africa [3, 11].
However, the LTFU rate was lower in EuroSIDA [23], a large
prospective cohort study with HIV-infected patients mainly
from Europe (using one year as a cutoff). Approximately half
of the patients who experienced LTFU in our study later came
back to clinic, and patients who had a previous episode of
LTFU were more likely to prove to be true LTFU, similar to
previous findings [18].

We found that younger patients, patients infected with
hepatitis C, and patients with detectable or unmeasured viral
load were more likely to experience LTFU. These findings
are all consistent with previous study findings [10, 11, 24~
26]. Patients with undetectable viral load are likely to be
motivated and adherent to antiretroviral treatment and thus
remain in care. Among those patients who experienced
LTFU, we found that those who tested negative for hepatitis
C infection or were never tested for hepatitis C were more
likely to be permanently LTFU. This finding seems coun-
terintuitive, but it might be that patients who have tested
positive for hepatitis C receive more medical attention from
their clinicians and thus prove less likely to be permanently
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LTFU. Among patients identified as LTFU, anemic patients
were also more likely to be permanently lost to treatment
and care. Anemia has been shown to be a strong prognostic
marker for HIV disease progression and survival [27], which
could, at least in part, explain these patients failing to return
to followup.

Compared to patients on NNRTI-based regimen,
patients receiving no-, single-, or double-drug antiretroviral
therapy or a triple-drug regimen containing PI were more
likely to experience LTFU. The reasons for this are not clear.
The greater loss to followup may be associated with increased
drug toxicity, either resulting in a patient receiving mono- or
dual therapy or from receiving a PI. Patients receiving PI-
based regimens are also those who are more likely to be on
a second line regimen, a regimen that may be substantially
more expensive than first line. In the Asia Pacific region,
out-of-pocket expenses are needed to pay for treatment in
some clinics. Hence, the lost to followup may be associated
with drug availability or affordability. It is worth noting that
patients receiving mono- or dual therapy, or a PI based
regimen, were also associated with being less likely to be
permanently lost to followup, that is to say more likely to
return to clinic (albeit not quite statistically significantly
s0). This possibly supports the idea of these regimens being
associated with short-term drug availability or affordability
issues. Unfortunately, data are not available to address this
issue in any greater detail.

It has been shown that, in resource-limited settings,
predominantly in Africa, patients who are LTFU have a much
poorer prognosis than patients who remain in followup
[5]. In part, this is due to a proportion of patients who
die not having vital status information updated at their
treatment site. The extent to which this occurs in TAHOD
is uncertain. While it seems likely that at least some patients
who are LTFU have died without this information reaching
the site, the lack of association between key measures of HIV
disease progression, such as CD4 count and AIDS defining
illnesses, and LFTU suggests it may be lower than in African
settings. However, this association between LTFU and poorer
prognosis underpins the need for consistent definitions of
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TaBLE 4: Factors that predict permanent LTFU in patients without a clinic visit for 180 days.

Number Trueloss % OR! 95%CI  Pvalue Adjusted OR' 95% CI P value

Sex

Male 1206 584 48.4 1.00 1.00

Female 442 209 47.3 0.89 (0.69,1.15) 0.359 0.80 (0.61,1.05) 0.104
Current age (years)

<35 568 278 48.9 1.00 1.00 0.097%

36~45 717 340 47.4 133 (1.03,1.71) 0.031 1.31 (1.00,1.72)  0.050

46+ 363 175 48.2 1.27 (0.94,1.72) 0.118 1.28 (0.93,1.77) 0.128
Reported exposure

Heterosexual contact 985 443 45.0 1.00 1.00

Homosexual contact 344 199 57.8 1.12 (0.78,1.60) 0.532 1.24 (0.85,1.81) 0.262

Injecting drug use 125 55 44.0 1.01 (0.59,1.73) 0.969 1.32 (0.72,2.41) 0.364

Other/unknown 194 96 49.5 1.07 (0.69,1.64) 0.773 1.22 (0.78,1.93)  0.382
Current CD4 count (cells/ul.)

