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Brunei 0 0 0 0 0 0 0
Cambodia 257 315 212 89 25 36 0 80 89.6
China 3196 1526 1296 492 34 347 161
China, Hong Kong

Special Administrative Region 28 2 0 1 0 0 1 100 100
China, Macao Special

Administrative Region 0 0 0 0 0 0 0
Commonwealth of the Northern
Mariana Islands 3 0 0 0 0 0 0
Cook Islands 0 0 0 0 0 0 0
Fiji 9 6 6 0 0 2 3
Japan 10 11 9 1 0 0 0
Kiribati 27 63 31 22 24 0 0
Republic of Korea 363 12 10 5 0 6 3 100 100
Lao People’s Democratic Republic 112 125 105 97 5 19 0
Malaysia 681 190 134 59 10 2 0
Marshall Islands 62 64 37 3 13 0 0
Mongolia 0 0 0 0 0 0 0
Micronesia (Federated States of) 87 141 65 29 38 0 0
Nauru 3 3 3 0 1 0 I
New Caledonia 4 2 2 1 0 0
Palau 7 4 4 1 0 1 0
Papua New Guinea 452 270 167 102 54 20 0
Philippines 2279 2514 1 541 503 96 69 14 90 88
Singapore 29 12 5 0 0 0 0 100 100
Solomon Islands 12 15 12 10 3 0 0
Tonga 0 0 0 0 0 0 0
Tuvalu 1 1 1 1 0 0 0
Vanuatu 4 3 2 l 0 0 0
Viet Nam 521 588 409 178 25 102 8 100 100
Wallis and Futuna 0 0 0 0 0 0 0
Total 8 152 5 867 4 051 1595 328 604 192
* Prevalence per 10000 population, beginning of 2008.
® Cure rate among 2006 cohort.
¢ Cure rate among 2005 cohort.
4 Cure rate among 2004 cohort.
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TeE& TR, REBAZ Y T7ORTNYY UK
FIEDOEMMAEZRODIEEL L,

TSI, 28—, BT 4 B—IVIERENY

TUBREFRRL TRV, TNSDOELZDPNVE
VRFIEBERLIVREICERTEEDEHMITS
T DREDE A LbhET 31255,

WHO &, $HCRENE K. E- 4 —RUME, Z
LTR2TONVERPFHRBENEYICEBE SN,
RAHICESHIGARE MDT) KK bRKRT S
HOFEFEH AT 2 DO IER 120t
Lkt 3, B OBLRBHERL L OHERNE
BEICED, NEVRBEPMAZTVBRAEL
HEMERR, < OMBKICHE TS CORRICHE
HETBEENRBEN IS BT EPHRBENT
w5,

AFIE, TR 20 FEERERGIMARTR
(FRR LETER AN L RODE, B, &
ETEHCET 2H%E) O TR EEIC
BIBRER - EROBHEICANT IR DFEBIE
%1,

& 0

FFommESIC, HERIE2E0ER (WER No. 50, 2008, 83, 449-460) MRITEN, FHiaF—&A 2DO0
KL LTHERENIDT, TableS1, Table S2 & LT CiCiBMT 3,

Thick b, 2007 OFHBERB LU, 2008 EOEVHOERBERDEIM LT, F/=, Table S2 T
RHAOFHEEBNITEIN TV EY, SEEEAANBEOLEBHLTH Y, EENEAREZRS

LiclehTH %,

Table S1 Leprosy situation by WHO region (excluding European Region), beginning of 2008

WHO region® Registered prevalence,” beginning 2008 New cases detected,” 2007
African 35598 (0.51) 34 468 (4.95)
Americas 49 643 (0.61) 42135 (5.15)
South-East Asia 120973 (0.71) 171 576 (10.07)
Eastern Mediterranean 4 240 (0.09) 4091 (0.85)
Western Pacific 8151(0.05) 5863 (0.33)
Total 218 605 258 133

* Population data from World population prospects: the 2004 revision, Vol. 1, Table A20. New York, United Nations Population

Division.

® Figures in parentheses are prevalence rates: number of cases per 10 000 population.

