Z (FeMZE T3S 4, IBE 60°C
T 24 FRRERE L7,
NaOH/CaCl, #L# : NaOH 4LE8 L7~ TilZ 0.1 M
wAL I T DR Z N IREE 60°C T 24
FRRIRRE L7,
NaOH/Ca(OH), 4L# : NaOH L L7= Ti 12
0.01 M AKEB{b I N U DEEREM A, IRE
60°C T 24 BFfEIERE L7,
WL HIRE L 728K THEIC R D T
Beolotk, AL,
2. REMEHT

% M & 13X JEOL Quick Auto Coater
JEC-1500 (2 & v Au #%78 L7=#%. JEOL
JST-5800LV EZEREFEAMEE(SEM) % AV
T 3,000 5 CHIEE LT,

RE DRI DA T
EIZTRIE LT,
3. fEAmEEEE

b FEIERBAME (hWMSC, LONZA )%

¢35 mm MIBEEA S v —LVIZE Ti &8
BLEEICEEL., 5% CO,FHEA T, 37C

Sessile drop

—IE MR Uz, ZOBICE# (MSCGM,

LONZA ft) R#a% —EfT> 7z,
4, By EFRE

AT ETERLZMIBIIT 28, #iL
Wiy —UZB L, W PBS T 6 EIEHE.
RIS TR P BT LY FIBEL
Teo 2O, NV T D 10 FELU EOK
PBS T 3 ElfEE#%. Mzt Lz, [
#HAE % Nucleases Mix (GE Healthcare)3 & 8
Protease inhibitor Mix (GE Healthcare) % & ¢
Protein Extraction Reagent type 4 (SIGMA)IZ
BR LT, mBOUSBEC LY REMEREL,
2D clean-Up Kit (GE Healthcare)® v T#
VR B ENER L 721 Protein Extraction

Reagent type 4 (ZFF¥f# L. 2D-Quant (GE

Healthcare)lZ K W # /X7 EHE&%HIE LT,
‘Boniez o7 BERRNIFERICEET 5 %
T-80CIZ THAERTE LT,
5. MS TR F RO FRS

EROIIICLTHRB LY VN EE
40 ug ZHEEIZEST, B (VBN T
FN), TAxkal (3—F7ERTIR)
L7z, Z DO 10.6 ul iZ 50 mM NHHCO;
(94.1 u), 7 m A H B ProteaseMax
Surfactant (1%, 3.3 pl) % OF Trypsin Gold (1
mg/ml, 2 u)Z ML, 37CT—HeA F =
R—a3 L7, 10% TFA 5.78 wl &0 %,
EIR TS5 HEME L TR EEILE S,
B 5z ~7F FiZ OMIX Tip (C18, 100 pl:
VARIAN #h)%&f#EH L CHiE L, Speed Vac
(Savant)iZft U THLR SV 7212, 0.1 pg/ul @
BEIZRDE DT 01% Y 74 o EiR
(TFAYEHR 2% 7 & b= F U V&% CEE
L. LC-MSMS 73§ 2% T 4CTHRFL
7
6. LC-MS/MS ¥ = v k4 i

B E&5HrEHE. Thermo Scientific #:8L U =
TAZ L NT T/ T—Y) AT
v NEYE E455#1EF LTQ/Orbitrap XL %
L. BIZERINT Tyrosine-1,3,6-Standard (CS Bio
Co)VZANWTFa—=V I/ EOEERES
1T> 72, Nano-LC & L TiZ. DiNa-A 4 — b
7T — (KYA Tech)% %4% L 7= DiNa &~
AT 5 (KYATech)ZfER L7z, T v 70
—F) Y PRUOGITAERES Z 58 LTI
FiZF{ CERI #& L-Trap (0.3 x 5 mm,
L-C18, 5 mm, 12 nm), KYA ## HiQ sil
C18W-3 (0.1 x 100 mm)ZfEH L7z, A7 L
—F v 7L LTI, KYA #8 TI-30-150
v TEREA LR,

DA A4k ESI positive ion mode



(A7 VL—BE 18KV L V{Tole, AF ¥
VTS (MS AT hJWILFT analyzer (57
fiZRE 30,000; HIEHEHH m/z 350-1, 400;
Lock mass = 12 %/ Profile mode)iZ &
v E48 L. XCalibur data dependent mode (Z &
N, ERAXY NIBT DA A VBEDER
3O —7 ZIERER L TA A R Ty
FITED MSIMS A7 MILEBEIE Lz
(CID, Normalized collision energy 35 KkV,
Activation time 300 ms, Dynamic exclusion
duration 60 s, Centroid mode), HIZEFRFRHIIZH
VIAEN0 D 150 & L g
FIBSEEEZRIA LT 1 fif A2 D MS/MS
AT MVTBEIE LW E S ICRIE LT,

