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Autophagy is known to have a cytoprotective role under various cellular stresses; however, it also results in robust cell death
as an important safeguard mechanism that protects the organism against invading pathogens and unwanted cancer cells.
Autophagy is regulated by cell signalling including microRNA (miRNA), a post-transcriptional regulator of gene expression.
Here, we show that genetically engineered telomerase-specific oncolytic adenovirus induced miR-7 expression, which is
significantly associated with its cytopathic activity in human cancer cells. Virus-mediated miR-7 upregulation depended on
enhanced expression of the E2F1 protein. Ectopic expression of miR-7 suppressed cell viability and induced autophagy by
inhibiting epidermal growth factor receptor (EGFR) expression. Our results suggest that oncolytic adenovirus induces
autophagic cell death through an E2F1-miR-7-EGFR pathway in human cancer cells, providing a novel insight into the

molecular mechanism of an anticancer virotherapy.

Autophagy is well known to have a cytoprotective role and
to contribute to the maintenance of cell survival under var-
ious cellular stresses, such as deprivation of nutrients," hy-
poxia® and interruption of growth signaling® The autopha-
gic process has also been associated with the inhibition of
tumor development. In fact, it has been reported that ade-
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novirus infection induces autophagy-related cell death in
infected cancer cells, leading to tumor suppression.*”® Fur-
thermore, oncolytic adenoviruses induce autophagic cell
death in human malignant glioma cells”® and in brain tu-
mor stem cells.” However, the molecular mechanism under-
lying virus infection-mediated autophagic cell death remains
unclear.

MicroRNA (miRNA) is a small noncoding RNA consist-
ing of 22 nucleotides, which post-transcriptionally suppresses
the expression of many target genes by pairing with comple-
mentary nucleotide sequences in the 3'-untranslated regions
of the target mRNA. A number of reports have indicated
that miRNA can regulate diverse cell fates including cell pro-
liferation,'® the epithelial-mesenchymal transition,'' apopto-
sis'” and senescence'® in cancer cells. Recently, Zhu et al.
demonstrated inhibition of autophagy by miR-30a, which
suppresses the autophagy-related beclin 1 gene in human
cancer cells,'* suggesting the possible regulation of autophagy
in cancer cells by miRNA. In addition, the Epstein-Barr vi-
rus'® and the human cytomegalovirus'® have been reported
to modulate cellular miRNA expression in normal infected
cells. The adenoviral E1A protein also downregulated miR-
520h expression, resulting in an antitumor effect.'”

These observations led us to examine whether genetically
engineered telomerase-specific oncolytic adenovirus modulate
cellular miRNA expression in human cancer cells. We previ-
ously developed an oncolytic adenovirus, OBP-301, which
drives the expression of viral EIA and EIB genes linked with
an internal ribosome entry site under the control of the
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human telomerase reverse transcriptase (hTERT) promoter
for virus replication and, therefore, induces oncolytic cell
death in human cancer cells with high telomerase activity,
but not in human normal cells without telomerase activ-
ity.'® OBP-301 has an antitumor effect against a variety of
human cancer cells in both in vitro and in vivo set-
tings.'"®'” In this study, we investigated whether OBP-301-
and wild-type adenovirus-mediated cytopathic activities are
associated with autophagy induction in human cancer and
normal cells. To address the molecular mechanism on the
oncolytic adenovirus-induced autophagy, we assessed the
global miRNA modulation in the infected cells and identi-
fied the miRNA-based autophagy induction system during
adenovirus infection.

Material and Methods

Cell lines

The human nonsmall cell lung cancer cell lines H1299 and
A549 were obtained from the American Type Culture Collec-
tion (Manassas, VA). The human esophageal cancer cell line
T.Tn was purchased from Japanese Collection Research Bio-
resources (Osaka, Japan). The human normal lung fibroblast
cell line NHLF was obtained from TaKaRa Biomedicals
(Kyoto, Japan). The H1299 and T.Tn cells were maintained
in RPMI 1640 medium, and A549 cells were maintained in
Dulbecco’s modified Eagle’s medium containing a Nutrient
Mixture (Ham’s F-12). All media were supplemented with
10% fetal bovine serum, 100 U/ml penicillin and 100 mg/ml
streptomycin. NHLF cells were cultured in the medium
recommended by the manufacturer. The cells were
routinely maintained at 37°C in a humidified atmosphere
with 5% CO..

Recombinant adenovirus

Construction and characterization of the recombinant tumor-
specific replication-selective adenovirus vector OBP-301
(Telomelysin) was previously reported.'®'® Ad5 was the basal
adenovirus for OBP-301 and was also used as another type
of replication-competent adenovirus. Replication-deficient
adenoviral vectors expressing E2F1 (Ad-E2F1) were used to
induce E2F1 expression in infected cells, as previously
reported.”” OBP-301, Ad5 and Ad-E2F1 were purified using
CsCl step gradient ultracentrifugation followed by CsCl linear
gradient ultracentrifugation.

