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The Taiwan-Japan Symposium on Emerging, Re-emerging and Disaster-associated
Infectious Diseases & Cooperative Project Reports

September 21, 2012
Opening Address

Dr. Feng-Yee Chang  Director-General, Centers for Disease Control (CDC),
Taiwan

Dr. Haruo WATANABE, Director-General, National Institute of Infectious
Diseases (NIID), Japan

1) NDM-1 Producing Enterobacteriaceae in Taiwan. Dr.Jung-Jung Mu
Associate Research Fellow, Research and Diagnostic Center, CDC, Taiwan

2) Molecular Epidemiology of Carbapenem Resistant Gram Negative Bacteria in
Japan. Dr. Satowa SUZUKI. Senior Research Scientist, Department of
Bacteriology I1, NIID, Japan

3) The Study of Virulence Factors of Pathogenic Entamoeba histolytica Strains
from Different Geographic Areas. Dr. Wei-Chen Lin . R&D Alternative
Service Postdoctoral Researcher, Research and Diagnostic Center, CDC,
Taiwan

4) Kilebsiella pneumoniae Liver Abscess: An Emerging Invasive Syndrome.
Dr. Feng-Yee Chang. Director-General, CDC, Taiwan

5) Molecular Epidemiology of Clostridium difficile Infections in Japan.
Dr. Keigo SHIBAYAMA ,Director, Department of Bacteriology 11, NIID,

6) Genetic Analysis of Highly Virulent Strains of Entamoeba histolytica in the
High Risk Groups Between Taiwan and Japan. Dr. Dar-Der Ji Associate
Research Fellow, Research and Diagnostic Center, CDC, Taiwan
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8)

9)

10)

11)

12)

13)

14)

15)

16)

Genomic Features of Entamoeba histolytica Japanese Clinical Isolates.
Dr. Kumiko TSUKUI. Senior Research Scientist, Laboratory of Protozoa,
Department of Parasitology, NIID, Japan

Sapovirus Epidemiological Study & Quick Diagnostic System for Diarrheal
Viruses. Ms. Fang-Tzy Wu. Technical Specialist, Research and Diagnostic
Center, CDC, Taiwan

Evaluation of Two Convenient Norovirus Detection Platforms Using A
Norovirus Stool Panel Included Various Genogroups and Genotypes.
Dr. YoungBin PARK. Research Scientist, Laboratory of Gastoenteritis Viruses,
Department of Virology Il, NIID, Japan

Drug-Resistance Mechanism, Pathogenesis and Genomics of Tuberculosis.
Dr. Ruwen Jou. Research Fellow, Research and Diagnostic Center, CDC,
Taiwan

Structural and Functional Analyses on Mycobacterium tuberculosis Proteins.
Dr. Keigo SHIBAYAMA. Director, Department of Bacteriology 11, NIID, Japan

Bordetella holmesii: A Newly Recognized Human Respiratory Pathogen in
Japan. Dr. Nao OTSUKA. Research Scientist, Laboratory for Pertussis and
Endotoxin Control, Department of Bacteriology 11, NIID, Japan

Molecular Studies on Virulence and Drug Resistance of Leprosy. Dr. Ruwen
Jou. Research Fellow, Research and Diagnostic Center, CDC, Taiwan

Molecular Studies on M. leprae and Sero-diagnosis of Leprosy. Dr. Masanori
KAI. Chief, Laboratory 3, Leprosy Research Center, NIID, Japan

Development of Diagnostic Methods for Brucellosis and Leptospirosis
Dr. Jung-Jung Mu. Associate Research Fellow, Research and Diagnostic
Center, CDC, Taiwan

Molecular and Serological Characterization of Leptospira Interrogans Isolates
in Asian Countries. Dr. Nobuo KOIZUMI. Senior Research Scientist,
Laboratory of Systemic Infection, Department of Bacteriology I, NIID, Japan



NIID-China CDC meeting on Collaborative Research Programme
21st November 2012, Thursday, National Institute of Infectious Diseases (NII1D)
Toyama, Shinjuku, Tokyo
10:00 Opening Remark
Dr Ichiro KURANE, Deputy Director-General, NI1D