Nano-LC OBEFEIZIZ. A B (0.1%F
BREH 2% 72 h=rU e BEE 0.1%
XEEAR 90%7 & h=F VW) ZEA L
FEEIE 300 nl/min & L, 7 AEAN (05

QIA— b T T —RFERL TUTo 7,
— AT T ) OVEHIRERIIL 160 3L L, B
VT NENE, BEAT 7 e LT 10 4/
XA BIEOLZRR LTcik, 120 30T T
B EIEBE S 50%E T LR S¥, £DE&,
55y T BEEIRE % 100%E THEMNS
B, 10 R, 15 o ABEO LR Z X
LU THBEEE(L Lz, £, RO
AT RN A 2 B Lo, BIE
OV IRLUEII =3 & LT,

ST, Bohiz MS 7 —ZIZES
WTYERL L 72 Reject Mass List (7 &) %
Method File |28k L. RtRO ST & FEIZ 2
[E#EVRTZ LIk Y MSIMS 7 — & ZHL
/T T7F FREENS YT,

7. BUNRNTBEDOREL EE
~ 7-1. Reject Mass List DYERL

LC-MS/MS fEfTic B W TE LN MS 7
— & % Thermo Scientific #EH % L /X7 EfE
AT F ~ b 7"— L Proteome Discoverer
7 =TT v 7 r— KL, Mascot fRHR
Work Flow/UniPort/Swiss-Prot 7 — & ~X— 2
ERRALTH R EREEIT>T2%, R
FEENELE2TOXRTF Ry —FHREE
Reject Mass List IZ¥EE LTz, VT v irav
HA LT A T35 FITERTE LTz,
7-2. HLEE BAEAT

BRI BDEEERNINIAT A AN
oA Aa—7#8 i RUBY Y7 bV =7
AW TIT o7z, LC-MS/MS fEHTIZIBVT
Bohi2TOMS T — %8 (B kn=3
X NEFEYZ MU =TIZA A= 1LT2
#% . Mascot/ UniPort/Swiss-Prot 7 — & ~<— &
WCEBFURIERE, THT I HEEN
TFRERBLEZYT Y a ¥ A AEIE,
MSMS A7 hAFEREMEIZE DWWz E—
I F U T EITHOIEILED, BT
B DB E EMEIT 21T o 72,

8. EE~DEE

FFZ2IlC V- hMSCIZ LONZA = L W BEA
LTHY., GEEOMBEII VW EELLN
5o

C. WFsErER

(1) RmtEE

RUER L OEALFLEZH L7 TI D
SEM fHT L7 fERE R 1 1TRd, RALENR
FLBGHOVE Bz olzxt LT, LA E Z fE
L7z Ti idW bl BdErdg s,
& 512 NaOH/Ca(OH)g 4038 T 3L 5 i454%
DFERDOFAEDRHBNT,

A I IARAERN 83.827.0 EThHoT



DT LT, ALFERHE R L FF T
— MIWTNHKEREICHFTLL7<
WZIER > TLEW., BIERAIETH T,
(2) &Ry BB ARAT

B/oil MS 7 —F & i-RUBY Y7 b U
=T ERWET —F N— AR LTCRER,
RALFRD Ti 6 L THBAED 2 FLL I
a4 287 B NaOH AT 3,849 {A,
NaOH/CaCl, #LEE T 3,660 1B ,NaOH/ Ca(OH),
WIET 1872 ERESN, —FF, HAE
25 172 RKEIZEA Le# 2327 Eid NaOH
JLEEC 523 fEl, NaOH/CaCl ALEE T 455 &,
NaOH/ Ca(OH), L¥E T 778 T o7z, (F
1: 7T p<0.05)

BEMES L~ — I — DB DOVTER
2 IR LT, BEFMESEO~RAS &
FTHY., BERFTHD RUNX2 OFEH
X, RUETHEAFOAE T ETHHERN
Hbniehotz, & bLIZHMOREHRES
RTOFEBRLHDNLRNoT, —TF, B
B xR ETH D type I collagen (CO1A1)
<2 fibronection (FN)ILAALER Ti (2% L Tk
SEALFR A U 72 Ti 2 CHEEE L7 hMSC TH
BHENEF LTV, LALERL, RGD
EF (lfEEs) 280y /&
T& 5 osteopontin (OPN)REF 7 1 & L3
7 & (bone sialo-protein:BSP) . & X T
osteocalcin (OCN)IZ WD b HEBBD b
NWxhole, BORESLHLICEEN AL
7L % bone morphogenetic proteins (BMPs),
transforming growth factor-beta (TGF-beta),
fibroblast growth factors (FGFs), parathyroid
hormone (PHT)72 & DE R FLH LTV
DFEBRLH LN oT2, Wntda I UYL
ROBFMILS L~ —N—ThH% Alkaline
phosphatase (ALP)iZ\\ 1D Ti ETHRH

