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NIID

No

Title

Researcher

Title of Japan side

Japanese researcher

Genetic relationship of vector mosquitoes and the
vector-borne pathogens between Taiwan and Japan

Dr. Hwa-Jen Teng

Genetic relationship of vector mosquitoes and the
vector-borne pathogens between Taiwan and
Japan

Dr. Tomohiko Takasaki, Chief of the Arbovirus
Laboratory, Department of Virology 1, NIID, ,
Dr. Yoshio Tasuda , Laboratory of Taxonomy and
Ecology, Dept of Medical Entomology

Genetic analysis of highly virulent strains of
Entamoeba histolytica in the high risk groups
between Taiwan and Japan

Dr. Dar-Der Ji

Genetic polymorphism of Entamoeba genome

Kumiko Tsukui,PhD, Department of Parasitology

Drug-resistance mechanism, pathogenesis and
genomics of tuberculosis

Dr. Ruwen Jou

Molecular mechanisms of resistance to
antituberculous agents

Drs. Keigo Shibayama Department of
Bacteriology II

<Molecular mechanisms of latent tuberculosis
infection

<New serodiagnostics of disease due to
nontuberculoous mycobacteria, M. avium
complex

- |Kazuo Kobayashi, Director

Department of Immunology, NIID

Molecular studies on virulence and drug resistance
of leprosy

Dr. Ruwen Jou

Molecular studies on virulence and drug
resistance of leprosy

Dr. Masanori Kai , Dept of Mycobacteriology,
Leprosy Reseach Center

Sapovirus epidemiological study & Quick
diagnostic system for diarrheal viruses

Dr. Jyh-Yuanh Yang

Development of Sapovirus molecular
epidimiology and high sensitive diagnostic system
for diareal viruses

Kazuhiko Katayama, Ph.D.

Chief

Laboratory of Gastroenteritis viruses
Department of Virology Il

Development of diagnostic methods for brucellosis
and leptospirosis

Dr. Jung-Jung Mu

Development of diagnostic methods for
brucellosis, leptospirosis and validation of
diagnostic methods for human and animals used
in Japan

Brucellosis: Koichi Imaoka, Laboratory Chief,
Laboratory of Reservoir Control of Zoonoses,
Department of Veterinary Science, National
Institute of Infectious Diseases. ,

Leptospirosis: Koizumi,N. PhD, Department of
Bacteriology I
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No

Title od Indian side
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Jananese researcher

Retrospective analysis on the evolutionary aspects

of Vibrio cholerae

Asish K. Mukhopadhyay and B.L. Sarkar

Molecular analysis of evolutionary pathway -
genetic variation of CTX phages derived from
Vibrio cholerae O1

Masatomo Morita, PhD Senior Research Scientist,
Department of Bacteriology [

Differential pathogenesis of Giardia : Role of
Giardia Virus.

Dr, Sandipan Ganguly

Identification and characterization of novel
viruses in the enteric protozoa

Tomoyoshi Nozaki, Director Department of
Parasitology

Development of universal Shigella vaccine
based on virulence gene expression

Hemanta Koley

Development of universal Shigella vaccine
based on virulence gene expression

Jiro Mitobe, M.D. & PhD , Senior Research
Scientist, Department of Bacteriology 1