Dr Xiao-ping DONG, Deputy Director, National Institute for Viral Disease
Control and Prevention, China CDC

Session |
10:10-10:40 HFMD and EV71

Dr Wen-bo XU, Chief of Measles and Polio Laboratory, Assistant Director,
National Institute for Viral Disease Control and Prevention, China CDC

Dr Hiroyuki SHIMIZU, Chief, Department of Virology Il, NIID
10:40-11:10 Multiple Foodborne Diseases

Dr Biao KAN, Deputy Director, National Institute for Communicable
Disease Control and Prevention, China CDC

Dr Hidemasa IZUMIYA, Chief, Department of Bacteriology I, NIID
11:10-11:40 SFTSV

Dr Mi-fang LIANG, Professor, Laboratory of Viral Haemorrhagic Fever,
National Institute for Viral Disease Control and Prevention, China CDC

Dr Shigeru MORIKAWA, Director, Department of Veterinary Science,
NIID

Session 11
12:40-13:10 Emerging Respiratory Infectious Pathogens

Dr Da-yan WANG, National Influenza Center, National Institute for Viral
Disease Control and Prevention, China CDC

Dr Shotoku MATSUYAMA, Lab Chief, Department of Virology I, NIID



13:10-13:40 Streptococcus Pneumoniae
Dr Hong-jie YU, Director, Division of Infectious Diseases, China CDC

Dr Bin CHANG, Senior Research Scientist, Department of Bacteriology I,
NIID

13:40-14:00 Legionella Infection

Dr Fumiaki KURA, Senior Research Scientist, Department of Bacteriology I,
NIID

Measles
Dr Katsuhiro Komase, Chief, Department of Virology I, NIID

14:00-14:30 General discussion

14:30-14:40 Closing Remarks

Dr Xiao-ping DONG, Deputy Director, National Institute for Viral Disease
Control and Prevention, China CDC

Dr Ichiro KURANE, Deputy Director-General, NI1D



NIID-NIHE meeting on Collaborative Research Programme
1st March 2013, Shinjuku, Tokyo
10:00 Opening Remark
Dr Haruo WATANABE, Director-General,
National Institute of Infectious Diseases (NIID)
Prof. Nguyen Tran Hien, Director,
National Institute of Hygiene and Epidemiology (NIHE)
Session |
10:10-10:50 HFMD and EV71
Prof. Nguyen Thi Hien Thanh, Department of Virology, NIHE
Dr Hiroyuki SHIMIZU, Department of Virology I, NIID
10:50-11:30 Rabies
Dr Nguyen Thi Kieu Anh, Department of Virology, NIHE
Dr Satoshi INOUE, Department of Veterinary Science, NI1D
11:30-12:10 Histoplasmosis
Dr Hoang Thi Thu Ha, Department of Bacteriology, NIHE
Dr Hideaki OHNO, Department of Chemotherapy and Mycoses, NIID
Session 11
13:10-13:50 Measles and Rubella
Dr Trieu Thi Thanh Van, Department of Virology, NIHE
Dr Katsuhiro KOMASE, Department of Virology 111, NIID
13:50-14:30 V. cholerae

Prof. Nguyen Binh Minh, Department of Bacteriology, NIHE



Dr Hidemasa IZUMIYA, Department of Bacteriology I, NIID
14:30-15:10 Leptospirosis

Dr Hoang Thi Thu Ha, Department of Bacteriology, NIHE

Dr Nobuo KOIZUMI, Department of Bacteriology I, NIID
15:40-16:20 Anthrax

Dr Hoang Thi Thu Ha, Department of Bacteriology, NIHE

Dr Satoshi INOUE, Department of Veterinary Science, NIID
16:20-17:00 NDM-1

Dr Tran Huy Hoang, Department of Bacteriology, NIHE

Dr Keigo SHIBAYAMA, Department of Bacteriology 11, NIID
17:00-17:30 General Discussion

17:30-18:00 Closing Remarks