<100 58 36 62.1 1.00 1.00

101-200 129 66 51.2 0.76 (0.36,1.60) 0.471 0.99 (0.47,2.13)  0.989

201+ 1068 465 435 0.62 (0.33,1.18) 0.144 0.82 (0.42,1.59) 0.551

Missing 393 226 57.5 1.50 (0.77,2.93) 0.238 1.18 (0.58,2.42) 0.649
Current HIV RNA (copies/mL)

<500 598 230 38.5 1.00 1.00 0.0112

501+ 153 78 51.0 1.02 (0.68,1.52) 0.924 0.94 (0.62,1.42) 0.767

Missing 897 435 54.1 2.13 (1.63,2.80) <0.001 1.54 (1.13,2.09) 0.006
CDC disease stage

Stage A 828 413 49.9 1.00 1.00

Stage B 121 54 44.6 0.77 (0.48,1.22) 0.258 0.70 (0.43,1.14) 0.154

Stage C 699 326 46.6 1.00 (0.78,1.27) 0.975 1.05 (0.81, 1.36)  0.702
Tuberculosis diagnosis

Yes 361 186 51.5 1.00 1.00

No 1287 607 47.2 0.87 (0.66,1.16) 0.342 0.85 (0.63,1.15)  0.297
Time since HIV infection (years)

<5 771 400 51.9 1.00 1.00

6+ 858 389 453 1.25 (0.98,1.60) 0.076 1.03 (0.79,1.34) 0.835

Missing 19 4 21.1 037 (0.12,1.17) 0.091 0.43 (0.13,1.43)  0.170
Hepatitis B infection

Yes 112 47 42.0 1.00 1.00

No 883 431 48.8 1.30 (0.84,2.03) 0.243 1.35 (0.84,2.16) 0.222

N/A 653 315 48.2 131 (0.82,2.09) 0.253 1.03 (0.60,1.76)  0.908
Hepatitis C infection

Yes 149 66 44.3 1.00 1.00 0.004?

No 796 376 47.2 1.57 (1.01,2.45) 0.046 1.66 (1.04,2.66) 0.034

N/A 703 351 49.9 1.96 (1.26,3.05) 0.003 2.16 (1.35,3.46) 0.001
Current anemia (male < 13 g/dL, female < 11 g/dL)

Yes 141 87 61.7 1.00 1.00 <0.0012

No 1065 456 42.8 0.53 (0.35,0.81) 0.003 0.50 (0.32,0.76)  0.001

N/A 442 250 56.6 1.15 (0.73,1.81) 0.549 0.78 (0.49,1.26) 0.310
Current ART**

3 + (NRTT + NNRTT) 911 404 44.3 1.00 1.00

3 + (NRTT + PI) 356 167 46.9 0.76 (0.57,1.02) 0.072 0.74 (0.54,1.01)  0.057

No/mono/double ARV 352 209 59.4 0.93 (0.69,1.26) 0.644 0.78 (0.57,1.08) 0.137

3 + (other combination) 29 13 44.8 0.89 (0.40,1.98) 0.770 0.85 (0.38,1.94) 0.707
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TaBLE 4: Continued.

Number Trueloss % OR! 95% CI P value Adjusted OR! 95% CI P value

Previous episode of temporary LTFU
None 1298 589 454 1.00 1.00 <0.0012
Once 296 158 534 279 (2.05,3.80) <0.001 271 (1.97,3.72)  <0.001
Twice 54 46 85.2 31.76 (13.91,72.52) <0.001 27.75 (12.03, 64.01) <0.001

(1) Stratified by TAHOD sites.

(2) Overall for test for trend (ordinal categorical covariates) or for homogeneity (nominal categorical covariates).
(3) ART: NRTI: nucleoside reverse transcriptase inhibitor; NNRTT: nonnucleoside reverse transcriptase inhibitor; PI: protease inhibitor.

LTFU in research cohort studies, and where there are possible
active patient tracing strategies or at least sampling-based
approaches [28] to ensure comparability of results across
studies and settings.