Analysis of HLA-associated HIV-1 mutations in

~{India and Japan

Dr Sekhar Chakrabarti

Analysis of HLA-associated HIV-1 mutations in
India and Japan

Matano, Director, AIDS Research Center
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No Title Researcher Title of Japan side Japanese researcher
Evaluation and improvement of double-disk synergy test . . Evaluation and improvement of double-disk
1 method for detection of NDM-1-producing Nguyen Binh Minh, M.D. Ph.D. synergy test method for detection of NDM-1- Drs. Keigo Shibayama , Director, Department of
Enterobacteriaceae clinical isolates and research on producing Enterobacteriaceae clinical isolates  {Bacteriology I1
Clostridium difficile and research on Clostridium difficile
Development of methods for detection of rubella | TrieuThi Thanh Van, M.D Development of methods for detection of rubella . .
. . . K K R . . , . |Dr.Katsuhiro Komase, Chief, Department of
2|and measles viruses and epidemiological analysis of and measles viruses and epidemiological analysis | . " .
rubella and measles viruses in Vietnam of rubella and measles viruses in Vietnam Y
. o Rabies: Dr.Nguyen Thi Kicu Anh A N Rabies: Dr.Satoshi INOUE Chief, Anthrax:
The improvement of the epidemiological Anthrax: Dr.Thi Thu Ha Hoang The improvement of the epidemiological . .
3 X X X . R . A Dr.Akiko OKUTANI , senior reseacher
surveillance of rabies and anthrax in Vietnam. surveillance of rabies and anthrax in Vietnam. . .
,Department of Veterinary Science
Collaborative network between National institute of Collaborative network between National institute
Infectious diseases (NIID) and National Institute of . of Infectious diseases (NIID) and National Dr.Hideaki Ohno , Chief, Department of
4 . . . Dr.Thi Thu Ha Hoang . . S
Hygiene and Epidemiology (NIHE) on basic and Institute of Hygiene and Epidemiology (NIHE) |Chemotherapy and Mycoses
clinical study of Histoplasmosis. on basic and clinical study of Histoplasmosis.
Establishment of laboratory diagnosis for Establishment of laboratory diagnosis for
5 leptosp}rOSI-s and 1nvest1gat10n Qf prevalence of Dr.Thi Thu Ha Hoang, Bacteriology Department leptosp%rOst and mvestx.gatlon f)f prevalence of | Dr.Nobuo Koizumi, Scmor researcher,
leptospirosis among patients with fever of unknown leptospirosis among patients with fever of Department of Bacteriology |
origin in northern area of Vietnam unknown origin in northern area of Vietnam
. . . . N, Binh Minh, M.D. Ph.D. . . _ . .
Molecular epidemiology of Vibrio cholerae in ‘guyen Bina ¥, - Molecular epidemiology of Vibrio choleragin  |Dr. Hidemasa IZUMIYA, Chief Department of
6. .. binhminh.nihe@gmail.com . .
Vietnam. Vietnam. Bacteriology I
Laboratory diagnosis and molecular epidemiology of Laboratory diagnosis and molecular ) o
enteroviruses from cases with hand, foot, and mouth o epidemiology of enteroviruses from cases with |- Hiroyuki Shimizu
7 Nguyen Thi Hien Thanh Chief, Department of Virology II

disease in Vietnam

hand, foot, and mouth disease in Vietnam
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Epidemiology of HFMD and genetic characterization of HEV71 and CVA16
FRIWADEFEE T TOTA VA 71 BERODY By F—01 )L A A16 Dz T

WA - Bk
WA Xu Wenbo
WS 1 Zhang Yong

ERTGSEIST 1 )L ER
Chinese Center for Disease Control and Prevention
Chinese Center for Disease Control and Prevention

W

HEEAS T, 2008 4ELE, ZROSECHIZZDFR D D WET T 001 VA 11 EVT1) BFYED T T %5
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JEDKBIBT 2 T L. KEptaiE s /s> T
D, 1990 SRR HITIE. L — 2 7 BIUEIETEVT
O NAENSE 2~ (DL A I X R Aol v VA S ey WP Tor) X
DAL, 2000 SUIC A TINGIE, S 2 HR—)L,
FT—=ARTUT, FHi XhFL, AASY D7 &E
T, EVT1 SRR DFRIER TR E 31T 0W 5,
FEA LT 2008 4ELCK, 28O plEEOTRN
D DUNE EVT1 BEGRERT TOFRAED RS ST WS,
EIZ 2010 R, w4 1T 850 B LT
JSECHIDGE I3IUTH O, -4 Eo RS/
ETxoTnWA,

EVT1 OICFRERREEARITT 27200, Fz, MmO YE
JRIE AT D REE OB TRO EVT1 AMAiE L Cnasa]
RelEZfnTd 27200, EVT1 2RO TR RfRsT

EDSINTND, 172 R VP OIS %2 T
SN U2 FRmc L 5 &, e, 37 27 Hitksg,
THEESIVZEVILIE. g XTOnRN, 2 FBED
= FRITH S genogroup B $H&T8 genogroup € 12k
<AL T HIT BI~B5 BE C1~Ch 1THlis S
5. 1990 FAEELEE, B2, B3 BLUB4. (1 B
KL 2N T 2T D%< DM THEESNTH O,
19T DX L—27, 1998 FEOREIZHT 2 BVT1 AN
R &7 KRBT TR RH Tl Z4Fi.,
B3 BRUCL N EE 2 TR Tdd o 7z HPIED T L1
BREGI SIFEE TR 04 2 41, 2008 BRSO H
EO EVT] R, 1 EEAE (4 THDESINTNHDIN
AEHIZDWTIE, SIEREMTHIWEE SND,

WY 0T DZ< QMM SIE, Sl A A
Uy D, MO THEEZ DT VA &0
AR EDEIN EVTL 93 < Sl S 41TV %, BT 494
RO RAATIC I D & BEE D BVT i 78 L
FBOEE( & OUIRERPREIETZRD ST,
ZALDBEIER - FECHIZ LD KA TR IR )
FEAE LT L HEA T THEEX 3172 EVT 1 708k /-1
PRI R L O 1 ) AT, EhdTHEYE
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IR DBV DB K USRS BT

