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-~
{bSe T i HAp i RESERR S 17 RBMFER
=5 Rl ] R # R RTORI ek, FBS
1| SeAn3W(#600, #800, #1200 FHKHE-P RV FHAE) A Hanks’ Balanced Salt Solution R B M 4hr
(CaCl*, MgClL+)
2 | 5MNsOH, 60°C, 24 hr AR =R
B 10% FBS &4 MEM ity

(1) 5M NaOH, 60°C, 24 hr Ei:bsh 4 50 ml/20 cm?/plate
3 | (2) 0.IM HG, 40°C, 24 hr [ FBS

(3) 600°C, 1 hr (Ji& 5°C/min) [EIR 8% Reagent 2 (Sigma-Aldrich)

(1) 5M NaOH, 60°C, 24 hr
4 | @01MCaCL, 40°C, 24 hr

SO | Ohr 4 hr, 2 day, 1 week, 2 woek

ML

WAR/ =V ERE

(3) 600°C, 1 hr(BHR 5°C/min) 2w o
(4) H,0, 80°C, 24 hr
2,
s |wanomcaN Hax 10 ml/cm?/2 day
(2) 400°C, 1 hr (¥R 5°C/min) R 5mm f§

(1) 3% H,0,/50mM HNO,, 80°C, 20 min
(2) 10mM Ca(OH),, Autocleave, 12 hr

3 2R ER B (mg/plate)

No.1

554 No.4. 5852

No.2

4783 No.5 136.9

RMRE XPS fRifT, SEM AR4T

Nod

1378 No.8 81.8

No.1

BESh-ZERHEOKLE: 2,604 (p<0.05)

No.6 XPS (No.2)
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Rk A—N— 1% [ =2 ADVANTEC #:kR—J54+ KRBT SHIMOPA

B’ g PSF C-PET CTA PS PTFE UHMWPE

HEfn A () 6974070  96210.74 MEFR 9604094 12941040 91.5+088

FREE—2BEL(mV) -2401+014 -376+059 -9474065 -325+070 -3961045 -31.71095
EEHEHE R (ug/em?) 957 028 759 058 0.50 051
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BMP2, FGF2, HGF,
GDF, TGFb, IGF(1,2),
IGFBP(1,2,3,4)

CXCRS3, IFNB1,
HIVEPS, FETUB,
CXXC5H, WNTT,
NRIP1, ESR1, TETN,
OGN, AHSG, CHAD,
PRG4, KMO, GRM,
GRIA(2,3,4), GRIN,
STIM1, AT2C1, COL,
PCOCH1, ITBS,
CGATT1, PLC, STIM1,
ZBTB24, RASSF7,
CHDS9, VDR, etc.
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%92 EERERIEICHER LR ey OTE & R R I A 72RO AR RIS 7 [MPal,

B LR S ==

fr B2 » 6 mm $12mm | ¢ 24 mm
2 kg 0.34 0.09 0.02
5 kg 1.38 0.34 0.09
10kg | 3.11 0.78 0.19
20 kg 6.58 1.64 0.41




K3 RAKEBEOTFEVREDHILSVLE, IVXZTVLBRTUVE

Surface density (nmol/cm?)

Sample Ca Mg P

Untreated 9.33 0.218 0.218
NaOH treated 8.33 5.70 5.70
CaClg treated 164 6.32 6.32
Ca(OH): treated 452 8.42 8.42

£4 REKBREODIIIZIVLAREADANS TLE, YTVXZITLABRTUVE

Surface density (nmol/cm?)