Several limitations should be considered in interpreting
the results in this paper. First, TAHOD participating sites are
generally urban referral centres, and the patients recruited in
TAHOD were those regularly attending a given TAHOD site.
Hence, TAHOD patients are not representative of all HIV-
infected patients in the Asia and Pacific region. The overall
rate of LTFU we saw in our study is therefore likely to be
an underestimate of rates across the region. However, the
effect of these sampling biases on the optimal definition of
LTFU and on the covariate analyses is arguably less strong.
It is reassuring that our estimate of the optimal definition
of LTFU is consistent with that seen across Africa and Latin
America [22]. Second, since antiretroviral treatment has
become more decentralised and available in distant or rural
communities with rapid scale-up programs, patients might
choose to receive treatment and care locally rather than at
tertiary and referral centres [29, 30]. Consequently, patients
may have been retained in care but not necessarily in the
clinics involved in this study. Information on referral to
other health facility was only recently included in the data
collection, so we could not further verify if patients were
retained in care or truly loss to health services. Third, we
do not collect data on the measures TAHOD sites undertake
to routinely trace patients who are LTFU. These measures
differ across sites according to local practices and conditions.
Effective patient tracking and recording are essential to
program evaluation and maintenance of treatment and care
[1, 18]. What patient tracking measures are effective in
retaining patients in treatment and care in the Asia-Pacific
region is an area that deserves further research. We also do
not have data on transportation [31], social and economic
status [32], pregnancy for women [10], and community
support [33], all of which have been found to be important
determinants of LTFU. Lastly, the patients included in this
study were all receiving, or started, antiretroviral treatment
and had clinical assessments. Consequently, the results
cannot be extrapolated to patients not yet initiated on
antiretroviral therapy. Research into followup among HIV-
infected patients not receiving antiretroviral treatment in
the Asia-Pacific region needs to be considered [34-36],
particularly in the context of the move to start treatment
earlier.
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5. Conclusion

With rapid scaleup of antiretroviral treatment, it is essential
to study factors that predict loss to followup and identify
patients at risk of loss to treatment and care, particularly
in resource-limited settings. At the treatment and care level,
this can maintain efficacy of antiretroviral therapy and avoid
adverse events. At the program evaluation level, the impact
of loss to followup on overall treatment outcome, disease
progression, and survival can then be accounted for with
appropriate statistical adjustments. Collaboration with HIV
treatment programs in other regions in studies on LTFU and
in particular standardisation of LTFU definitions are essential
for reporting and program evaluation.
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CASE REPORT

Idiopathic Oropharyngeal and Esophageal Ulcers
Related to HIV Infection Successfully Treated
with Antiretroviral Therapy Alone

Yohei Hamada', Naoyoshi Nagata®, Haruhito Honda', Katsuji Teruya',
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Abstract

We herein report the case of an HIV-positive man who was diagnosed with idiopathic esophageal and oro-
pharyngeal ulceration. The esophageal and oropharyngeal ulcers were considered to be idiopathic and related
to HIV infection after excluding the possibility of infection with known pathogens. Both the esophageal and
oropharyngeal ulcers showed significant improvements following antiretroviral therapy alone. Idiopathic
esophageal ulcers are a well-known complication of late-stage HIV infection. However, involvement of both
the esophagus and pharynx is rare. Furthermore, antiretroviral therapy without concomitant steroids is effec-
tive against idiopathic esophageal and oropharyngeal ulcers related to HIV infection.

