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*Uncultured bacterium partial 16S rRNA gene, isolate BFO002A120.
*Uncultured bacterium partial 16S rRNA gene, isolate BFO001C113.
*Uncultured bacterium clone E78-204 16S ribosomal RNA gene

*Uncultured bacterium clone ORSPEP_c03 16S ribosomal RNA gene
*Uncultured Frankiaceae bacterium clone Amb_16S_866 16S ribosomal RNA
*Uncultured bacterium clone E71-205 16S ribosomal RNA gene

*Uncultured bacterium clone sE12-101 16S ribosomal RNA gene
*Uncultured Neisseria sp. clone 1S024B83 16S ribosomal RNA gene
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