Infection of cells with OBP-301 or Ad5 and

cell viability assay

Cells were seeded on 96-well plates at a density of 1 x 10°
cells/well 12 hr before infection and were infected with OBP-
301 or Ad5 at MOIs of 0, 1, 5, 10, 50 and 100 plaque-form-
ing units/cell. Cell viability was determined on day 3 after
infection using the Cell Proliferation Kit II (Roche Molecular
Biochemicals, Indianapolis, IN) according to the manufac-
turer’s protocol.

microRNA-7-mediated autophagy

Transfection of cells with siRNA or miRNA and

cell viability assay

Cells seeded at a density of 5 x 10% cells/well in 96-well
plates were transfected with either p62 siRNA (Applied
Biosystems, Foster City, CA) or with control siRNA
(Applied Biosystems) at a concentration of 0, 1, 5 or 10
nM using HiPerfect transfection reagents (Qiagen, Valencia,
CA). miR-7 (Ambion, Austin, TX) or control miRNA
(Ambion) was also transfected at the same concentrations.
In contrast, EGFR siRNA (Applied Biosystems) or control
siRNA (Applied Biosystems) was treated at a concentration
of 0, 10 and 50 nM. Cells were pretreated with 3-methyla-
denine (3-MA) (200 nM) (Sigma-Aldrich, St. Louis, MO)
for 2 hr before transfection to inhibit miR-7-mediated
autophagy. Cell viability was determined on day 6 after
transfection using the Cell Proliferation Kit II (Roche Mo-
lecular Biochemicals).

Western blot analysis

Cells were seeded in a 100-mm dish at a density of 1 x 10°
cells/dish 12 hr before transfection and were transfected with
either miR-7 (Ambion) or with control miRNA (Ambion) at
a concentration of 10 nM, or were infected with OBP-301 at
the indicated MOIs. On day 3 after treatment, whole cell
lysates were prepared in a lysis buffer (50 mM Tris-HCl (pH
7.4), 150 mM NaCl and 1% Triton X-100) containing a pro-
tease inhibitor cocktail (Complete Mini; Roche). Proteins
were electrophoresed on 6-15% SDS polyacrylamide gels and
were transferred to polyvinylidene difluoride membranes
(Hybond-P; GE Health Care, Buckinghamshire, UK). Blots
were blocked with 5% nonfat dry milk in TBS-T (Tris-buf-
fered saline and 0.1% Tween-20, pH 7.4) at room tempera-
ture for 30 min. The primary antibodies used were: rabbit
antimicrotubule-associated protein 1 light chain 3 (LC3) pol-
yclonal antibody (pAb) (Medical & Biological Laboratories
(MBL), Nagoya, Japan), rabbit anti-Atg5 pAb (Cosmo Bio,
Tokyo, Japan), mouse anti-p62 monoclonal antibody (mAb)
(MBL), mouse anti-Ad5 E1A mAb (BD PharMingen, Frank-
lin Lakes, NJ), rabbit anti-E2F1 pAb (Santa Cruz Biotechnol-
ogy, Santa Cruz, CA), goat anti-wild-type EGFR pAb (R&D
Systems Inc., Minneapolis, MN) and mouse anti-B-actin
mAb (Sigma-Aldrich). The secondary antibodies used were:
horseradish peroxidase-conjugated antibodies against rabbit
IgG (GE Healthcare), mouse IgG (GE Healthcare) or goat
IgG (Chemicon International Inc., Temecula, CA). Immu-
noreactive bands on the blots were visualized using
enhanced chemiluminescence substrates (ECL Plus; GE
Healthcare).

Quantitative real-time reverse transcription-PCR analysis

Cells were seeded on six-well plates at a density of 3 x 10*
cells/well 12 hr before infection and were infected with either
OBP-301 or with Ad5 at the indicated MOIs. Total RNA was
extracted from cells using a miRNeasy Mini kit (Qiagen).

Int. |. Cancer: 131, 2939-2950 (2012) © 2012 UICC

110



Tazawa et al.

Total RNA was extracted in dose-dependent experiments
from cells infected at the indicated MOIs on day 3 after
infection, and in time-course experiments from cells on days
0, 1, 2, 3 and 4 after infection. cDNA was synthesized from
10 ng of total RNA using the TagMan MicroRNA Reverse
Transcription kit (Applied Biosystems), and quantitative real-
time RT-PCR was performed using the Applied Biosystems
StepOnePlus™ real-time PCR system. The expression of
miR-7 was defined from the threshold cycle (Ct), and relative
expression levels were calculated using the 244" method af-
ter normalization with reference to the expression of U6
snRNA.

miRNA microarray

The cells were seeded in 75T flasks at a density of 2.0 x 10°
cells/flask 12 hr before infection and were infected with either
OBP-301 or Ad5 using an MOI of 5. Total RNA, including
miRNA, was extracted from the OBP-301-infected, Ad5-
infected and mock-infected cells on day 3 after infection
using a miRNeasy Mini kit (Qiagen) according to the manu-
facturer’s protocol, and RNA concentrations were quantified
using a NanoDrop spectrophotometer. The RNA samples
were then used for microarray analysis, which was performed
by Exiqon (Vedbaek, Denmark) (http://www.exiqon.com/).
For this analysis, each RNA sample and a mixture of all sam-
ples were labeled with Hy3 or Hy5, respectively, and were
hybridized with three dual-color miRNA microarray chips
(miRCURY™ LNA Array version 10.0; Exiqon) in which
719 kinds of human miRNA probes were contained. Fifteen
miRNAs showed more than a 50% difference in expression
between the OBP-301- or Ad5-infected cells and the mock-
infected cells (Supporting Information Fig. 4a). The expres-
sion levels of miR-33a, miR-183, miR-483-3p and miR-7 were
evaluated using real-time RT-PCR, as described above.