Key words: HIV infection, idiopathic esophageal ulcer, pharyngeal ulcer, antiretroviral therapy, gastrointesti-

nal diseases
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Introduction

Esophageal ulceration is a common complication in pa-
tients with human immunodeficiency virus-1 (HIV) infec-
tion, especially in the late stage. Although esophageal ul-
cerations can be caused by various infectious agents, such as
Candida species, cytomegalovirus (CMV) and herpes sim-
plex virus (HSV), a large proportion of patients are diag-
nosed with idiopathic esophageal ulcerations (1, 2) with no
detectable etiology. Oropharyngeal ulcers are also an impor-
tant comorbidity that can become progressive in HIV-
infected patients (3, 4). The common infectious agents of
esophageal ulcerations are known to also cause oropharyn-
geal ulcerations, although some cases are considered idi-
opathic with no identifiable etiology (5, 6). However, simul-
taneous involvement of the esophagus and oropharynx is un-
common outside of HSV esophagitis (5). We herein report a
case of unusual discrete ulcers of the oropharynx and
esophagus in a patient with HIV infection that showed a

rapid improvement following treatment with antiretroviral
therapy alone.

Case Report

A previously healthy 60-year-old Japanese homosexual
man presented with severe odynophagia. He was diagnosed
with oral candidiasis and HIV infection and therefore had
been referred to our hospital (day-1). Laboratory tests
showed a low CD4+ cell count (49/uL), a high HIV-RNA
titer (1.0x10° copies/mL) and a low serum albumin level
(Alb 2.9 g/dL). Whole-blood polymerase chain reaction
(PCR) was negative for both CMV and HSV. The patient
was treated with fluconazole for seven days for suspected
esophageal candidiasis. Despite this treatment, the
odynophagia did not improve. Since oral ulcers were no-
ticed, treatment with oral valaciclovir at a dose of 1,000 mg/
day was initiated based on a presumptive diagnosis of HSV
infection. However, the odynophagia persisted, and the oral
ulcers did not show any improvement despite a 3-week
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Figure.

Endoscopic findings of the pharynx and esophagus. The pharyngeal (a) and esophageal (b)

ulcers before the administration of antiretroviral therapy. The endoscopic appearance of the phar-
ynx (c¢) and esophagus (d) on day 22 of antiretroviral therapy. Black arrows: ulcers.

course of anti-HSV therapy; thus, upper gastrointestinal en-
doscopy was performed. Endoscopy showed large, discrete
and well-circumscribed esophageal and pharyngeal ulcers
(Figure a, b). Because a diagnosis of CMV esophagitis was
suspected based on the endoscopic appearance of the ulcers,
treatment with intravenous gancicrovir at a dose of 5 mg/kg
every 12 hours was initiated and the valaciclovir was dis-
continued. However, a histopathological examination of the
biopsy specimen obtained from the base and edge of an ul-
cer before the initiation of gancicrovir therapy revealed lym-
phocytic infiltration without intranuclear or intracytoplasmic
inclusion bodies. Immunohistochemical staining for CMV
and HSV was negative. PCR assays of both pharyngeal and
esophageal biopsies were negative for CMV-DNA and HSV-
DNA (<40 copies/ug DNA). Furthermore, repeat endoscopy
performed after two weeks of gancicrovir therapy showed
exacerbation of the ulcers. Based on these findings, we ad-
ministered antiretroviral therapy consisting of ritonavir-
boosted darunavir with abacavir/lamivudine. The gancicrovir
therapy was discontinued after the completion of a 3-week
course of treatment. The odynophagia gradually improved
and ultimately disappeared two weeks later, while the CD4
count increased to 91/pL and the HIV-RNA titer decreased
to 4x10* copies/mL. Endoscopy performed on day 22 of an-
tiretroviral therapy demonstrated significant reductions in the
size and depth of the pharyngeal and esophageal ulcers (Fig-
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ure ¢, d). Additionally, resolution of the oral ulcers was no-
ticed.