o T=hs, RO L FRENEDS LT
7 i
FIWCEBRRIIEER D2 Z NI EB
FUMERBMR L F oL S TR RER
FERFEINTHWE X AT E (—Hik
) 2R L, (BB 1-7) BAPKRL
T UCRBED 2 fFL L 5 R,
VUM S5 ELL IR o bDER LT
%, ffast< h U 2 A (collagen, FN, integrin,
versican core protein % ). K&K K F%E
(PDGFR, EGF, GDF5 %), ¥ 7 F/VBER
(Ras, Rab, MAP4K %), WL T LF ¥RV
7 &

calcium-transporting

& oo (Plasma  membrane
ATPase 1,
Voltage-dependent L-type calcium channel
subunit beta-1 &), 7 V¥ I VERBSE X LN
2 & (Glutamate dehydrogenase 1, glutamate
receptor %) BLUH NI T AFEES 3
7B T& 5 SPARC (osteonectin)3F B2k
FHE T TRIALF LT,

% 412 hMSC OF A LICHNFEERIC
BlOHBES 7B (BEXE S5) O
HHER LT, & Ti LT L7 hMSC T
RENRRED NIRRT F NI ER 4
BHote, Bmfb~v—H—Thd ALP (TR
FUER Ti |2 b L C NaOH LB IIRE THh o7z
7%, NaOH/CaCl, {LE 35 X U NaOH/ Ca(OH),
M T3 F A o T W 7=, Retinol
dehydrogenase 14 133~ T DILFAE & fif
L7 Ti ECEBETHLALNTL, LS
DF T EIEFNE RN LI TE BT
B ERERS AN,

% 512 hMSC D F A EICHNFEHRIC
TALDH DLHUWE 7B (BE K 6)
DFRBER LIz, HED & T Igs 5
ZRTENTEDS B, 6 BOREHADAH G



#U. Chitinase-3-like protein 1, Peroxidasin
homolog, Vitronectin
Thrombospondin-2 (X4FIZ NaOH AL# THE
NEL R T, —FH., HEDOH T
RS N7 E 44 ED DB, 36 ED
HKENL LN, WINHEFLE T ETR
FLER Ti (2% L CRIZED & WEHRDBFR D b
726

precursor,

D. B&

(LEAIER A LTz T W3 b ki
NENY, EEBEIEEINTVDN,
NaOH B TIIF ¥ VKR T MU UL
b7 5B #E, NaOH/CaCl, AHEB I T
NaOH/Ca(OH), AL TiX, Na 23 F
W2k CalzBHAS N, FX UBAKREINY
U ANERLEEEEIC o TS EE L
b5, F7-. NaOH/Ca(OH), AL T D Hih
EAEIENBIE SN TV A M, 2 Ca(OH),
23 CaCl, & 0 IEfRENEW-O, LER
DEE A TOWREZ BEFLERILLED
ONRMELTWDEDTIERNWNREEZZ DI
By TOXIALFLE L LZTI £ETE
FUEALESE LTZ hMSC D & /X7 E R BLEE
C#i%. LC-MSMS &AW THICESBICE
BLTELED, Bofbv——& LT
AWbh3EmERT, BEEZ VNV ER
LFOERE - SR TFOIEEAEDOERE
EHDHIENTERholz, —FH. [FED
RERZMETORB TR T, BHO
FERLLENTWRERTFbH -T2 (5
SEFBEOREESR), ZNDDEWVT,
BEFRRLZVRNVERBRIZEALT S
WD EREEDE R EORRITIE
TIEMETOTRTOF 37 BEZEINT
XMoo AREER D B Z L EITERT D

EE 2N D,
hMSC-TERT(hMSC {Z
Transcriptase %A LRFEAL L7z #H) %4
FEEZHL & 3L EEHL T 4 AR, RS v
NRUB L, MEMTY N7 EHREE
CEGFRAZERLEZFERZRLTND
B (BEXES). RREP EF L2y 08
7B TEETEROFERICEF L THED
X ALP D& T, RV DEEFIIRETER
Motz MEB TRERENRLEPST,
TOZEPLLBBEFRALF T ER
HN—E LW Z & 23437025, Versican core
protein 1T BEERIBREOBETHWESND T
EMESNTVBR, B HFMESLDOYIH
TORBIIZ DML THD TREN TV,
NaOH JLEEFS L N NaOH/CaCl ALEE & i L 72
Ti T Versican core protein DFEH_EH B4 5
NTW5, & 5T, Versican core protein id
CD44 < tenascin & B AEAERT 5 Z & B350
STEY, ZThb220F R 7EY
NaOH 4LEE 5 £ U'NaOH/CaCl ZLHE % fi L 72
Ti TRENEELTWAZ ENLINLDR
BFEALTESREEL TV D FREELE
bbb,