Infection of cells with E2F1-expressing adenoviral vectors
and treatment with E2F1 siRNA

H1299 and A549 cells, seeded at a density of 3 x 10* cells/
well in six-well plates, were infected with Ad-E2F1 at an
MOI of 100 for 2 days. The same cell lines, seeded at the
same density in six-well plates, were transfected with E2F1
siRNA (Applied Biosystems) or control siRNA (Applied Bio-
systems) at a concentration of 10 nM and, 24 hr later, were
infected with 5 or 50 MOI (H1299 and A549 cells, respec-
tively) of OBP-301 for 3 days. Total RNA and whole cell
lysates were prepared from the infected cells, and the expres-
sion levels of miR-7 and E2F1 were analyzed using real-time
RT-PCR and western blotting, respectively.

Determination of autophagic cells using

H1299-GFP-LC3 cells

H1299 cells stably transfected with GFP and LC3 fusion plas-
mid (GFP-LC3) were previously established.” After transfec-
tion with 50 nM miR-7 (Ambion) or control miRNA
(Ambion), GFP expression in the transfected cells was exam-
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ined using a laser confocal microscope (Fluoview 300; Olym-
pus, Tokyo, Japan). As a positive control, H1299-GFP-LC3
cells were serum-starved by culture in Hank’s balanced salt
solution for 4 hr before laser confocal microscopy

(Olympus).

Flow cytometry

A549 cells, seeded at a density of 1 x 10° cells/dish in 100-
mm dishes, were transfected with either 10 nM miR-7
(Ambion) or control miRNA (Ambion) for 3 days. Following
staining with Acridine Orange solution (1.0 pg/ml; Sigma-
Aldrich) for 15 min, the cells were trypsinized and were ana-
lyzed using a flow cytometer (FACSArray; Becton Dickinson,
San Jose, CA).

Statistical analysis

Determination of significant differences was assessed
using Student’s f-test. Correlations between the expression
levels of miR-7, the cytopathic activity of OBP-301 and
the expression level of EGFR were analyzed using Pear-
son's correlation coefficient. p < 0.05 was considered
significant.

Results

The cytopathic effect of the oncolytic adenovirus OBP-301

is associated with induction of autophagy in

human cancer cells

To investigate if the cytopathic effect of OBP-301 correlates
with autophagy in human cancer cells, we used three human
cancer cell lines (H1299, A549 and T.Tn), that showed differ-
ent sensitivities to OBP-301.""?' The cytopathic effect of
OBP-301 against each cell line was determined by assay of
cell viability using the XTT assay (Fig. 1a). The H1299 and
A549 cells showed high and moderate sensitivities, respec-
tively, to OBP-301, but T.Tn cells were resistant. T.Tn cells
showed lower expression level of coxsackie and adenovirus
receptor (CAR) protein, but similar h'TERT mRNA expres-
sion compared to H1299 and A549 cells (Supporting Infor-
mation Figs. la and 2a). Consistent with CAR expression,
T.Tn cells were less sensitive to adenovirus-mediated green
fluorescent protein (GFP) induction compared to H1299 and
A549 cells (Supporting Information Fig. 1b). In spite of high
hTERT expression, the replication rate of OBP-301 was sup-
pressed in T.Tn cells compared to H1299 and A549 cells
(Supporting Information Fig. 2b). These results suggest that
its resistance was due to impairment of virus infection and
replication. Furthermore, as OBP-301 shows the tumor-spe-
cific cytopathic effect in a telomerase-dependent manner, the
cell viability of human normal fibroblasts (NHLF), which
show low CAR expression and no hTERT mRNA expression
(Supporting Information Figs. la and 2a), was also deter-
mined after infection with OBP-301. As reported previ-
ously,"® NHLF cells showed the resistance to OBP-301-medi-
ated cytopathic effect (Fig. 1a). The cytopathic activity and
replication rate of wild-type adenovirus serotype 5 (Ad5)
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Figure 1. OBP-301-mediated induction of autophagic cell death in human cancer cells. (a) The cytopathic effect of OBP-301 in human
cancer cells (H1299, A549 and T.Tn) and normal fibroblasts (NHLF). Cell viability was determined 72 hr after infection with OBP-301 at the
indicated MOIs, using an XTT assay. Cell viability was calculated relative to that of mock infected cells, whose viability was set at 100%.
(b) Expression of the autophagy marker proteins microtubule-associated protein 1 light chain 3 (LC3), Atg5, p62 and the viral E1A protein
in H1299, A549, T.Tn and NHLF cells infected with OBP-301 at the indicated MOls for 72 hr was assessed using Western blotting. B-actin
was assayed as a loading control. The expression level of each protein was calculated relative to its expression in mock-infected cells,
whose expression level was designated as 1. (¢) There was a significant correlation between the expression levels of autophagy marker

proteins (LC3-ll, Atg5 and p62) and the cytopathic activity of OBP-301.

were also confirmed in all cell lines (Supporting Information
Figs. 2 and 3). The data for the sensitivities to OBP-301 and
Ad5 and expression levels of CAR and hTERT were summar-
ized in Supporting Information Table 1.

