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research (symposium) [ Disease genome analysis
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Nishimura-Tadaki A, Wada T, Bano G, Gough K,
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ovarian failure. J Hum Genet 56(2) 156-160, 2011

Hiraki Y, Nishimura A, Hayashidani M, Terada Y,
Nishimura G, Okamoto N, Nishina S, Tsurusaki Y,
Doi H, Saitsu H, Miyake N, *Matsumoto N. A de
novo deletion of 20q11.2-q12 in a boy presenting
with abnormal hands and feet, retinal dysplasia,
and intractable feeding difficulty. Am J Med Genet
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sulfate-deficient adducted thumb—clubfoot
syndrome”. Which name is appropriate, “Adducted
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The 34™ annual meeting of the molecular biology
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technology enables a large scale medical genomic
research (symposium) [ Disease genome analysis
using next generation sequencer J Naomichi
Matsumoto _(Invited speaker)(Dec 14, 2011 at
Yokohama, Japan)
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