LI RHE R L LT EVI D8RO TS
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B. Bk

PECBITSFR ORI TR I WRERET—1 5
VAEET ARETERIL. E (D0 AR HEE TH
% Dr Xu Wenbo BLUHHFEH; /135 TH S Dr Zhang Yong
DO IERR TR T,

FETIE. 2008 SELCR. R IR 2RSS
YWE LT TR Y, BRRZWNT X5 F 2 ORERIETS
WEIN TS, FROFREREZSWNL. FEENT
TFOTAINAERERY NI —JIZBNWTERSN
THED., WEROECEFEEORRRAZ AW, B
B % BT VA8 RT-P(R . HHWIE
real-time PCRIEIC R DB AR TON T NS, H
EiCBT 5 FRORERZZH 7 0—OFEZ LTI
<9 (X 1. Dr Xu Wenbo $2EEERD .

E

HFMD Cases Flow Chart for Laboratory Identification

Clinical specimens: throat swabs, stool specimens, CSF, serum, autopsy tissues!,
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INFIVEAERR L, BIRTFHTB RO VAZFEHER
DI T2 77,

C. WEBER
1) P CDC {AHE2EE & OHFERFFHT &8 0%

WHO Global Polio Laboratory meeting (201149 H
22-23 H, Yax—7) OB, HE CDC BIORFEREE
TH5 Dr XuWenbo, BXN T2 F T4 )V AREYAE
1840 Dr Zhang Yong &, AFEBIUAEELED
HEFFEOAHEIC DWW TS TE 2=k L7z, &
FEROVKREE, FE (D0 T FEORHSRA)
SaBEs iz a1 VA EVTT BERUCALS) D7
AT B I ONMEE T =T 5 2 &%
WA L7z,
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WHO P sEE 5/, &l CDC. &8 CDC X b J-L
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FROBAA KT 27 A Guide to Clinical
Management and Public Health Response for Hand Foot
Mouth Disease (HFMD) ™ ZAERR U7z, AHA R >
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FEEIZ BT 2 FREEROFEE D RES e o7z,
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DA IVATHNNCT1 TS RRESOEHAE, EVT] R 5
SEEARKE VRS, SR A1) AR AT L
EVT1 (R PR L & U, AT 7z
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1) Nakajma N, Kitamori Y, Ohnaka S, Mitoma Y,
Mizuta K, Wakita T, Shimizu H, Arta M.
Development of a  transcriptionteverse

transcription concerted reaction method for specific

detection of human enterovirus 71 from dlinical
specimen J Clin Microbiol  (in press)

2) Fuimoto T, lizuka S, Enomoto M, Abe K,
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C4 genotype was divided C4a and C4b
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B A BRIE RS Gl > 7V PSR - BEERENTFEEE)

7T OBFIEHLHEEEEDIRT FU—Fy FU =T DREEE
SEFEMTZEMA I D5RILIZB T 2058

L Ud R DR T

WoemE A W ESEHUERROT MR
BHNE AT ESIESSERT WSS
WEGAE H O AR

MEES : L O X TEOFTERRE TH D Legionella pneumophila MIERE 1 BRICDWT, 4
FEFNTIETH D/ AT 4 —)) FESUKENE & sequenced based typing (SBT) IEDRF &

o7z,

PNIVAT 4 =) REKIKENEIERERHADZZOROAMBRFIETH D, HERkEEK

WINPTV, ZNNERE S N7z, SBT IEIIFERDY ST HMTRENZHD T, MOEKE
DERFIOMRNBES T, T—FRX—AfLan, HRAKETOT—FREELTETN D,

A. BHEBER)

VOFRIREFL PR TEREEZERE &
U7 M g iE ©. HATIIABHRIZH
WT U UITERBIRREF SR E 5, 585 E
TIRHRT IV OWRB RO, ZZHOBHIE K
X HRFABREEANRESN TS, L
DA R TEDBRIRE SN T D201
BED SN EEE Nz bR SRR S HER T N
LHEBRBEKN S DBES N ERO REZHERT
LENH D, BETHNTWD 2 TESER
FiEZKE L, FHOT 2,

B. Hik
1) /NIVAT 41—V RT)VESIKE (PFGE)
%
(1) BCYEaq ZE R 21l |- 35°C CTREIUES 2 48 IFF
MLAN O FTEE73 BE 2 100~200 pL DB

FKIZYY 7 77 =52 F 5 HEDREIZE
BL. 50~55CITIRDERD 1% SeaKem®
Gold Agarose &EH . plug mold (Bio-Rad)lZ i
LAAZERCELS Y, 7HAo—A70v
ZEHT D,