Oncolytic adenovirus-mediated autophagy can be charac-
terized by conversion of the microtubule-associated protein 1
light chain 3 (LC3)-I to the LC3-II form,”***> by upregula-
tion of the autophagy-related protein Atg5>** and by down-
regulation of the p62 protein.”®> Therefore, to analyze OBP-
301 induction of autophagy, we determined the expression
levels of LC3-I/II, Atg5 and p62 proteins in OBP-301-
infected cells by Western blot analysis (Fig. 1b). OBP-301-
sensitive H1299 and A549 cells exhibited conversion of LC3-1

to LC3-II, Atg5 upregulation and p62 downregulation after
OBP-301 infection using more than five multiplicity of infec-
tions (MOIs). However, the OBP-301-resistant T.Tn cells and
NHLEF cells showed no induction of autophagy. Adenoviral
E1A expression was detected in all four cell lines after infec-
tion with OBP-301. To further evaluate the relationship
between OBP-301-induced autophagy and cytopathic effect,
OBP-301-sensitive cells were infected with OBP-301 at an
MOI of 50, and the morphological and autophagic changes
were analyzed at 0, 24, 48 and 72 hr after infection using
conventional microscopy, Western blot analysis and electron
microscopy (Supporting Information Figs. 3 and 4). Although
no morphological and autophagic changes were observed at
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24 hr, the detachment of round shaped cells and autophagic
markers were induced at 48 hr and more increased at 72 hr
after infection. At 72 hr after infection, autophagic vesicles
were also confirmed in the OBP-30l-infected H1299 and
A549 cells under electron microscopy. Furthermore, we
found the significant correlations between cytopathic effect of
OBP-301 and autophagy-related markers, such as LC3-II/
LC3-I ratio and expressions of Atg5 and p62 (Fig. 1¢). These
results suggest that there is a relationship between the cyto-
pathic activity of OBP-301 and induction of autophagy.
Autophagy is well known to show both cytoprotective and
cytopathic effects in human cancer cells. Autophagy has
recently been shown to suppress tumorigenesis through p62
downregulation.** Furthermore, the accumulation of p62 pro-
teins has been shown to be a critical factor for the survival of
human cancer cells.”® We, therefore, determined if OBP-301-
mediated autophagy, which leads to downregulation of p62,
is associated with cell survival or cell death. For this purpose,
we analyzed the effect of siRNA-mediated downregulation of
p62, which mimics OBP-301-mediated p62 downregulation,
on the viability of noninfected H1299, A549 and T.Tn cells
(Supporting Information Fig. 5). Using Western blotting
analysis, we first confirmed complete suppression of p62 pro-
tein expression by transfection of 10 nM p62 siRNA in all
cell lines (Supporting Information Fig. 5a). Treatment with
p62 siRNA significantly suppressed cell viability in all cell
lines in a dose-dependent manner (Supporting Information
Fig. 5b), suggesting that OBP-301-mediated downregulation
of p62 induces cell death. In contrast to OBP-301-induced
autophagic cell death, no apoptotic cell death, assessed by
western blotting of caspase-3 cleavage, was observed in OBP-
301-infected H1299 and A549 cells (Supporting Information
Fig. 6). These results suggest that the cytopathic effect of
OBP-301 is associated with autophagy-related cell death.

OBP-301 infection modulates miRNA expression

in human cancer cells

To next investigate if OBP-301 induces autophagic cell death
through modulation of miRNA expression in human cancer
cells, OBP-301-sensitive H1299 cells were infected with OBP-
301, and miRNA expression levels in the OBP-301-infected
and mock-infected cells were analyzed using a miRNA
microarray. Because wild-type Ad5 is the virus from which
OBP-301 was generated, an Ad5-infected H1299 cell extract
was also analyzed to clarify the candidate miRNAs modulated
by infection with OBP-301 and/or Ad5. Fifteen miRNAs
showed differences in expression that were higher than 50%
in the OBP-301-treated and/or Ad5-treated cells compared to
mock-treated cells (Supporting Information Fig. 7a). Of these
15 miRNAs, four miRNAs were downregulated and 11 miR-
NAs were upregulated. To further validate OBP-301-medi-
ated modulation of miRNA expression, we further analyzed
four miRNAs; two downregulated miRNAs (miR-33a and
miR-183) and two upregulated miRNAs (miR-483-3p and
miR-7), using same three RNA samples used for miRNA
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microarray by quantitative real-time RT-PCR (qRT-PCR)
(Supporting Information Fig. 7b). Of these four miRNAs, the
expression of miR-7 was upregulated 2.94-fold and 1.91-fold
in the OBP-301-treated and Ad5-treated cells, respectively,
compared to mock-treated cells. This result for miR-7 was
consistent with the microarray data, whereas other three
miRNAs showed different expression levels between microar-
ray and qRT-PCR. Therefore, for further analysis, we focused
on the role of miR-7 in OBP-301-mediated oncolytic cell
death.

miR-7 upregulation is associated with the

cytopathic activity of OBP-301

To further confirm OBP-301-mediated miR-7 upregulation,
OBP-301-sensitive (H1299 and A549) and OBP-301-resistant
(T.Tn and NHLF) cells were infected with OBP-301 at vari-
ous MOIs, and the expression level of miR-7 was examined
using qRT-PCR. miR-7 expression was dose-dependently up-
regulated in the OBP-301-infected H1299 and A549 cells,
whereas T.Tn and NHLF cells showed no change in miR-7
expression after OBP-301 infection (Fig. 2a). Time-dependent
upregulation of miR-7 expression was also observed in
H1299 and A549 cells infected with OBP-301 at 5 and 50
MOIs, respectively (Supporting Information Fig. 8a). Further-
more, the level of miR-7 upregulation after OBP-301 infec-
tion significantly correlated with the cytopathic activity of
OBP-301 (r = 0.954, p = 5.78E-13) (Supporting Information
Fig. 8b). Similar to OBP-301, Ad5 infection also dose-
dependently upregulated miR-7 expression, and this upregu-
lation significantly correlated with the cytopathic activity of
Ad5 (r = 0933, p = 8.94E-6) (Supporting Information Fig.
9). These results suggest that miR-7 upregulation is impli-
cated in oncolytic adenovirus-mediated cell death.

