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molecular typing

CDC CccbC
A. 4 S. sonnei
PFGE
S. sonnei
MLVA
PFGE
MLVA
CCDC
B. S. sonnei MLVA harmonization
PFGE multilocus
variable number tandem repeat analysis 8
(MLVA) MLVA
DNA
C.
(Shigella spp.)
CccDC CCDC
30 Ss11



PCR

8 30 240 233
97%
NIID CCcbC DNA
NIID 32
256 201
79% 1 ccbc harmonization
CcCcDC
MLVA D.
harmonization
CcbC
harmonization E.
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