Q7 AO—AT 0y 7 ZEHE D REE R
(0.1mg/ml proteinase K, 1% N-lauroylsarcosine,
0.5MEDTA,pH 8.0) I1mLIZ#E L., 50CT1
R FIRE T 5,

G 7 HO—AT Oy 7 Z@YaRKEIICY
Wr#%. 4 mM Pefabloc SC (Roche Diagnostics)
& 72 TE /Nw 77— (10 mM Tris-HCl, 1
mM EDTA,pH 8.0 ) ImL IZ# L. 50C T 30
DRGSR E T L\ 4mM Pefabloc SC
ZENIZTE Ny 77 —IC#Z. HU 50C
T 30 pREWRIT D, WE TE Ny 77—
I mLIZ#Z, KET30 D IRERET 5. K




ZHIREERUBED 72D D 1 xM/Ny 7 7 —
(50 mM NaCl, 10 mM Tris-HCl, 10 mM MgCl2,
I mM dithiothreitol, 100 pg/mL bovine serum
albumin) 200 pL IZ#2 2, K ET30 niRE L.
N 77— ETT D,
(4)#& % 50 units/sample Ol FR#EE SAT
(Roche) 7z & TMEIFREEHR/Nw 7 7 — 100 uL
ICHEZ . SOC T 4 RRHRE LI 2. Bk
M ZAEZ =7 Hn—2 7 0y 713k %E
0.5xTBE ( Tris-borate 45 mM, EDTA | mM )
WA BRUKEZMIA T 2 £ T 4CITEL,
(5)7 1 77 % 1% SeaKem" Gold Agarose | 1
D TUE AT )L 2B D%, 0.5<TBE
Ny 77— (14 C). JNIVARZA L SHNG
50 B 6 Viem, JkENMER] 21 BERIT/NILA
74 =)V R )VESIKE) (CHEF DR I
System, Bio-Rad) Z{75. EBRUKEE T, 7
L 05 ugmL DLF T LT A RTH
U, BHIKT 30 40 3 [ U SRS SR ia ) 2k
i ETHERZT 5. 155172 PFGE /¥4 —
NZHEDE Fingerprinting 1Y 7 b = 7 % H
WTEHER Z 1R T 2.

2) Sequence Based Typing (SBT) %

EWGLI (European Working Group for
Legionella Infections) D ik
(http://www.ewgli.org/) (28> T, flad. pilE.
mompS. proA. neud 5T D i
DR OIS ANZ B < BB (SBT) Z77
W, ERFMERE LY, flad 1 3HEE
(flagellin})% > /N2 B pil E V3 1V 8958 E(type TV
pilin)¥ 2 /NT . asd \ AL A Z R GR
HRTHLTANTF UEELITNTE RF
bt R’ —"(aspartate-b-semialdehyde

asd, mip,

dehydrogenase). mip IIfEET /07 7 — I~
DG ZE 59 % (macrophage infectivity
potentiator) ¥ > /N7 E, mompS |3 EHAES
> /X7 ® (major outer membrane protein). prod
WHESY A& 07857 — -+ (zine
metalloprotease). neud \IN-7 )V /A4 53>
B> FONRS 2 AT725—F
(N-acylpeuraminate cytidylyltransferase) % %41
TNIA—RIT2EETTHD, TRIETOM
BT RNRE o727 Btk Z EWGLI O 7 — %
N=ZNZEET D&, HILWLEETHEOM
BEDEIZDNTIL ST (sequence type) T >
W= MG SN %,

C. WF7EHsR
H A& N ST 5 3177 Legionella
preumophila MIERE 1 53BEE 31 Bk QRIS K

jatz3

f

o

SrBERR 10 Bk, IR SRR BERR 10 KR, 1RSI RY
B U7 T K D ERR 0 B 7 R, RSN

BIODEGIR 7 BiERR 4 BR) 13 30 FE¥E D PFGE /%
5 — NI IN Tz, PEGE /NZ — 25 Hi
T BN R HIEE Ko BERR S 1 DD 7 5 2
=R L TNWDZEERLEZ. EiRo 31
MRIZ SBT {12 K 0 16 FREEIC M7z, 10 £
DHHIER D BERIZ TR T STL 72072, &5
\ZRERIR AN W D ERPR 72 Bl 2 81 % ST1 T,
PFGE DG HIE KD HERD 7 5 25 — 125 &
Nice BOD ISFEED ST DS L, 2 BRELE
L7034 BT, 1 EEIT I SRT DEok
(K1),