E2F1 activation is involved in OBP-301-mediated

miR-7 upregulation

Adenovirus infection has been shown to modulate many
kinds of protein-coding genes through activation of the tran-
scription factor, E2F1, induced by adenoviral E1A*® and
E4.27% Furthermore, it has recently been shown that E2F1
regulates the expression of specific miRNAs in a transcrip-
tion-dependent manner.”® Therefore, we sought to assess the
role of E2F1 in OBP-301-mediated miR-7 upregulation. The
Western blotting analysis revealed that OBP-301 infection at
MOIs greater than five induced E2F1 protein expression in
OBP-301-sensitive H1299 and A549 cells but not in OBP-
301-resistant T.Tn cells (Fig. 2b). In contrast, NHLF cells
showed slight increase in E2F1 expression after infection with
high dose (more than 50 MOI) of OBP-301.The level of
miR-7 upregulation in these cells significantly correlated with
the level of E2F1 expression (r = 0.944, p = 4.48E-12) (Sup-
porting Information Fig. 8c). Furthermore, to investigate the
E2F1-mediated miR-7 upregulation, H1299 and A549 cells
were infected with or without an E2Fl-expressing replica-
tion-deficient adenoviral vector (Ad-E2F1) (100 MOI) for
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Figure 2. OBP-301-induced E2F1 expression upregulates miR-7 expression in association with cytopathic activity in human cancer cells.
(@) miR-7 expression was assayed using qRT-PCR in H1299, A549, T.Tn and NHLF cells infected with OBP-301 at the indicated MOls for 72
hr. The values of miR-7 at 0 MOl and 0 hr were set at 1, and the relative levels of miR-7 at the indicated MOIls and time points were
plotted as fold induction. miR-7 expression data are expressed as mean values = SD (n = 3). (b) Western blot analysis of the expression
of the E2F1 protein in H1299, A549, T.Tn and NHLF cells infected with OBP-301 at the indicated MOIs for 72 hr. E2F1 expression levels
were calculated relative to actin expression in the same sample. E2F1/actin expression values at 0 MOI were set at 1.0. Relative levels of
E2F1 expression were calculated as fold induction. (c) miR-7 expression in H1299 and A549 cells infected with E2F1-expressing adenoviral
vectors for 48 hr was assessed using qRT-PCR. The values of miR-7 expression in the mock-infected cells were set at 1, and the relative
levels of miR-7 in the E2F1-overexpressing cells were plotted as fold induction. Expression of the E2F1 protein was confirmed by Western
blot analysis using actin as a loading control. (d) miR-7 and E2F1 expression in H1299 and A549 cells that were mock-pretreated or were
pretreated with control siRNA or with E2F1 siRNA (10 nM) before mock-infection or to infection with OBP-301 at 5 and 50 MOls,
respectively. The values of miR-7 expression in the mock-infected cells without pretreatment were set at 1, and relative levels of miR-7
were plotted as fold induction. Expression of the E2F1 protein was confirmed by Western blot analysis. p-Actin was used as a

loading control. For (¢) and (d), miR-7 expression data are expressed as mean values = SD (n = 3). Statistical significance (*) was defined
as p < 0.05.

48 hr. However, El1A-deleted control adenovirus was not
used because other genes from E4 region might contribute to
E2F1 activation.””?® Ectopic expression of E2F1 by infection
with Ad-E2F1 significantly upregulated miR-7 expression
2.48- and 1.96-fold in H1299 and A549 cells, respectively,
compared to mock infection (Fig. 2¢). Overexpression of the
E2F1 protein by Ad-E2F1 infection was confirmed by West-

11

ern blot analysis. Conversely, specific downregulation of E2F1
by pretransfection of E2F1 siRNA (10 nM) significantly sup-
pressed the level of miR-7 expression compared to mock or
control siRNA treatment in both mock-infected and OBP-
301-infected cells at 72 hr after OBP-301 infection following
to siRNA treatment for 24 hr (Fig. 2d). Suppression of OBP-
301-activation of E2F1 expression by pretreatment with E2F1
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Figure 3. Induction of autophagy by miR-7 overexpression. (a) The effect of transfection of the indicated concentrations of control miRNA
(white bars) or miR-7 (black bars) on the cell viability of H1299 and A549 cells was determined using XTT assay on day 6 after
transfection. Cell viability of miR-7-transfected cells was calculated relative to that of control miRNA-transfected cells, which was set at
100%. (b) Immunofluorescence analysis of H1299 cells stably expressing the green fluorescent protein (GFP)-microtubule-associated
protein 1 light chain 3 (GFP-LC3) fusion protein and transfected with 50 nM miR-7 or control miRNA for 3 days. Serum-starved H1299-GFP-
LC3 cells were used as a positive control. The white arrows indicate autophagic cells with punctate GFP expression in the cytoplasm. Scale
bars: 50 um. (¢) Acidic vesicular organelles (AV0), present in A549 cells transfected with 5 nM miR-7 (m7) or control miRNA (cm) for