Sample Ca Mg P
Untreated NDa ND ND
NaOH treated ND ND 0.108
CaClz treated 0.806 ND 0.111
Ca(OH): treated 3.04 ND 0.0854

2 Less than the determination limit.



x5 BF MRS EY—h—DHIR

ETET TCPS L}?t(rf:;ff)i Na}r(i)H NaOHT/”'CaClz NaOH/1C_ia(OH)2 BEERAE
RUNX2 ND ND ND ND ND A ER{RAE - 2 R HT S
Msx2 ND ND ND ND ND PR/
0SX ND ND ND ND ND {2
ATF4 ND ND ND ND ND R
Fra1 ND ND ND ND ND R
FosB ND ND ND ND ND B
DIx5 ND ND ND ND ND SR
Twist ND ND ND ND ND HEAHD &I
BB E TCPS uTr:t(r::;?;i Nefrci)H NaOH_éCaCIz NaOH/%a(OH)z %%ﬁggyg%_{#a
COL1A1 0.80 1 4.9 2.68 1.37 R~
FN 0.79 1 5.83 3.95 2.01 YRR/ ch i —
OPN ND ND ND ND ND Y/l —
BSP ND ND ND ND ND %1
oC ND ND ND ND ND ®En
ALP 2.50 1 1.22 0.33 0.41
BRE-SMEET TCPS l_l;:t(r::;?? NaT(i)H NaOHT{iCaCIZ NaOH/_(,'_Jia(OH)Q
BMP4 ND ND ND ND ND
TGF-beta ND ND ND ND ND
FGF1 ND ND ND ND ND
FGF2 ND ND ND ND ND
Wnt5a ND 1 0.87 0.73 0.38

TCPS: Tissue culture polystyrene




=6. BERICEAENRHZ 2NNV EB S UVHERBHBEESMESE-RHRICRBELRELN
S5ELLE,
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215 Ll E5fE R,