° Figures in parentheses are case-detection rates: number of cases per 100 000 population.
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Table S2 Global leprosy situation by WHO region, country or territory, beginning of 2008 (additional information)

Region and country Registered No. of No. of No. of No. of No. of No. of Cure rate (%)
or territory prevalence®  newcases new cases of new female  newcases  new cases relapses PB MB
detected MB cases among  with grade 2 2007

children disabilities

African

Eritrea 142 10 6 2 0 1 6 - -
United Republic of Tanzania 3042 3105 2313 1272 224 343 53 - -
Zambia 2359 316 237 141 28 26 52 - -
Total 5 543 3431 2 556 1413 258 369 11 - -
Americas

Cuba* 255 244 176 109 2 8 6 - -
United States of America 157 99 44 2 - - - -
Total 255 401 275 153 4 8 6 - -

South-East Asia

Bangladesh* 4463 5357 2347 2077 365 556 - - -
Bhutan 16

Democratic People's Republic of Korea 0 0 0 0 0 0 - - -
Maldives 6 8 2 5 0 0 - - -
Sri Lanka* 1494 2024 916 907 196 118 8 - -
Total 5963 7 405 3265 2989 561 674 8 - -

Western Pacific

Guam 8 6 4 2 2 0 0 - -
Japan* 1 I 1 0 0 0 - -
Total 9 7 5 2 2 0 0 - -

* Prevalence per 10 000 population, beginning of 2008.
MB = multibacillary leprosy.

PB = paucibacillary leprosy.

* Revised data.
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Global leprosy situation, beginning of 2008
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The epidemiological situation of leprosy is reported by the health division of each country to WHO. The
reported data is collected by WHO and is immediately run on the Weekly Epidemiological Record. On this
latest edition, data from the beginning of 2008 was reported. In almost all of the highly endemic countries,
control activities have been integrated within the general healthcare system. However, maintaining political
interest and mobilizing the necessary funds to implement activities in the field are challenges for many

national programmes as the burden of disease declines further.
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FeIERRRERIEE., BREZI VWYY VI RHBEEI LN TERD, ChoDFENSEE EH
7-RNA ZHLZBTCHETIKEELTWE, ZTTTHVELY / LICHd 5§87 RNA RIRMFT 21T S
e, BAY T T LA RERE L. 5VE Thai-53 ¥A S L 7= total RNA Zf#FT Lz, ZOMRREH
B L U CEEFOMIC MBS T PIEMREEL o BHOMBERAE Uiz, Th b @RBIFEHOPICI
MDTIC &5 TRELANUVHELTELOMNEELET EH S, RNA BER/ S Z—OFHmIZ NNV & U iEEE

MROBREEELED S %,

1x Colc

2001 2 bVWHEDOLY / LEFISEGREN, 5
WEREONE TH 58 ERERECREEOMEHA
Mg E Y ¥/ LOREE X mRNA DEE
EN& 7 EICERE 1% open reading frame
(ORF) 2B 9 5B EFHE. TREGFTH-
B ORICRIEOD F Y OBALENBRT B
ELUTAHEROBER K> BBEFHRE, E5IC
£ BB TS & OMEEES RV IERRT
i (non-coding region) M5V IL>TW 3, 5
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WERIDIEBETH B ERELH 4.4Mbp Y/ L
EETHDICRULSWVWEOY / LY A X EH
D 3/4BETHSH3.3Mbp THBH, BETFE
TIEEERZE D 3,959 2 LWL EFIE 3 1,604 i
MEFE TN (Table Do LA UERKEICIZHR
GEFPMELALEELAVCEDPD LT, B0
WTWE 1,116 OBRBEFNFET L LAHEDL
Melrofe, CNORBEFLAOBELESL
WIEBIERREEEIE S VWE Y/ LB L THRE LD
(Fig. 1), ®¥HBLNORLZHBEY / Ll
TLRRELY /LS x> T3 Y,
SVHEBEBETOBERBINT S, KRiLaF
VINEHEAETINT ORF AL TN T3
fztb, BEERET B X2 VN ENOBRHPARAEE
Lo TWVWB, - THBRGTPIEHRFE LM
ODHRERE I [Py 7 BB EHEEN,
MREMReIhZCeddiahoic, LHLEAL
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BETICE D, 7077 —UNDEYAHFET
ZOHBILFIRED BEE S Nz RNA RIREBAZE
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T 5 7] & OB EE B $ 72512 RNA HEE
ENTLB T EHRFEINLEDS, DVEY/ L
5 RNA WEE L TV 3 HEZ B8 T IEERE
BEEDTHOMLIERERZCNETICA, -
Teo Elo, WROF LT A REBEAZ Y —=
Y7 )5 ORF O DIE To—T L L
ORF7 LAMHRLTH D, BrTREELUNDRE
HHRZHLMC TR LN TERD T2,