F7m, £ 5 TIHESLEDSE bone
marrow derived MSC (BMSC) & B 73 {LaEDS
{E\ ) BMSC # [ILiEHR & O'F /7L T 16 h
BEE%, MREEAERLUTRERLLZ
Ry BETRAZ KB L, BoEOEN
BMSC THEEHRLTWEF VAT ERY A
F7 7 LTWD (BEXEG) . VAT
v FENTWBMREANWZ 37 B DR
2/3 334 Ti £ THZE L7z hMSC 2 b &
TV, SENTMIE X V0B
FRELTETWAHDT, fMiastows v
R ENENL STV RV ETRRIED &V,

£ 4 O£ @iz

Telomere Reverse



FILS DU E 22X 7 E1E NaOH ALERS
& UV NaOH/CaCl, #LEE % HiE L 7= Ti THEH L
FANRBD BTV D, —F, NaOH/Ca(OH),
MEBTHZDIEE A EMRRAE L REELL
FOEERLLN TS Z &b, {LEL
BHIZE D, T ICESMEERImEn TS
et ﬁ»ﬂ@éh?‘:o

kDX oIz, ROHE T EICHA_THE
VR A L7z Ti b THEZE L7z hMSC T,
BRIZEER DD F T BT
T2 < hMSC #' B b S BRI RHE LA
BHONDEZ NI EDREL LRI HE
MAH DT, & OMEMIL NaOH LE=
NaOH/CaCl, 4LF2 >NaOH/Ca(OH), ZLE DB
Tigh o, —F., FEEEOHESHEEF
R OHETIX, AE L R UEHFO(LFL
HERE LTI ZRUERICRELZE ZA,
T RHF A MERGEEIT NaOH/Ca(OH), 4LEE >
NaOH #L¥ =NaOH/CaCL B TH o7, =
DFRERIIASEOBERAGRICEET 24
RIBORBEMFBR LT —F LT, L
MU b, SENIEESETEE LR 7

BEDFZ U RIEFERLNHL TN &
R, EDF NI ERBNNZ— b BT
REELEVRDD I LR ENDL, WH O
REBEMICHERT 2 Z L3 TERY, 25
WA EIDOFERN, T b FABEE &
2L, REEKRFTT N A MEALEED

BB L, hMSC OESLERES
B ENHBBBRTI NI EEREB LT
WOAREME S H D, TN HEZRIEL TV
TeDITIE, #A4 L3 —RAEBoIEEET

VW, OBV L o TESBIZENAE L
DDBEETTAMERD B,
E. &%

MEBDOBEWNZ LV EREDZEILD A2, b

MEEZ i Z & T Tl B TR RIRERE 2 0
TEHZENRBENT, Ti KL L
EREMRBEICRBWT, BURMLFLE L
TZET, FEAEZRBYLZENTEDLH
MR D B,

BEWX

1. Chiellini C, Cochet O, Negroni L, Samson M,
Poggi M, Ailhaud G, Alessi MC, Dani C, Amri
EZ. .Characterization of human mesenchymal
stem cell secretome at early steps of adipocyte
and osteoblast differentiation. BMC Mol Biol.
26: 9-26, 2008

2. Copland IB, Lord-Dufour S, Cuerquis J,
Legault-Coutu D, Annabi B, Wang E, Galipeau
J. Improved autograft survival of mesenchymal

stromal cells by plasminogen activator inhibitor
1 inhibition. Stem Cells, 27: 467477, 2009

3. Sun HJ, Bahk YY, Choi YR, Shim JH, Han
SH, Lee JW. A proteomic analysis during serial
subculture and osteogenic differentiation of
human mesenchymal stem cell. J Orthop Res.
24:2059-2071, 2006

4. Salasznyk RM, Westcott AM, Klees RF,
Ward DF, Xiang Z, Vandenberg S, Bennett K,
Plopper GE. Comparing the protein expression
profiles of human mesenchymal stem cells and
human osteoblasts using gene ontologies. Stem
Cells Dev. 14: 354-366, 2005

5. Foster LJ, Zeemann PA, Li C, Mann M,

Jensen ON, Kassem M. Differential expression



profiling of membrane proteins by quantitative
proteomics in a human mesenchymal stem cell
line undergoing osteoblast differentiation. Stem
Cells. 23: 1367-1377, 2005

6. Choi YA, Lim J, Kim KM, Acharya B, Cho
JY, Bae YC, Shin HI, Kim SY, Park EK.
Secretome analysis of human BMSCs and
identification of SMOCI as an important ECM
protein in osteoblast differentiation. J Proteome
Res. 9:2946-2956, 2010

7. Pataquiva-Mateus AY, Wu HC, Lucchesi C,

Ferraz MP, Monteiro FJ, Spector M.
Supplementation of collagen scaffolds with
SPARC to facilitate mineralization. J Biomed
Mater Res B  Appl