1/2FK 5%/ 7 B EF

Protair hame Protein Peptide TCPS untreated Protein Peptide untreated NaOH NaOH/CaCl, | NaOH/Ca(OH),
Score count (control) Ti Score count Ti (cont.) Ti Ti Ti
Collagen alpha-1(1) chain 367.79 28 1.00 125 489.62 33 1.00 4.90 2.68 1.37
Collagen alpha-2(l) chain 303.6 21 1.00 1.22 355.44 28 1.00 5.23 2.94 1.71
Fibronectin 836.64 47 1.00 1.27 1439.67 67 1.00 5.83 3.95 2.01
CD44 antigen 141.95 9 1.00 1.19 187.76 7 1.00 6.12 3.66 252
Integrin beta-1 182.16 13 1.00 1.17 139.96 12 1.00 261 1.35 1.28
Integrin beta-5 108.45 5 1.00 0.86 171.28 9 1.00 4.65 3.65 2.32
Integrin alpha-11 87.35 10 1.00 1.23 69.84 3 1.00 6.57 3.28 245
Vinculin 701.65 41 1.00 0.98 797.94 42 1.00 227 1.97 1.29
Versican core protein 33.67 1 1.00 1.79 34.66 2 1.00 824 219 0.26
Talin-2 179.04 12 1.00 1.01 105.02 10 1.00 261 272 1.30
Laminin subunit beta-1 24.55 1 1.00 1.19 56.93 4 1.00 8.99 2.38 1.64
Laminin subunit gamma-1 98.39 5 1.00 1.07 95.96 5 1.00 8.15 3.63 2.01
Vimentin 4597.89 84 1.00 1.19 5234.3 104 1.00 6.52 3.74 1.81
Tenascin-R 23.92 1 1.00 0.84 28.35 1 1.00 121.68 10.39 38.16
Beta-type platelet-derived growth factor receptor 69.45 4 1.00 0.53 28.61 2 1.00 3.86 7.21 472
Pro-epidermal growth factor 29.09 1 1.00 1.29 25.46 1 1.00 9.30 2.36 8.68
Vascular endothelial growth factor receptor 40.03 1 1.00 1.19 28.61 2 1.00 6.04 1.78 1.20
Ras GTPase-activating-like protein IQGAP1 682.42 55 1.00 1.02 617.06 42 1.00 3.52 2.28 1.61
Ras-related protein Rab-1A 259.68 " 1.00 1.06 335.5 10 1.00 3.89 2.94 1.56
Ras-related protein Rab-2A 97.64 9 1.00 0.88 108.69 10 1.00 4.87 3.32 2.04
Ras-related protein Rab-7a 193.45 8 1.00 0.86 214.98 8 1.00 5.33 3.06 261
Ras-related protein Rab-1B 220.91 9 1.00 0.93 277.68 6 1.00 5.37 3.27 2.21
Ras-related protein Ral-B 48.55 2 1.00 0.66 61.29 2 1.00 3.99 247 1.72
Ras-related protein R-Ras2 102.19 2 1.00 1.39 120.83 2 1.00 36.99 9.74 2235
Mitogen-activated protein kinase 1 137.81 5 1.00 1.03 99.75 8 1.00 3.93 4.59 2.46
Mitogen-activated protein kinase kinase kinase kinase 4 28.42 1 1.00 1.00 491 4 1.00 282 4.47 251
Plasminogen activator inhibitor 1 304 2 1.00 1.35 29.76 2 1.00 6.69 9.43 4.32
Plasma membrane calcium-transporting ATPase 1 89.46 2 1.00 1.51 44 .91 2 1.00 5.10 3.10 2.04
Calcium/calmodulin-dependent protein kinase type Il alpha chain 47.73 3 1.00 1.80 47.58 2 1.00 6.41 327 1.50
Calcium/calmodulin-dependent protein kinase type |l beta chain 47.73 4 1.00 1.59 61.76 4 1.00 5.10 2.77 2.46
Calcium/calmodulin-dependent protein kinase type Il delta chain 78.15 6 1.00 1.03 82.22 6 1.00 5.31 277 219
Calcium/calmodulin-dependent protein kinase type Il gamma chain 26.39 2 1.00 3.08 46.84 2 1.00 10.34 5.24 555
i ic reticulum calcium ATPase 2 77.89 12 1.00 1.06 144.36 11 1.00 4.86 3.38 1.67
Glutamate dehydrogenase 1, mitochondrial 65.57 8 1.00 1.03 84.91 13 1.00 4.24 2.65 1.36
Glutamate dehydrogenase 2, mitochondrial 65.57 6 1.00 1.01 64.51 8 1.00 477 3.52 1.70
Gl i kidney isoform, mitochondrial 62.79 5 1.00 1.08 142.73 5 1.00 5.65 2.63 2.18
Annexin A1 1016.33 30 1.00 1.03 1116.9 32 1.00 3.62 3.14 2.52
Annexin A2 1084.55 39 1.00 1.10 1251.16 44 1.00 4.03 2.96 1.57
Annexin A5 1202.97 33 1.00 0.96 640.71 31 1.00 1.68 2.53 1.51
Cathepsin B 305.57 12 1.00 1.13 292.96 12 1.00 4.54 458 1.72
Cathepsin D 305.31 17 1.00 1.05 521.67 21 1.00 3.51 2.81 1.85
Alpha-enolase 1125.79 39 1.00 1.12 1392.44 43 1.00 ] 2.46 1.59
