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UT COBRA 2 FV 7oy SCHF S 1V 3
—EHA 2 (patlPD EH A7) IZDOWTIE,
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IZBWT LRI RZER (dbSNP130 IZ B A4
<L T RVBOE, splicing DEER E%
FIEERI T L9 2 SNVs) IZFED Sz - 72,
—75. BreakDancer 12X WHHE bp LNV D
indel DN %4T > 725 # 130kb DFEEH 5
B &% longPCR library 70 & IFRE %
structural variant (SV) OBHIITE %55
7o BAEDOPT, FEERIIC BWS @ X F VAL HIH
R BT AEBIE RO H 5 Tz,

7. 77 LT 4 FXF VAL

BWS FEBIMIR 57 B4t L. Bio-COBRA %
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1. AF BWS FEBIDERKRBEB L U7/ 4 - =
Yo ) LR

Hol 42 SIEBI 2 INEE L, Bdsig 2 722 &
TAFR BWS FEBI O BHL IS TE 72, =
FHIRTEETLHEED, BRAOT /4 -
IYT ) AREERTEATEHL, REER
D7 WREBI T 2 & ik, BWS (CHEML L 72
REERZ b OMEBRDOBANEZ OND, IE
MRZHICIE, BELZRORVIERICBIT A
FHREREETOREPVLETH b, LJEH
BEETHELLZBRIZ, 4.2%THo7, T
DIEIXFCK TORE LIZIZFR L TH 505, Bl
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BEMICEST 52 L TIZS%E L @D
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BEREBEN4EEEDLIE, T4 IVARE
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KFEF2FEFTICHEL T E25, 10 7L E
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