10.1002/jbm.b.32650, 2012

Biomater.  doi:

8. FHEMFES [7 /3% A4 MERRIZEBIT 51
VR EFENOMEAT) SRR 22 FERTE - 4
HEFFEHEE MR M - AR E A E
12 B U7 E AME O BT ET 515 O BR %
BT BHI%  p47-57

9. EHEE BB TFREOMERIRTZF A
L7-EAME ETRE LMD ESE
B - AErRER) PRk 28 FEREE - o1
WRgesRsE AEL /MR - AR R R
B U7z B AR O BTl R OB I B
T HUGE p57-74

F. 25K

FLRK

1. WIERF, BRI, ERITE, WM
E¥ (BER2RELBEE LT TV

— M ETHE L2t MNEERBHBROF
IR B BRIRAT |
FREAARNA AT VT AFEE Q011.11)
2. Reiko Kato, Yuji Haishima, Chie Hasega
wa, Atsuko Matsuoka [Comparison of prot
ein expression profiles in human mesenchy
mal stem cells cultured on surface-modified
titanium with chemical treatments |

The 51% Annual Meeting of the Society of

Toxicology (2012.3)



Untreated Ti NaOH NaOH + CaCl, NaOH + Ca(OH),

HEfhf  83.8+7.0F BE T 8E BETHE AE A

1. RUVEBE LR EHEL-TIOSEME{&( x 3,000) - {Efit A

E1. L2 NBEHELTi L TEELIAMSCIZBWWTZFOREEM
2fELL EMPRRBICHADLI-20 0 BEH

fold NaOH NaOH+CaCl, | NaOH+Ca(OH),
=2 3849 3660 1872
<0.5 523 455 778

p<0.05



x2. BFMEIMET—h—DFEBR

EERT lf;;t{::z:g Ne}r(i)H NaOHT/_iCaClz NaOH/_ga(OH)z BEMBaSME
RUNX2 ND ND ND ND IR R - R RIS
Msx2 ND ND ND ND AR
0SX ND ND ND ND R
ATF4 ND ND ND ND 123
Fra1 ND ND ND ND 1B
FosB ND ND ND ND 12
DIx5 ND ND ND ND B RE
Twist ND ND ND ND W
BRESHE uTr:t(r::rtgc)i NaT?H NaOHT/icaosz NaOH/%a('OH)z %%ﬁ%ﬂ%@g:ﬁi
COL1AT1 1 4.9 2.68 1.37 ¥R —

FN 1 5.83 3.95 2.01 ¥/ h g —
OPN ND ND ND ND ME/ B -
BSP ND ND ND ND %

oC ND ND ND ND 3
ALP | 1 1.22 0.33 041 |  #fih#-  |

BRE-SEET t"rr:t(r::z?)j Nalr(i)H NaOH{iCaClz NaOH/ﬁa(OH)z
BMP2 ND ND ND ND
BMP4 ND ND ND ND