Beta-enolase 394.3 7 1.00 1.08 332.68 6 1.00 212 2.53 1.65
pyruvate kinase, muscle isoform M1 87.25 2 1.00 0.80 101.51 2 1.00 5.56 5.94 338
Pyruvate kinase isozymes M1/M2 1997.98 49 1.00 1.18 2080.41 60 1.00 2.19 2.94 1.77
Protein disulfide-isomerase 712.88 38 1.00 1.15 942.4 42 1.00 4.86 2.99 1.71
Calreticulin 461.91 22 1.00 1.21 544.24 30 1.00 6.83 3.82 2.38
Peroxiredoxin-4 195.06 10 1.00 1.03 289.62 15 1.00 5.04 3.21 2.08
Calumenin 178.89 15 1.00 1.30 146.14 15 1.00 5.51 3.63 2.22
SPARC (osteonectin) 73.26 7 1.00 0.87 145.73 8 1.00 7.88 3.89 228
Thrombospondin-1 408.24 19 1.00 0.79 194.39 18 1.00 3.15 1.1 0.62
Thrombospondin-2 32.57 1 1.00 0.59 41.86 2 1.00 2.66 1.96 1.18
Peripherin 446.69 9 1.00 1.18 316.29 7 1.00 561 3.13 1.67
40S ribosomal protein S11 237.82 17 1.00 1.24 165.6 8 1.00 2.76 1.86 2.07
40S ribosomal protein S13 158.26 5 1.00 0.86 188.18 10 1.00 3.34 2.94 2.08
40S ribosomal protein S24 163.15 10 1.00 1.12 99.88 4 1.00 2.85 3.51 231
60S ribosomal protein L5 155.22 7 1.00 0.86 173.67 15 1.00 5.48 4.76 241
Actin-related protein 2/3 complex subunit 4 204.96 5 1.00 0.97 218.84 7 1.00 2.59 243 1.80
Triosephosphate i 513.85 21 1.00 1.25 544.05 23 1.00 239 292 243
Protein disulfide-isc A6 441.24 13 1.00 1.22 508.88 19 1.00 5.89 3.32 2.30
Proteasome subunit beta type-3 173.89 4 1.00 0.97 242.85 5 1.00 261 245 211
Fructose-bisphosphate aldolase C 133.43 4 1.00 1.35 141.52 4 1.00 8.69 965 4.53
High mobility group protein 1-like 10 47.36 4 1.00 0.88 53.98 2 1.00 2.03 22T 1.69
F-actin-capping protein subunit beta 133.65 9 1.00 1.22 101.93 9 1.00 2.15 2.01 1.22
Heterogeneous nuclear ribonucleoprotein A1 193.94 12 1.00 1.16 329.4 18 1.00 497 3.43 2.07
Probable phosphoglycerate mutase 4 68.12 5 1.00 1.13 138.96 5 1.00 2.08 1.08 1.48
of rudi y 61.36 2 1.00 0.96 101.24 2 1.00 742 3.19 252
rRNA 2"-O-methyltransferase fibrillarin 38.38 2 1.00 1.02 58.5 3 1.00 3.89 3.54 2.08
[ nuclear ribc proteins C1/C2 142.18 8 1.00 1.39 21244 10 1.00 3.30 1.91 1.81
H nuclear ribor in G 132.98 4 1.00 1.09 99.61 4 1.00 6.92 3.36 21
b g nuclear rib in U 223.33 14 1.00 1.17 317.75 20 1.00 4.57 2.81 1.79
H nuclear ribonucleoprotein Q 154.8 1 1.00 0.88 194.49 16 1.00 5.18 2.81 215
| Guanine nucleotide-binding protein subunit beta-2-like 1 355.74 14 1.00 1.12 382.71 19 1.00 443 3.26 1.93
oleucyl-{RNA synthetase, i 138.47 19 1.00 1.02 161.79 14 1.00 2.06 1.66 1.35
Ribosome-binding protein 1 400.57 25 1.00 1.60 399.8 35 1.00 3.77 224 1.94
P multifunctional enzyme type 2 178.09 9 1.00 1.49 288.76 17 1.00 5.16 248 1.83
ATP-dependent RNA helicase A 87.96 9 1.00 1.65 157.46 16 1.00 4.13 227 1.55
C-type receptor 2 88.13 7 1.00 0.93 86.11 7 1.00 293 3.76 1.27
Prohibitin 115.06 10 1.00 1.20 85.99 10 1.00 503 2.35 1.65
10 kDa heat shock protein, mitochondrial 112.46 6 1.00 1.01 166.6 6 1.00 4.35 3.486 3.14
U5 small nuclear rib in 200 kDa helicase 25.66 2 1.00 2.13 35.2 2 1.00 2047 9.23 3.78
A de in-containing protein 1 313.23 28 1.00 1.22 526.98 31 1.00 373 2.59 2.01
ATP synthase subunit beta, mitochondrial 830.22 29 1.00 0.96 856.18 31 1.00 6.56 3.75 223
26S protease regulatory subunit 7 115.97 5 1.00 0.88 105.05 6 1.00 579 2289 1.88
Integrin alpha-11 87.35 10 1.00 1.23 69.84 3 1.00 6.57 3.28 245
Alkaline phosphatase, tissue-nonspecific isozyme 23.14 1 1.00 0.40 37.51 1 1.00 1.22 0.03 0.41
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