E, BRZEOMEDCESEMORERK
WNHLUTY/ LENESTEINSN— L TR T2C &
MTEZRA VT T LA BN TSR A
RATWB Y, ZCTHVEEY /) LEG %A
N—FE5TO—TEREFLTERAV T T LA%
BEL., DVLWEBERLT & IEBRED RNA IR
7 MRS BEAT Ul RED RSN /fEEicy
LTRNY 2 RERRBEED S RT-PCRIC & D &
RORMZER B2,

SWEET/ LAY IT LA

S5WEY/ LB (GENBANK Acc. No. NC_002677)
BRI RAV Y TTLAICHWS S 0— T DRE
Z{Tof 60mer D7 u—T %5 WVEY / LE
Fl L 18 mer 095 U T A AERTERETL
Teo FAHESHICDWVTERAMKICEI L. BDET
363116 BEOTu—TRT LA FlcS VA LT
& L7z,

5 Wi Thai-53 #RODHE5E & 5 BUIBLEROE 0 17
L 9 total RNA % miRVana miRNA isolation kit
(Ambion) ZFAWVTHRMAD 71 kI eV
L7z, 185417 total RNA & Nimblegen #t D 4E %
MR RICROBERE, HEHL 21V 5T
LANDNATUEALE—S g0, BAEOBRESR

fTo 72", B 5Nz ¥ F Vi3 Nimblegen # 0

V79 x7, SignalMap ZRWTHRE LTz, 5
WEY LESC BT LT o—713 60
mer D5 B 42 mer TOEHET 578 (Fig 2).,
SignalMap £ T4/ LESNCIE U THRIIT % L&
MNEREBRIAEO N, TCTYTFILEBR

Table 1
Feature M. leprae M. tuberculosis
Genome size (bp) 3,268,203 4,411,532
G+C (%) 57.79 65.61
Protein coding genes (no.) 1,604 3,959
Pseudogenes (no.) 1,116 6
e
A
M. leprae | 50% [ 269,

M. tuberculosis

Fig.1 SULEDY /L

[ 91% ]

257/ LFBRTNEER. SVEHOS / LESROBEET £ EFREIC
Ko THELSEDSN TV BT LHFPESH LB ok, ERETHIBKETIH
90% L EBBEFIEL>THHSNTEY. SLEERKECERE>TLS,
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Bo
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THEESEHIc bl REBHI T FIIVERL
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BBETFHOBENTZ U RIENERINS
AT IERICE Wz, TEZFE ORFABES &
WIERIRREIE i, Y I N RNAAEE
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microRNA 7% ¥ D& F RNA BER T, ftioi#E
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FRIBAMEE-> TOAAERIE I 5N 5, fl
DHEP LB LR TE S VEIREROBER
FLIEMREEEE T B 2, RNA KK X 5815
FTREHEBEBEZERINCERT S0 ERL
EZboh5s,
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array probes

18 mer 24 mer

4P

P

60 mer

[ coding region J_

Fig.2 ®4UVIT7 LA OEEH

M. laprae genome

EY60merd/O—T7H#SVEY/ LEFICHLT 18 mer 295 LTHET
L. YB-fe7/O—7H 42 mer ¥2ERB & SICHRHT S, ¥36 AIEED
TO—JHBHLTEY /LEAN—L, PLAL LS VA LICREYT 3,
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Detection of RNA expression on whole genome analysis of
Mycobacterium leprae by tiling array
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Completion of Mycobacterium Jeprac genome sequence revealed that there are many pseudogenes
and non-coding regions, but rather small numbers of protein-coding genes. Although it was thought
that pseudogenes and non-coding regions were silent and junk, our previous studies indicated that RNA
expression was detected from these regions. To elucidate comprehensive RNA expression pattern on M.
leprae whole genome, tiling array was designed and total RNA of M. Jeprae Thai-53 strain was analyzed. As
a result, highly expressed regions were detected among not only the gene regions but also pseudogenes and
non-coding regions. Since some of the RNA expression levels were modulated by MDT, evaluation of RNA
expression pattern might be a good indicator for the treatment of leprosy.
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Comprehensive analysis of RNA expression of Mycobacterium leprae
and clinical and biological significance
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Completion of Mycobacterium lepraec genome sequence revealed that there are many pseudogenes
and non-coding regions, but rather small numbers of protein-coding genes. This result indicates that M.
leprae is a very unique organism, and this future is important to understand the biological nature and/or
pathogenicity of M, Jeprae, which remain unclear. We attempted to find the biological nature of M. /eprae
by detecting the gene and pseudogene regions transcribed at high level. We detected the genomic regions
including pseudogenes and demonstrated that six out of twelve high expression regions were pseudogenes.
In addition, its transcription level was changed when M. /eprae infects macrophage. RNA was detected from
genes, pseudogenes and non-coding regions. The expression levels of these regions were different among
patients and a part of them is disappeared just after treatment. These results suggested that RNA derived
from pseudogene and non-coding region have some function concerning the infection and/or intracellular
parasitism and that the analysis of pseudogene and non-coding region expression pattern of M. Jeprae is