TGF-beta ND ND ND ND
FGF1 ND ND ND ND
FGF2 ND ND ND ND
PTH ND ND ND ND
Wnt5a 1 0.87 0.73 0.38




R3. BHRICEAE N H IV N\ VESLUVRERFHEZESESET

BFICHE LRENHESN TSI\ E (— &R ¥)
2= Ll EsfERE, SELLE/xTEE

. Protein Peptide | untreated H/CaCl, [NaOH/Ca(OH
Protein name ol c:unt Til(cont) Na_r(_I)H NaOl T/_IC > & (OH),
Collagen alpha-1(l) chain 489.62 33 1.00 4.90 2.68 1.37
Collagen alpha-2(l) chain 355.44 28 1.00 523 2.94 1.71
Collagen alpha-3(VI) chain 1647.29 87 1.00 1.522 2.237 1.332
Fibronectin 1439.67 67 1.00 5.83 3.95 2.01
CD44 antigen 187.76 7 1.00 6.12 3.66 252
Integrin beta-1 139.96 12 1.00 2.61 1.35 1.28
Integrin beta-5 171.28 9 1.00 4.65 3.65 232
Integrin alpha-11 69.84 3 1.00 6.57 3.28 2.45
Integrin alpha-E 21.83 1 1.00 1.75 80.10 0.00
Vinculin 797.94 42 1.00 2.27 1.97 1.29
Protocadherin alpha-6 14.72 1 1.00 0.73 3.04 0.02
Versican core protein 34.66 2 1.00 8.24 2.19 0.26
Talin-2 105.02 10 1.00 261 272 1.30
Laminin subunit beta-1 56.93 4 1.00 8.99 2.38 1.64
Laminin subunit beta-2 28.9 1 1.00 2.84 1.88 1.76
Laminin subunit gamma-1 95.96 5 1.00 8.15 3.63 2.01
Vimentin 5234.3 104 1.00 6.52 3.74 1.81
Tenascin 47.3 1 1.00 311 2.18 1.65
Tenascin-R 28.35 1 1.00 121.68 10.39 38.16
Bone morphogenetic protein 8A 24.34 2 1.00 0.24 0.48 0.20
Bone morphogenetic protein receptor type-2 20.58 1 1.00 9.38 0.40 1.13
Basic fibroblast growth factor receptor 1 32.35 1 1.00 0.03 248 1.63
TGF-beta-induced protein ig-h3 21.59 2 1.00 292 3.09 1.83
Beta-type platelet-derived growth factor receptor 28.61 2 1.00 3.86 7.21 4.72
Pro-epidermal growth factor 25.46 1 1.00 9.30 2.36 8.68
Growth/differentiation factor 5 2143 1 1.00 11.07 7.25 2.62
Vascular endothelial growth factor receptor 28.61 2 1.00 6.04 1.78 1.20
Ras GTPase-activating-like protein IQGAP1 617.06 42 1.00 3.52 2.28 1.61
Ras-related protein Rab-1A 335.5 10 1.00 3.89 2.94 1.56
Ras-related protein Rab-2A 108.69 10 1.00 4.87 3.32 2.04
Ras-related protein Rab-7a 214.98 8 1.00 5.33 3.06 2.61
Ras-related protein Rab-1B 277.68 6 1.00 5.37 3.27 221
Mitogen-activated protein kinase 1 99.756 8 1.00 3.93 4.59 2.46
Mitogen-activated protein kinase 15 28.61 1 1.00 3.49 2.67 1.92
Mitogen-activated protein kinase kinase kinase kinase 3 23.76 1 1.00 907.33 10.42 397.03
Mitogen-activated protein kinase kinase kinase kinase 4 49.1 4 1.00 2.82 4.47 2151
Homeobox protein MSX-1 23.32 1 1.00 7.09 80.56 19.93
Plasminogen activator inhibitor 1 29.76 2 1.00 6.69 9.49 4.32
Plasma membrane calcium-transporting ATPase 1 44.91 2 1.00 5.10 3.10 2.04
Sarcoplasmic/endoplasmic reticulum calcium ATPase 2 144.36 11 1.00 4.86 3.38 1.67
Voltage-dependent L-type calcium channel subunit beta-1 279 1 1.00 34.20 27.90 20.16
Glutamate dehydrogenase 1, mitochondrial 84.91 13 1.00 4.24 2.65 1.36
Glutamate dehydrogenase 2, mitochondrial 64.51 8 1.00 4.77 352 1.70
Glutaminase kidney isoform, mitochondrial 142.73 5 1.00 5.65 2.63 2.18
glutamate receptor, ionotropic, N-methyl D-aspartate 1 24.35 1 1.00 6.70 8.82 9.35
Annexin A1 1116.9 32 1.00 3.62 3.14 2.52
Annexin A2 ) 1251.16 44 1.00 4.03 2.96 1.57
Annexin A5 640.71 31 1.00 1.68 253 1.51
Cathepsin B 292.96 12 1.00 4.54 4.58 1.72
Cathepsin D 521.67 21 1.00 3.51 2.81 1.85
Alpha-enolase 1392.44 43 1.00 1.71 2.46 1.59
Beta-enolase 332.68 6 1.00 2.12 2.53 1.65
Gamma-enolase 310.98 8 1.00 1.67 2.16 1.45
pyruvate kinase, muscle isoform M1 101.51 2 1.00 5.56 5.94 3.38
Pyruvate kinase isozymes M1/M2 2080.41 60 1.00 2.19 2.94 1.77
Protein disulfide-isomerase 942.4 42 1.00 4.86 2.99 1.71
Calreticulin 544.24 30 1.00 6.83 3.82 238
Peroxiredoxin-4 289.62 15 1.00 5.04 3.21 2.08
Calumenin 146.14 15 1.00 5.51 3.63 222
plectin 1 isoform 1 22.29 4 1.00 3.17 3.28 1.70
SPARC (osteonectin) 145.73 8 1.00 7.88 3.89 2.28
Thrombospondin-1 194.39 18 1.00 3.156 1.1 0.62
Thrombospondin-2 41.86 2 1.00 2.66 1.96 1.18
Alkaline phosphatase, tissue-nonspecific isozyme 37.51 1 1.00 1.22 0.03 0.41
Whnt-5a 22.63 1 1.00 0.87 0.73 0.38
Frizzled-6 26.69 1 1.00 5.66 34.12 4.1
Catenin beta-1 79.02 4 1.00 2.01 1.20 0.44