3 days, were quantified by staining with acridine orange followed by flowcytometric analysis. The percentage of AVO cells, which are
indicative of autophagy, are expressed as mean values *= SD (n = 3). (d) Expression of the p62 protein in H1299 and A549 cells
transfected with 10 nM miR-7 (m7) or control miRNA (cm) for 3 days was assayed by Western blotting. B-actin was assayed as a loading
control. p62 expression levels were calculated relative to actin expression in the same sample. p62 expression levels were then calculated
relative to the p62 expression levels of control miRNA-transfected cells, which were set at 1.0. (e) The viability of H1299 cells, transfected
with 10 nM miR-7 (m7) or with control miRNA (cm) following pretreatment with or without the autophagy inhibitor 3-methyladenine (3-MA),
was assayed using the XTT assay. Cell viability data are expressed as mean values = SD (n = 5). Statistical significance (*) was defined as
p < 0.05.

siRNA was also confirmed by Western blot analysis. These
results suggest that OBP-301-mediated miR-7 upregulation
depends mainly on activation of E2F1 expression.

miR-7 overexpression suppresses cell viability through
induction of autophagy in human cancer cells

To determine if OBP-301-mediated miR-7 overexpression is
associated with cell death in human cancer cells, we intro-
duced exogenous miR-7, or control miRNA, into OBP-301-
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sensitive H1299, A549 and T.Tn cells and investigated the
effect of miR-7 overexpression on cell viability (Fig. 3a and
Supporting Information Fig. 10a). Ectopic expression of miR-
7 significantly suppressed cell viability in a dose-dependent
manner compared to control miRNA in H1299 and A549
cells. However, T.Tn cells showed less sensitivity to miR-7-
mediated suppression of cell viability compared to H1299
and A549 cells. In contrast, miR-7-overexpression did not
induce apoptotic cell death (caspase-3 cleavage) in any of
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these cells (Supporting Information Fig. 11). These results
indicate that miR-7 overexpression suppresses cell viability
through induction of nonapoptotic cell death in human can-
cer cells.

The observation of miR-7-mediated nonapoptotic cell
death prompted us to investigate if miR-7 overexpression
induces autophagic cell death, because we had previously
shown that autophagy may be involved in OBP-301-mediated
oncolysis of H1299 cells’® and observed the significant corre-
lation between cytopathic activity of OBP-301 and autophagy
induction (Fig. 1). To investigate miR-7-mediated induction
of autophagy in cells, we used H1299 cells that were stably
transfected with a GFP-LC3 fusion plasmid (GFP-LC3). miR-
7 overexpression in HI1299-GFP-LC3 cells induced the
appearance of autophagic cells with a punctate pattern of
GFP-LC3 expression in the cytoplasm, similar to that
observed in serum-starved cells (Fig. 3b). To quantify
autophagy induced by miR-7, A549 cells that were trans-
fected with miR-7 or control miRNA were stained with ac-
ridine orange. The percentage of cells with stained acidic
vesicular organelles (AVOs), which are indicative of
autophagy, was then measured using flow cytometry.
Transfection of A549 cells with miR-7 significantly
increased the percentage of AVO-positive cells compared to
control miRNA (Fig. 3c). These results indicate that miR-7
overexpression induces autophagy.

Because OBP-301 infection both upregulates miR-7 and
downregulates p62 in association with autophagy, we deter-
mined if miR-7 overexpression might induce downregulation
of p62 protein expression. miR-7 transfection suppressed p62
expression compared to control miRNA in H1299 and A549
cells as shown by Western blotting (Fig. 3d). These results
indicate that miR-7 overexpression induces autophagy, result-
ing in p62 downregulation, in human cancer cells. To further
examine if miR-7 overexpression suppresses cell viability
through induction of autophagy, the effect of the autophagy
inhibitor, 3-MA, on miR-7-mediated suppression of cell via-
bility was determined. Treatment of H1299 cells with 3-MA
significantly attenuated miR-7-mediated suppression of cell
viability (Fig. 3e), suggesting that miR-7 does indeed mediate
autophagic cell death.

EGFR downregulation by miR-7 overexpression is

implicated in the OBP-301-mediated cytopathic effect
Recent evidence had shown that miR-7 functions as a tumor
suppressor by suppressing the expression of the epidermal
growth factor receptor (EGFR),>"*? which is strongly associ-
ated with tumor progression and poor prognosis in human
cancers.”® Furthermore, a recent report has shown that EGFR
downregulation by siRNA induces autophagic cell death in
human cancer cells.** We, therefore, next sought to deter-
mine if OBP-301 suppresses EGFR expression through miR-7
upregulation. As shown in Figure 4a, OBP-301 infection sup-
pressed EGFR expression in a dose-dependent manner in
OBP-301-sensitive H1299 and A549 cells but not in OBP-
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301-resistant T.Tn and NHLF cells. The level of EGFR sup-
pression was significantly associated with the level of miR-7
upregulation (r = —0.872, p = 2.64E-8) (Fig. 4b) and with
the cytopathic activity of OBP-301 (r = -0.826, p = 6.73E-7)
(Fig. 4c), suggesting the involvement of miR-7-mediated
EGFR suppression in the cytopathic effect of OBP-301. The
ectopic expression of miR-7 suppressed EGFR expression
compared to control miRNA in H1299 and A549 cells (Fig.
4d). Furthermore, ectopic expression of E2F1 by infection
with an Ad-E2F1 also downregulated EGFR expression com-
pared to mock infection in H1299 and A549 cells (Fig. 4e).
In contrast, treatment with EGFR siRNA significantly sup-
pressed cell viability compared to control siRNA in H1299
and A549 cells (Fig. 4f). However, miR-7-resistant T.Tn cells
showed about fivefold higher expression level of EGFR com-
pared to H1299 and A549 cells (Supporting Information Fig.
10b). Even when T.Tn cells were transfected with miR-7 at
10 nM, high expression levels of EGFR and p62 were main-
tained. The combined results suggest that OBP-301 infection
induces miR-7 expression through E2F1 activation and that
E2F1-mediated miR-7 upregulation suppresses EGFR expres-
sion, resulting in the induction of autophagy-related cell
death (Fig. 4g).