Discussion

To our knowledge, this is the first report of idiopathic
esophageal and oropharyngeal ulcers successfully treated
with antiretroviral therapy alone in a patient with late-stage
HIV infection. Steroids are commonly used as the standard
treatment for idiopathic esophageal ulcers (2, 7). However,
steroids can lead to serious opportunistic infections due to
their immunosuppressive effects. The efficacy of steroids is
mostly based on reports from the pre-highly active an-
tiretroviral therapy era, and the efficacy of antiretroviral
therapy has not been examined. As described above, steroid
therapy may not be necessary when a potent combination of
antiretroviral therapy is administered. The etiology of idi-
opathic esophageal ulcers is still not fully understood. Al-
though such ulcers are considered to be associated with HIV
infection, they have been referred to as idiopathic when no
identifiable etiologic agent other than HIV infection is pre-
sent (8, 9). The potential pathogenesis of these ulcers in-
cludes apoptosis of the esophageal mucosa induced by HIV
infection (10). Based on this probable pathogenesis, it is
therefore considered to be rational to administer antiretrovi-
ral therapy to treat idiopathic esophageal ulcers.
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The diagnosis of idiopathic oropharyngeal and esophageal
ulcers is established by excluding other infectious agents
known to cause esophageal ulceration, including CMV, HSV
and Candida sp, by performing histopathological and immu-
nological examinations of biopsy specimens (1, 2, 5, 6). In
our case, the histopathological findings showed no evidence
of any infectious pathogens, and CMV and HSV infection
were also excluded by PCR assays, which have a high sen-
sitivity (11, 12). Furthermore, the oropharyngeal and
esophageal ulcers were refractory to anti-CMV and anti-
HSV therapy. In addition, the ulcers showed significant im-
provement following the administration of antiretroviral
therapy alone. Therefore, the final diagnosis was idiopathic
oropharyngeal and esophageal ulcers related to HIV infec-
tion.

Involvement of both the oropharynx and esophagus in
HSV-related ulcers is not uncommon (5). However, in our
patient, the esophageal and oropharyngeal ulcers were con-
sidered idiopathic, which is extremely rare. In this case, the
ulcers in both regions were examined endoscopically. There-
fore, performing careful endoscopic examinations of not
only the esophagus, but also the pharynx, is considered to
be important for establishing the cause of odynophagia in
HIV-infected patients.

In conclusion, a pharyngeal and esophageal biopsy ob-
tained using upper gastrointestinal endoscopy was useful for
establishing the diagnosis in this case. Furthermore, an-
tiretroviral therapy alone resulted in a significant improve-
ment of the idiopathic ulcers in our HIV-infected patient.
The initiation of antiretroviral therapy without steroids is
therefore a reasonable option for treating idiopathic oropha-
ryngeal and esophageal ulcers in HIV-infected patients.
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Abstract

Object: The aim of this retrospective study was to clarify the potential of fluorodeoxyglucose-positron emission
tomography/computed tomography (FDG-PET/CT) for predicting prognosis in HIV-related malignant lymphoma (ML).

Methods: Participants comprised 24 patients (23 men, 1 woman; mean age, 42.2 years; range, 25-66 years) with
histologically proven ML, classified as either diffuse large B-cell lymphoma (DLBCL) or Burkitt lymphoma according to
the classification of the World Health Organization. We compared relationships between overall survival (OS) and several
indices, including FDG uptake into the lesion site on pretreatment PET and findings on interim PET. Diagnostic criteria
for response evaluation followed International Harmonization Project criteria.

Results: Negative findings on interim PET were associated with significantly longer OS (932+549 days) compared to
positive cases (454+442 days, p=0.043). Cox regression analysis showed strong prognostic influences of interim PET
findings (Hazard ratio 4.57, 95%CI 0.88-23.73) and Eastern Cooperative Oncology Group performance status (Hazard
ratio 10.52, 95%CI 1.26-87.82) on OS. No other indices showed significant relationships with OS. No significant
correlation was confirmed between OS and both age and lesion uptake of FDG on pretreatment PET.

Conclusion: HIV-related ML patients with negative findings on interim FDG-PET showed longer OS than patients with
positive findings. Interim FDG-PET offers a predictor of prognosis for HIV-related ML.