KA BMEICELESRBE LI REShTWSIRIVNIE

AELL EsfEk, SELLL/ B

.ﬁfﬁ.ﬂ‘.* e Protein Peptide | untreated NaOH NaOH/CaCl, NaOHIC_a(OH)2
protein mRNA Score count Ti (cont.) Ti Ti Ti
27 13+5 |Alkaline phosphatase, tissue-nonspecific isozyme 37.51 1 1.00 1.22 0.03 0.41
15 1.0 £ 0.1 ||Enhancer of rudimentary homolog 101.24 2 1.00 742 319 2.52
13 1.1 £ 0.2 ||Versican core protein 34.66 2 1.00 8.24 2.19 0.26
12 ND rRNA 2'-O-methyltransferase fibrillarin 58.5 3 1.00 3.89 3.54 2.08
1 1.0 £ 0.1 [[Heterogeneous nuclear ribonucleoproteins C1/C2 21244 10 1.00 3.30 1.91 1.81
8.7+4.4 | 0.810.3 [|Heterogeneous nuclear ribonucleoprotein G 99.61 4 1.00 6.92 3.36 2.1
87+15 | 1.210.1 |[Heterogeneous nuclear ribonucleoprotein U 317.75 20 1.00 4.57 2.81 1.79
3206 ND Heterogeneous nuclear ribonucleoprotein Q 194.49 16 1.00 5.18 2.81 2.15
10 1.0 £ 0.1 |[Guanine nucleotide-binding protein subunit beta-2-like 1 382.71 19 1.00 4.43 3.26 1.93
6.4+0.6 | 0.9+0.1 ||Catalase 51.5 2 1.00 3.50 3.36 214
51+1.9 | 1.010.3 |Isoleucyl-tRNA synthetase, cytoplasmic 151.79 14 1.00 2.06 1.66 1.35
5.1+ 1.7 |1.06 + 0.04 || Ribosome-binding protein 1 399.8 35 1.00 3.77 224 1.94
49%+19 | 0910.1 [|Peroxisomal multifunctional enzyme type 2 288.76 17 1.00 5.16 248 1.83
42+1.1 ND ATP-dependent RNA helicase A 157.46 16 1.00 4.13 2.27 1.55
4101 | 0.9+0.1 ||Tenascin 47.3 1 1.00 3.11 2.18 1.65
4012 ND THO complex subunit 4 32.19 1 1.00 1.58 1.98 117
3.7+23 | 1.4+0.2 [|Ras-related protein R-Ras2 120.83 2 1.00 36.99 9.74 2235
34+25 | 23+0.5 ||C-type mannose receptor 2 86.11 7 1.00 293 3.76 1.27
34+26 ND Prohibitin 85.99 10 1.00 5.03 235 1.65
3.3+1.7 | 1.11+0.2 ||Coiled-coil domain-containing protein 47 95.56 1 1.00 0.88 1.26 1.13
3.2+1.6 | 0.9+0.3 ||DnaJ homolog subfamily C member 13 47.94 3 1.00 1.88 2.06 1.46
3.2+0.9 | 0.8+0.2 {10 kDa heat shock protein, mitochondrial 166.6 6 1.00 4.35 3.46 3.14
32108 ND U5 small nuclear ribonucleoprotein 200 kDa helicase 35.2 2 1.00 20.47 9.23 3.78
32+25 ND Staphylococcal nuclease domain-containing protein 1 526.98 31 1.00 3.73 259 2.01
3.1+0.7 | 1.3+0.4 [|ATP synthase subunit beta, mitochondrial 856.18 31 1.00 6.56 3.75 2.23
3.1+£0.7 | 0.9+0.1 [|26S protease regulatory subunit 7 105.05 6 1.00 5.79 2.29 1.88
3.0+23 | 1.1+0.1 |Integrin alpha-11 69.84 3 1.00 6.57 3.28 245
3.0+25 | 1.2+0.1 |[Collagen alpha-1(VI) chain 663.64 24 1.00 3.10 273 1.93
3.0+£29 | 1.2+0.1 ||40S ribosomal protein S11 165.6 8 1.00 276 1.86 2.07
3.0+ 0.9 | 1.0+0.3 [|Retinol dehydrogenase 14 31.94 2 1.00 0.14 0.00 0.02
5326 | 1.110.2 |Myb-binding protein 1A ND ND ND ND ND ND
4.1+0.9 | 1.1+0.2 |GTP-binding protein NG ND ND ND ND ND ND
3.8 1.0 £ 0.3 [|E3 UFM1-protein ligase 1 ND ND ND ND ND ND
3.7+27 ND Nucleolar RNA helicase 2 ND ND ND ND ND ND
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Proteinname Protein Peptide untreated NaOH NaOH/CaCl, [NaOH/Ca(OH),
Score count Ti (cont.) Ti Ti T
Chitinase-3-like protein 1 48.28 2 1.00 18.64 16.33 6.26
Peroxidasin homolog 45.41 2 1.00 361 1.77 1.16
Vitronectin precursor 47.57 1 1.00 15.58 22.66 9.09
Thrombospondin-2 41.86 2 1.00 2.66 1.96 1.18
Periostin 39.38 1 1.00 0.21 0.62 1.51