Discussion
Tumor-specific replication-competent oncolytic virotherapy is
emerging as a promising anticancer therapy for the induction
of tumor-specific oncolytic cell death.* Although the possible
involvement of autophagy in oncolytic adenovirus-mediated
cell death has recently been suggested,” the molecular
mechanism by which autophagic cell death is induced
remains to be elucidated. In this study, we demonstrated that
infection with the oncolytic adenovirus, OBP-301, upregu-
lated miR-7 expression and that this upregulation was associ-
ated with its cytopathic activity in human cancer cells. Fur-
thermore, OBP-301-mediated E2F1 activation was involved
in miR-7 upregulation, which subsequently induced autoph-
agy through suppression of EGFR expression in human can-
cer cells. Adenovirus infection is well known to induce the
viral protein-mediated E2F1 activation and subsequent up-
regulation of many E2F1-target genes.’® Recently, E2F1 has
been shown to induce autophagy through upregulation of
autophagy-related genes in a transcription-dependent man-
ner”® In contrast, EGF is known to suppress autophagy
through EGEFR activation.”” Furthermore, it has been shown
that EGFR downregulation by EGFR siRNA causes auto-
phagic cell death in human cancer cells.>* Thus, oncolytic
adenoviruses may activate E2F1 expression, resulting in the
upregulation of autophagy-related genes and the downregu-
lation of autophagy-suppressing genes via miRNA modula-
tion. Subsequently, autophagy-related programmed cell
death is induced.

OBP-301 induced higher levels of autophagy, replication
rate and cytopathic activity than Ad5 in H1299 and A549
cells (Fig. 1 and Supporting Information Figs. 2 and 3).
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Figure 4. miR-7-mediated suppression of EGFR expression during OBP-301-mediated autophagic cell death. (a) Western blot analysis of
EGFR protein expression in H1299, A549, T.Tn and NHLF cells infected with OBP-301 at the indicated MOIs for 72 h. EGFR expression levels
were calculated relative to actin expression in the same sample. EGFR expression in OBP-301 infected cells was then calculated relative to
that in mock-infected cells, whose value was set at 1. (b) There was a significant correlation between the expression level of EGFR and that
of miR-7. (c) There was a significant correlation between the expression level of EGFR and the cytopathic activity of OBP-301. (d) Western
blot analysis of the expression of the EGFR protein in H1299 and A549 cells transfected with 10 nM miR-7 (m7) or with control miRNA (cm)
for 72 hr. EGFR expression in the m7-transfected cell was calculated relative to that in the cm-transfected cells. B-actin was assayed as a
loading control. (¢) Western blot analysis of the expression of the EGFR protein in H1299 and A549 cells infected with E2F1-expressing
adenoviral vectors for 48 hr. (f) Effect of EGFR siRNA transfection on the viability of H1299 and A549 cells. Cell viability was determined on
day 6 after transfection using the XTT assay. Cell viability was calculated relative to that of mock-transfected cells, whose viability was set
at 100%. Cell viability data are expressed as mean values = SD (n = 5). Statistical significance (*) was defined as p < 0.05. (g) Outline of
the E2F1-miR-7-EGFR axis during OBP-301-mediated autophagy.

Recent report has shown that adenovirus-mediated autoph-
agy induction is associated with viral replication and oncol-
ysis.® Autophagy inhibitor 3-MA has been suggested to in-
hibit the replication rate of Ad5 in A549 cells.’® However,
our collaborators have shown that pretreatment with 3-MA
or Atg5 siRNA did not affect the replication and oncolysis
of fiber-modified OBP-301 in human brain tumor cells.”?

Int. J. Cancer: 131, 2939-2950 (2012) © 2012 UICC

Recently, we observed that OBP-301 infection upregulated
hTERT mRNA expression and, subsequently, showed higher
levels of replication rate and oncolysis than Ad5 in human
sarcoma cells.”® Therefore, the replication of OBP-301 may
be less sensitive to autophagy inhibitor compared to Ad5
because of enhanced viral replication by hTERT promoter
activation.
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On the molecular mechanism of adenovirus-induced on-
colysis, recent report has suggested that adenovirus-mediated
autophagy induces caspase-8 activation in association with
oncolysis in human leukemia cells and normal fibroblasts.*®
Recently, caspase-8 has been shown to be involved in not
only apoptosis but also diverse cell fates including autoph-
agy.! In this study, we observed that oncolytic adenovirus
induces autophagic cell death, not apoptotic cell death, in
human cancer cells (Fig. 1 and Supporting Information Fig.
6). These results suggest the functional role of caspase-8 in
adenovirus-mediated autophagic cell death. Atg5-mediated
autophagic cell death has recently been shown to be induced
through interaction with Atg5 and Fas-associated protein
with death domain (FADD),** which can also bind with cas-
pase-8.*' Thus, oncolytic adenovirus may contributes to auto-
phagic cell death through activation of Atg5-FADD-caspase-8
network. Furthermore, although transfection with p62 siRNA
suppressed p62 expression more strongly than OBP-301, the
inhibitory effect of p62 siRNA was lower than OBP-301 in
the cell viability of H1299, A549 and T.Tn cells (Fig. 1 and
Supporting Information Fig. 5). These results suggest that
OBP-301-mediated p62 downregulation not only suppresses
oncogenic p62 function but also contributes to autophagy-
related cell death.