IRHE IR BRI DWW TR E S 1cli7 75 55
HRIZDOWT SBT {7272 & 2 A, STL LIS D
ﬁﬁ?@%ﬁmémtﬁsnwuw%mww



=1 WAEKEER L pneumophila

MIEEE 1 70 BRI R T 85
BETH e (%)
ST1 40 (73%)
ST154 4 (%)
ST598 3 (5%)
ST150 2 (4%)
At (143 D) 6  (11%)
at 55 100%

D. &8

PFGE £\, FftsifkzE>. ERES
RN ZE< T2, SIBEOH R
R CTHEBHNHET 5 EO%E RIZLD.,
fa AN D E TORMIDYVER T, REREN
K<, ETETZOH FEFNEEED
WU,

SBT {LVE. Rl HIE /K7 BERRZY ST1 124
% (FA7z 65 ¥k 50 KRS STL. 77%) 729

. #EH & LT, PFGE KL D fEREIZS 2
HDOD, T—IN—AINEZTHO., Rix
LEH, BT TORBRO RN AIEETH 2.,
HADL PF X TEOEBELBRPRETH DIk
SRR BRI DU T PFGE [AlAR SBT 12D\
THEHEUEDNRD 5N,

SEE. PEOREKMNS O Legionella
pneumophila MIHH 1 7 #EKKIZ DWW T PFGE &
SBT Z17 > Jz#& RN, F1lE CDC n S #6d T ik
HEINEY FHUCK D E. 82 ¥Rkid 46 FEED
PFGE /\% — 24T 53, SBT Tl 22 flisA
5. BHEDRR SR ENE 572,
REEDOSTHO S5 1THEIIH L WAE S
72, DD SHEFED S E, 1 DILSTL T 46.3%
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FIERBEIT 4 ERPEOF THREREE
RO TN, BENSEKESEEL . B
BEMHAT L ZE 3L PA R ITETFHOZD
DERBEKOEAEERD-DICEETH D, +
DIzH Dy TEFNFIEE LT PFGE iEH
FUSBTHEIZDWTOE RNEEN D,
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Microbiol. 43:2047-52.
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transferase,
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Isolate

126B
370B
229B
295B
230B
252P
369P
128B
263P
158B
160B
231B
292BP
374BP
301BP
159B
294p
79P*
81p*
121C
217C
225C
80P*
83p*
122C
182C
224C
124C
228C
223C
226C

Sequence type
ST flaA pilE asd mip mompS proA neuA
124 6 16 14 3 21 14 3
141 2 12 3 6 8 14 9
136 6 10 17 6 9 4 9
136 6 10 17 6 9 4 9
137 6 10 21 6 9 4 9
1383210 12 7 3 16 18 6
38 10 12 7 3 16 18 6
125 6 10 15 28 4 4 11
139 6 10 15 13 4 14 11
127 3 13 1 10 14 9 11
2 6 6 15 28 4 14 11
129 6 6 15 28 4 14 11
23 2 3 9 10 2 1 6
23 2 3 9 10 2 | 6
2 6 10 19 3 19 4 9
128 7 6 17 3 14 11 11
140 2 3 18 11 2 10 12
118 12 8 11 20 5 12 6
42 4 7 11 3 11 12 9
1 1 4 3 1 1 1 1
| 1 4 3 1 1 1 1
| 1 4 3 1 1 1 1
1 | 4 3 1 1 1 1
1 1 4 3 1 1 | |
1 1 4 3 1 1 1 1
1 | 4 3 1 1 1 1
1 1 4 3 1 1 1 1
1 1 4 3 1 1 1 1
1 1 4 3 1 | 1 1
1 1 4 3 1 1 1 1
1 1 4 3 1 1 1 1

spring quality

weakly alkaline simple thermal
weakly alkaline hypertonic
chloride

alkaline simple thermal
chloride

radioactive

sodium chloride

sulfate

alkaline simple thermal

tap water

simple thermal (sodium chloride)
weakly alkaline simple thermal
sodium hydrogen carbonate

B: Bath water

P: Patient related bath

BP: Bath-related outbreak

P*: Patient infected at
unknown sources

C: Cooling tower water

L. pneumophi lalfl jERHEL Sy BERE DPFGE/N Z — L 3 L OSSBTEIZ X A U B 5



JRAET BRI A TV T SR - FEUR Y ST
TOT DRERGYEHSIEBIE DO TR T N —Fw N T — 2 O & L FENIELEE O
SRACICBI S 2058 (H23— HTHl—8—020 )
TS E
Severe Fever with Thrombocytopenia Syndrome (SFTS: EEJE 5 B4 /MK 5 i)
EBREZWINEICET 2015t