Dermcidin 34.36 2 1.00 0.57 0.94 0.52
Interstitial collagenase ND ND ND ND ND ND
Hyaluronan and proteoglycan link protein 1 ND ND ND ND ND ND
Connective tissue growth factor ND ND ND ND ND ND
Metalloproteinase inhibitor 3 ND ND ND ND ND ND
EGF-containing fibulin-like extracellular matrix protein 1 ND ND ND ND ND ND
SPARC-related modular calcium-binding protein 1 ND ND ND ND ND ND
Microfibrillar-associated protein 2 ND ND ND ND ND ND
Stanniocalcin-1 ND ND ND ND ND ND
Transforming growth factor beta-1 ND ND ND ND ND ND
Angiogenin ND ND ND ND ND ND
Insulin-like growth factor-binding protein 5 ND ND ND ND ND ND
el
g Protein Peptide untreated NaOH NaOH/CaCl, [NaOH/Ca(OH),
Froteinname Score count Ti (cont.) T T L
Peripherin 316.29 7 1.00 5.61 3413, 1.67
40S ribosomal protein S20 44.63 3 1.00 3.84 1.54 1.06
40S ribosomal protein S11 165.6 8 1.00 276 1.86 2.07
408 ribosomal protein S13 188.18 10 1.00 3.34 2.94 2.08
40S ribosomal protein S14 69.95 7 1.00 4.07 291 1.51
40S ribosomal protein S17 156.11 5 1.00 3.99 2.98 1.27
40S ribosomal protein S19 139.76 12 1.00 3.24 243 1.84
408 ribosomal protein S2 229.11 19 1.00 1.98 2.05 1.52
40S ribosomal protein S24 99.88 4 1.00 2.85 3.51 2.31
40S ribosomal protein S25 67.98 5 1.00 414 1.66 1.75
40S ribosomal protein S3 276.85 16 1.00 2.72 1.70 1.38
40S ribosomal protein S8 264.98 13 1.00 3.96 3.16 1.73
60S ribosomal protein L10a 122.73 9 1.00 3.69 1.97 1.43
60S ribosomal protein L18 199.75 10 1.00 3.39 2.66 1.72
60S ribosomal protein L5 173.67 15 1.00 5.48 4.76 2.41
60S ribosomal protein L7 313.3 19 1.00 2.55 2.36 1.84
60S ribosomal protein L8 158.98 1 1.00 297 2.31 1.96
Actin-related protein 2/3 complex subunit 4 218.84 7 1.00 2.59 243 1.80
Histone H2B type 2-E 375.22 8 1.00 1.87 1.26 0.82
Triosephosphate isomerase 544.05 23 1.00 2.39 2.92 243
Protein disulfide-isomerase A6 508.88 19 1.00 5.89 3.32 2.30
L-lactate dehydrogenase A-like 6A 72.91 2 1.00 4.27 2.52 1.30
Fascin 258.97 15 1.00 1.30 220 1.48
Proteasome subunit beta type-3 242.85 5 1.00 261 245 211
Proteasome subunit alpha type-1 94.08 8 1.00 3.02 1.93 1.64
Fructose-bisphosphate aldolase C 141.52 4 1.00 8.69 9.65 4.53
High mobility group protein 1-like 10 53.98 2 1.00 2.03 227 1.69
F-actin-capping protein subunit beta 101.93 9 1.00 215 2.01 1.22
Heterogeneous nuclear ribonucleoprotein A1 3294 18 1.00 4.97 3.43 207
Probable phosphoglycerate mutase 4 138.96 5 1.00 2.08 1.08 1.48
Ras-related protein Ral-B 61.29 2 1.00 3.99 247 1.72
Elongation factor 2 1305.78 51 1.00 1.98 2.61 1.54
Keratin, type | cytoskeletal 24 39.53 2 1.00 2.46 1.64 1.34
Lactoylglutathione lyase 42.92 4 1.00 1.03 1.41 1.11
Peroxiredoxin-2 186.02 10 1.00 1.56 2.25 1.37
Tubulin-specific chaperone A 24.69 1 1.00 82.90 50.37 61.81
cDNA FLJ14048 fis, clone HEMBA1006650 ND ND ND ND ND ND
Ribonuclease 4 ND ND ND ND ND ND
Golgi-associated plant pathogenesis-related protein 1 ND ND ND ND ND ND
PNAS-139 ND ND ND ND ND ND
Probable helicase with zinc finger domain ND ND ND ND ND ND
Semaphorin-7A ND ND ND ND ND ND
Torsin-1B ND ND ND ND ND ND
Zinc finger protein 677 ND ND ND ND ND ND
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