We demonstrated that OBP-301-mediated activation of
E2F1 expression upregulated miR-7 expression in human
cancer cells. E2F1 has recently been shown to regulate both
oncogenic and tumor-suppressive miRNAs. The cluster of
oncogenic miRNAs in the miR-19-72 polycistron has been
shown to be upregulated by E2F1.** In contrast, E2F1-induci-
ble miR-449a/b has been shown to suppress cell proliferation
and to induce apoptosis in human cancer cells.* Further-
more, Brosh et al. have suggested that 15 p53-repressed miR-
NAs, including the miR-19-72 cluster and miR-7, are possibly
regulated by E2F1,** which is consistent with our results that
show E2F1-mediated miR-7 upregulation. We previously
reported that p53-inducible miR-34a suppresses E2F1 protein
expression, resulting in downregulation of the E2F signaling
pathway in human cancer cells."® These reports suggest possi-
ble cross-talk between E2F1, p53 and miRNAs. As adenovirus
infection is well known to induce E2F1 expression,® but to
suppress p53 expression,*® the E2Fl-inducible miRNA net-
work may mainly assist the induction of autophagic cell
death by oncolytic adenoviruses.

OBP-301-resistant T.Tn cells showed no induction of the
E2F1-miR-7-EGFR axis, resulting in a lack of OBP-301-medi-
ated autophagic cell death. Adenovirus infection is known to
modulate E2F1 expression via two main viral factors, E1A
and E4. E1A interacts with the phosphorylated retinoblas-
toma protein, resulting in the release of free E2F1.%° In con-
trast, the adenoviral E4 19 kDa protein has been shown to
enhance E2F1 protein levels through inhibition of protea-
some-mediated E2F1 degradation.””*® Although the molecu-
lar basis for the lack of OBP-301-mediated E2F1 activation in
T.Tn cells remains unclear, the cytopathic effect of an onco-
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lytic adenovirus may mainly depend on E2F1 activation,
leading to induction of autophagic cell death via modulation
of E2F1-downstream target genes including miRNAs. On the
role of another E2F family members during adenovirus infec-
tion, recent reports have suggested that adenovirus infection
increases the E2F2 expression at the transcriptional level,*”
whereas the E2F4 expression is decreased.*® Because it has
been known that E2F2 is a transactivator as same as E2F1,
but E2F4 functions as a transcriptional repressor, these E2F
family members may function to induce the E2F-target gene
network. Thus, further studies to address the role of E2F
family members in OBP-301-mediated oncolytic cell death
are warranted.

It has been recently shown that miR-7 functions as a tu-
mor suppressive miRNA by suppressing the expression of
various EGFR signaling-related genes including that of EGFR,
insulin receptor substrate-2, Rafl and p2l-activated kinase 1
in human cancer cells.>*** Consistent with these results, we
observed that ectopic expression of miR-7 suppressed cell
proliferation and subsequently induced autophagic cell death
through suppression of EGFR expression in human cancer
cells. Regarding miR-7-mediated cell death, Webster et al.
have suggested that nonapoptotic cell death is induced by
miR-7 transfection in human lung cancer A549 cells.’! In
contrast, Kefas et al. have shown that miR-7 overexpression
induces apoptotic cell death in human glioma cell lines.*?
These contradictory results suggest that miR-7-mediation of
autophagic cell death may depend on the type of cancer cell
in which it is expressed.

Overexpression or amplification of several types of EGFR
gene isoforms is frequently observed in human cancers.”
Recently, EGFR-targeting anticancer therapies, such as mono-
clonal antibodies and small molecule tyrosine kinase inhibi-
tors, have been used to improve the clinical outcome of can-
cer patients. However, resistance to EGFR-targeting therapies
is an issue that needs to be resolved. Furthermore, it has
been recently reported that the EGFR regulates glucose trans-
port that is required for the survival of cancer cells in an
EGFR-kinase-independent manner.>* This result suggests that
not only inhibition of EGFR-kinase activity but also down-
regulation of the EGFR itself will be required for complete
eradication of cancer cells. Recent report has further sug-
gested that combination therapy of EGFR kinase inhibitor
erlotinib with autophagy inducer rapamycin synergistically
decreased the cell viability through increased autophagy in
H1299 and A549 cells.*® Our collaborators have also demon-
strated that combination therapy of rapamycin with OBP-301
showed synergistic antitumor effect through activation of
autophagy machinery in human brain tumor cells.”* Taking
the oncolytic adenovirus-mediated EGFR suppression and
autophagy via miR-7 induction into consideration, combina-
tion therapy of oncolytic adenoviruses with rapamycin may
provide novel anticancer strategies that potentially have anti-
tumor effects against cancer cells that are resistant to EGFR-
targeting therapies.
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