Wi BE  HI % ENCRBYERIZEIT T A L A8

WFFEEEE © 2009 4FIZ P ETHEE U 7z BAE 56 B0 i/ MR B IESFTS) O R ™ 1 )L A4,
TZXTANART LRI AN ZBROFFED 741 )V A(SFTS A )L A: SFTSV)TH 2 = &
IAHRLE CDC I &> TS N7z, SFTSV 2N T2 74 N F <y ZidhE O 5T,
HAZEDY 27, KFERBIZES ERLTWS, AP TPCR ZAWTHAD TS =
MG SFTS UA N ZAOWIMERDTZ, TNTRETH /2. 2, YasEF >k

SFTSV MEREESAREZIER L, 2R E Lz ELISA B XU aehikiEc L %

SFTSV §ifk Ok ML 7z,

WEFthn 135 S LT, A Test, &8 b,
L, DB -B]L PR (R
TEMIERT D LA -850 . #igiE ([,
KRB PEER)

A WFFTHAY

20094 3 H/p5 7 ST, EdL
A EFEE OIHFEHEI D B ROM T,
FERL NI, EIBREAR,  F Bk
TR EMED R & LT Severe Fever
with Thrombocytopenia Syndrome
(SFTS: HfiE 58 2l tfi/ MR s/ D) 788 o &
NIz Y], Anaplasma phagocytophilum
75 EOMMERIC LD kiR Y 75 X<
REZNFEOINZN, MR IR & )5

WEAHTH > 7z, hEEREEEZEY > 5 —
(CDOIZ K> T, BERMIMLY > TIN5
DI AINAFEEFAA S, 201148, FHfE
DSFTS™ 1 )V A(SFTSV) DL N T
B2 ENREINZ. TOBROEERE
TSFTSDRWEIER BIBHEDK 1 2 %
DAEL) SN0, E RS E R
DFELEHOME SN NS, NRE
EEEERT AN ABPIED D ELTHE
HEnTwas,

SFTSVIE, 3DORNAEZ/ Ak (8, M
BIOL) 275/ LELTHDT VA
WARL T LARTANABIET 5. T %
Ly TLRTAINABIET > R 751 #
DANWATIN—"T ()T "N =81 )]




A, T MATAINARE) EU—U 2
IITAINATIN—TIZKBIEN S, FlH
HOMNoZSFTSVIZWT I H BT, 4
ZOTN—TERAL TS (K1) .

TLVRIAINABDE S DTAIAEGAT
NI R DBRPBS TS nom, F=, i
LR SNDZTANADHDE (T—F

ZIITUAIAUT INL—BTAILA)

SFTSVOBAIR ZRrE T 729, PECDC
12 & 0 SFTSHAT HLIEHOD 155,900/ 4 2358
57z, 2 TPCREMTH 57z, —7.
Haemaphysalis longicornis (7% N7 F<
&) 186fEAEH 10\ (5. 4%) B
HTH oz, SFISVIREN75 b7
FF ZZHPEZT TR, HEZED
7T KFHERFEDOL < OMIBIZER L.
EYY, Ui, RAIRELLS OWHALEY)
EEEELTVND, 20D, BAZED,
JR W TSFTSVIES Y — X1 5 2 A %
TOMENEND D,
AHFFETIX, FE CDC ot sz
SFTSV OEfxThisl. PCR 7714 <—,
PCR &% 0EHREH &1, SFTSV fath
RERFEL. HEAOF ZIZBT S SFTSV
ORAERMNZFET S, £/, SFTSV Hifk
MetiEZEMNL L. SFTS O ARSEH| 5
EAOXREREFETHEEBIZ, HEADOE
SLENIC BLT D SFTSV B DA M2 5N
%o Rk 23 SRSV L EM T CTERINL 72 7
Y RNTFFIREZBIOMMOT YT N5
PCR %\ T SFTSV Bin T Dt Z il 7
7z, Fiz. A SFTSV EEHENP)F
WREEHRL, INZzhA L L2 ELISA B

K ORISR PUAIFA) I L D SFTSV §ifk
ORI DWW TR L7z, 728, SFTSV
AWK, TAIVABREE, WiEY T
VESHERORH THEAZ?EL THH
T, AFHKENo 2D, AR TIE
SFTSV #EinFZME I bFam L TER
IR Wz,

B  WEAE

5 I
20114 6 AP XU8 BICHLEMT D1l
DENENED BT TY Z&2FIL., EF
BAMBEE R W TSI —2nEL 7.
WIRIZ 7Y N F Y =511, BT FHF
YYZ16L, YYhYF 5L, FFTF
—2lLTHoTz,

RNA i, cDNA &L PCR
1DOF 2 —TH/z 0¥ ik 2-4 L%
ISOGEN T L. RNA ZHli L7z,
RT-PCR beads (GE NV A4 7 #h) &
TS UH LT 514 <X—12L0 cDNA Z &K
L7ze cDNA 1l ZHWWT, 1) 7LARTA
WARBKE T 74—y hBIL, 2)
SFTSV RN T 714 <—1v hEANT
nested PCR #7157z, £/, ¥ Z#ft >
TNHEOPCR A PE—)LELT, 3)
IR RUT 16SRNA ZY —45
NelLizro1<—ty hE2HWTPCR
1oz, 7oA AN EZLLFIZRT .