available as a criterion for therapeutic effect and disease type of leprosy, and a prognostic marker.
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Table 1 : Leprosy situation by WHO region at the beginning of 2007 (excluding Europe)

Africa 38/46 36 124 34 480
Americas 26/35 64 715 47 612
Eastern Mediterranean 17/21 3986 3261
South-East Asia 10/11 116 663 174 118
Western Pacific 33/37 9873 6190
TOTAL 124/150 231 361 265 661
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Table 2: Summary of leprosy situation in the African Region at the end of 2007

Prevalence 35852 0.54 /10000
Detection 34703 5.3 /100 000
New MB 24 750 71%
New cases disabled grade 2 3185 10%
New cases in children 3061 9%

78




Niz, ZLOFHBERFA-X UM EHRET
TWd, NEVRERHRIEESL, OB TES
FTEHEERLIINGOPSDYR—+E2EBT, BRLKH
A—=HVCHRL TV, HE, EHRNICHRER
2}, chboDF—20EIERELTWA, Table
3 YD E 4 D 2003 £ 5 2007 EDOH
HEEREZLHTVS,

N VREIERB ORI —RERY—E
ALHEETN, BENTNVEVFERE2—R2
BT EICHN PERBEZFED, HHIKLkoT
&, NEVERHEESRMOKRIO TS S L
i, REAEHERE (Y7 ®uva, B
KUNFREVIEHBITFE) »TBaryro—iLb (¥
UIVTFET) KEETN T3,

ER7OTSLELTHERZERL, NotY
KSR ESKEBLEEONZHDOREZFHI
EELTW3,

RREEIN VL VEHEESOTER S 2HE
DTFZATI)=NVART T VAT LS LR
TEREME, BN yHEHSEBENENTE
[ehoHIEBWT, A LEENEROMRE
DEEM, ZLTIhSRITICH-oTELS
FErEAL,

Jpn.J.Leprosy 78, 75-88(2009)

4. 5FR7 I T7HE (SEARO) D/\VEUERR
Dr. S. Barua DRI RKAICET 58
HIEER. HIEROERE L SHOFELEA TV,
DEHEBEFRRBE 1998 £ A0 100,000 A
IZDXE 47.8 15 2006 FICiE 1051 £EDL
7o
Do 11 yEOFR 25 EH (k3= H
T4 E—I) BHIEBREZRIZERL TV
AN
D 6 DOEMEE 1,000 ALLEOFREBERE
WELTE (N TSFva, AR AV
2T T —, AN, BLKUGARY
FUH)e FIN=IEA Y RICBHEL TV aHE
BB\ T, HENS OBRENN,
i T D 2007 EHHEO N U HFKRIZ
Table 4 ICE&HLNTIN S,
FoBmEhi-EEmismishi.
DARNR—IVERT 4TIV UHEEIEE
BEERTEC L,
DBiOEES MR L | BETTHEMIE,
DN URO—RRREY X T LADHEE L,
DHREV—EADTEMOTVERNALAND,
& D IEWEEBE DN R Y —E A DR,
- WRERGE A K5V 2RITTHEZZEY
Hiic, ERT VT HEEBR ISR

Table 3: Detection of new leprosy cases in Eastern Mediterranean Region selected countries in 2003-2007

Afghanistan 15 20 31 21 26
Egypt 1412 1216 1134 945 887
Iran 51 73 79 64 25
Morocco 50 62 43 62 38
Pakistan 751 655 551 476 496
Somalia 300 183 62 390 414
Sudan 906 722 782 884 777
Southern Sudan 2139 1944 1498 1060 929
Yemen 413 415 395 358 434
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