Key words
Fluorodeoxyglucose, Positron emission tomography, HIV, Lymphoma, Overall survival, Interim positron emission
tomography

1 Introduction

Highly active antiretroviral therapy (HAART) has made a substantial impact on the disease spectrum and decreasing
mortality rate among HIV-infected patients ", Improved prognosis among HIV-infected patients has resulted from

Published by Sciedu Press 1
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decreases in the incidence of opportunistic infections, but a malignant complication due to HIV infection is still
increasing '*. Non-Hodgkin’s lymphoma (NHL) is extremely common, along with Kaposi sarcoma and Hodgkin’s
disease, as HIV-related malignancies, and the incidence of developing lymphoma is about 60-fold higher in patients with
AIDS than in the general population ™. HIV-related malignant lymphoma (ML) is still a leading cause of mortality in
HIV-infected patients, despite the improvements achieved with HAART.

HIV-related ML usually shows an aggressive histological subtype, such as diffuse large B-cell lymphoma (DLBCL) and
Burkitt lymphoma, and is frequently diagnosed at a relatively advanced stage. This malignancy tends to involve extranodal
sites, and the incidences of central nervous system (CNS) and bone marrow invasion are higher than with non-HIV-related
ML B! Another distinctive characteristic of HIV-related ML is that CD4 counts and levels of HIV plasma RNA are
associated with prognosis .

Positron emission tomography (PET) is a noninvasive, quantitative imaging modality that allows visualization of
physiological and biological processes. '*F-fluorodeoxyglucose positron emission tomography/computed tomography
(FDG-PET/CT) is useful for management of ML in terms of staging, treatment response and predicting prognosis "1,
Several reports have evaluated findings from FDG-PET/CT in HIV-positive patients ™ %, and the potential of FDG
PET/CT for HIV-related malignancy has been reviewed > ', However, the role of FDG-PET/CT in HIV-associated
lymphomas is still very poorly studied '), This study aimed to clarify the potential of FDG-PET/CT for predicting the
prognosis of HIV-related ML.

2 Methods

2.1 Study design

All study protocols in this retrospective observation study were approved by the institutional review board. We
retrospectively examined 24 HIV-infected patients with histologically confirmed ML classified as either DLBCL or
Burkitt lymphoma in accordance with the classification of the World Health Organization (WHO), who had undergone
FDG-PET/CT between July 2005 and September 2009.

Before initiation of therapy, all patients were staged by clinical examination, laboratory screening, contrast-enhanced CT
of the thorax and abdomen, and pathological diagnosis based on lesion and bone marrow biopsies. Among the 24 patients
included in this study, 15 patients underwent baseline FDG-PET/CT for staging and confirmation of FDG uptake. The
other 9 patients did not undergo baseline FDG-PET/CT, because these case had an aggressive lymphoma which had no
time to undergo FDG-PET/CT scan before immediate treatment. Twenty patients had received first-line chemotherapy at
the time of interim PET imaging, while 4 patients had received second-line chemotherapy. The chemotherapy regiments
used were R-CHOP (n=9), RHyperCVAD (n=7), HyperCVAD (n=3), EPOCH (n=1), modEHSAP (n=1), EHSAP and
DICE (n=1), or R-ESHAP (n=2). All patients underwent FDG-PET/CT during treatment, which was scheduled for before
the start of the next course of chemotherapy.

2.2 PET/CT imaging

The "®F-FDG used in this study was synthesized with an in-house cyclotron and an automated synthesis system (F100;
Sumitomo Heavy Industries) following authorized procedures. All subjects fasted for 5 h before receiving an intravenous
injection of 370 MBq of "*F-FDG, and serum glucose levels measured at the time of '*F-FDG injection were <150 mg/dL
in all examinations. PET/CT images were obtained using a PET/CT system (Biograph 16; Siemens) consisting of a PET
scanner and multidetector-row CT (16 detectors), and measuring from the vertex to the mid-thigh or knee joints 60 min
after intravenous injection of "*F-FDG. Low-dose CT was performed first and used for attenuation correction and image
fusion. Emission images were acquired in 3-dimensional mode for 2 min per bed position. Data from PET were
reconstructed using a Gaussian filter with an ordered-subset expectation maximization algorithm (3 iterations, 8 subsets).
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