1) JVARIANABHREBE TS <—1y
=
1st PCR



NPlebol+: 5-ATG GAR GGI TTT GTI
WSI CII CC-3

NPlebol-: 5-AAR TTR CTI GWI GCY
TTI ARI GTI GC-3

2nd PCR

NPhlebo2+: 5-WTI CCI AAI CCI YMS
AAR ATG-3

NPhlebo2-: 5-TCY TCY TTR TTY TTR
ARR TAR CC-3

2) SFTSV R T I14 < —1 v
1st PCR

SFTSV NP-2F: 5-CAT CAT TGT CTT
TGC CCT GA-3

SFTSV NP-1R: 5-TTC AGC CAC TTC
ACC CGA A-3

2nd PCR

SFTSV NP-1F: 5-ATC GTC AAG GCA
TCA GGG AA-3

SFTSV NP-2R: 5-AGA AGA CAG AGT
TCA CAG CA-3

3) Y=Y RUY 16SRNA &% —4
vhELETIAv—ty b

mtrrsH-F: 5-GTA TTT TGA CTA TAC
AAA GGT ATT GWA ATAAG-3
mtrrsH-R: 5-GTA GGA WTT YAA AAG
TTG AAC AAA CTT CTT-3

NFa 0T A )V AFERRICK S SFTSV NP
SFTSV NP ¢cDNA (Invitrogen £ TH& k) %
NF2OTAINART ATy —RT 5 —

pACYM1 12/ 1—= 24 L, N¥a T
VA DNA & & &I BB Tn5 12 k5 >
ATzl A b, BBk 5
2 SFTSV NP ##% L7z,

AL EYAIIE T SFTSV NP JH
SFTSV NP ¢cDNA Z Bl la e s~ 7
5 —pKS336 12/ 0 —=>/ L, HeLa #f}iz
Wb ATxzrarl, 7I9AMYA
> >°C SFTSV NP eIl 2 2R L
7zo NPEETIFEAMIE 2 v 7 21,
ATA BT T A IR Ui, WEsd
IFAHIR & U7z,

7B 5 SFTSV NP [fiti% o 2
NFa2OTA)VAFEE R THEE, BRL/Z
SFTSV NP 278 FI12hE L. UHFh
SFTSV NP ifui Z #4 L7z,

C #E
PCR 12K % SFTSV kit
WELEM G TT S5 N F vy B UM
DI EF AR L . RNA i, cDNA &
A%, PCR Z{T\y, SFTSV s T %
il A7z HE CDC 5 O SFTSV # Rz 1.
PCR 771 <v—, PCR &M% 0 1EH %5
FIZU. D) TVRIAINABERET T4 <
—tv hBLU 2) SFTSV i) 751
N—tvy hEHWz, £z, ¥Zhoo
RNA filiffi, cDNA GRRED THEORY T 4
Jarho—)LELT, 3) FZIharR
U7 16SRNAZ5 —7w LT T4
N—1tv hEHWZ,




ZTORR, TVRUAINARBLBATS ST
—tv FEHWZPCR TIZY i3 Tk
HTho/z (K2) . SFTSVHFENT T+
v—tv h&ERAWZ PCR Tidn< D»

PCR EMMRD LN (K2) . Zhnb

DIV "= L AZETOIET A,

SFTSV OEFNILRD 5N T2 TR
BEEY Cholz (F—FIIRST) . &
NSOFRNS, GHEEBR LTS T T
Y ZBIOFOMO T Y ZHEHIZ SFTSV
ZRAE L TWREWEEZ SNz,

SFTSV NP OFHi & 7445 SFTSV NP
I {E DYER

P ERIOFSIT SFTSV BERFIZAFH
kizino7z72%, SFTSV NP ¢cDNA Z{t%
GRL., ZNZENF2 0TI ARBRZ
AWTHH#LZ SFTSVNP 2% L7z, 28
Y FITREL, TP FH SFTSV NP it
BEMERLZ (83) .

SEFTSV NP ELISA
NF2DOTAIVAFEERTRHEL
SFTSV NP Z#iJi & L T IgG-ELISA %17
27/2& T A SFTSV NP I3 F 5L SFTSV
NP & (anti-SFTSV NP) 2 s L7 (fiy
FRUAEER 6,400 5 LA L), —77, WL T LAY
AINARZETBY T SNV —BT 1)L AD
NP {Zxd 2 7B FHiif1iE (anti-RVFV
NP) BL MOTAIAD NP IZHT %
7Y FHME (anti-CCHFV NP,
anti-LASV NP, anti-JUNV NP) {3
SFTSV @O NP IZIR Uo7z (K4) .

IFA 12 L% SFTSV NP #

SFTSV NP %Z HeLa fila TR, M
B HERAZY 2 b EE LU IFAFIRE L
/2o Y F anti-SFTSV NP {3 SFTSV NP
8 HeLa Ml ICRERAICKIE L. RVFV
BRI IIIRR Lisdh o7z, —H, U
F anti-RVFV NP |3 SFTSV NP % HeLa
MRS Lizho7z (K5) .

D =&

SFTS lIZD@mWBBEE L, & h-k &
RERITHREEND DI NG, N
EEBEERTA I AERIED—D & LT
HENTW5, SFTSV 2N 3 5745 K7
FRY ZIIPEO A ST HAREICH R
L. Z<OHNAEY), FEEBEEETHZ
EMS, BOPEIRBNWTH TS 8N
SFTSV &% WHiE&O T A ) A & fE T
OMEDMRAET LI ENBETH S, £
Tz 70—=NUHERREICERL TWDIE
FIZBNT SFTS MEARPEIE S U THRS
RENDABEENH D720, BAOEICB N
TH SFTSV Huikt i O EBR=EBWiLkE
B L ThEM iz sz, AMEED
MRICBNT, BEZEMBO~ S Z#Hh 5
PCR T SFTSV #E{rnFidmtt s e o7z
ZENS, Ao~ S =38 SFTSV &
HWNTEBDOT A I AZLRE L TWh5alfE
PIIEWEEZ 5Nz, 4% ¥ ZHOD
B Z T 5 & E B, SFTSV 5 Wi
EBOTAINAZ@EREICHRET2 X5 7
PCR 774 X —DRFEITOIBEND 5.



Kz, AWK THIELZ, ELISA % Wid
IFA 12X D H1 SFTSV NP Hifk 2k 2191
BILd 5 &gl izo . ZOhukR
RO 2B T 272012, SFTS
B DD VIIREREY O MEY > T &
WL ZENRATH D, 4. FECDC
& DEFFILFF I E —FHE LD T < db
HIND D,

DR

(1) HE CDC 72 5 O SFTSV E s 1
PCR 771 <—., PCR &H%5DEHRES
B, TV RUA N ABIGE T 51 < —,
SFTSV R 7 A4 v —% MW T, HAD
< RN S SFTSV BIR T & i A7z
N TRTREETHS 2,

-

(2)  SETSVOANAZOHD, ik
B2 7IVET R ER O B ETRHEA S 5 L
THBHT. ATRHREN-72/-8, SFTSV
BARTZ2ME L& LT SFTSV NP
FERIRZAFRLL 7,

(3) AW TH% L7z ELISA BL O
IFA 12 0 SFTSV NP 23 2 ik % 4
RANTMI T 2 2 EMuTREE o 7.

(4) SREEELIM, <& ZEicBiTs
SFTSV {rfy & Ok & PCRIEOSHE %
fT9. £7z. ELISA BX U IFA OF HED
AL ETH S,

F amxEE
1) Fukushi S, Nakauchi M, Mizutani T, Saijo
M, Kurane I, Morikawa S. Antigen-capture
ELISA for the detection of Rift Valley
fever virus

nucleoprotein using new

monoclonal antibodies. J Virol Methods.

2012 in press
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B 1) 7L RN ARBDS TR

SFTSV(SD24) b
SFTSV(HB29)
SFTS
SFTSV(JS3)
SFTSV(AH12) -
Sandfly fever sicilian virus ~ _
TOSV(H/IMTSSA )
TOSV(AR)
Massilia virus(W) Sandfly fever
PTV(Adames)
{ RVFV(HwB375)
RVFV(ZH-548)
RVFV(MP12)
RVFV(ZH-1776) i
UUKV(S23) J Uukuniemi
0.05
K 2) PCR DR
I =<
i 2 IE-
& > b2
th LN w g
i = Foo® g
. + L 4 s
= ib Pk ®m N
N u Flla oo

{1} Phlebovirus 3£ 38

(3]

L SETSV specific {NP | . ‘
. -Wpyw

8080080 00‘*caana.

EYI G StE e b L by . L .
L Ly ‘ - g s 408 bp




