ORF1iz=— F&N 5 RdRp $8E D YGDD ®F—7
LR OBERSOT 74 A NBRTFRERD, £
2>5 Capsid N/S f83 RT-PCR 12 & 2 IR FIEE
Lirotz, RFRIZEIVEBEINTE, X AT UANL
ZIRATICHIG L2 T 7 A ~—t v b EFBGTEY
FEAT FIRIE. NoV OFURMEZE b, FRIRMEZEL A B85
L., TFPHZT 2 ECHERATHD, 5. AFIE
B/ 0UANADGTEFFIEL LU ELsE
HUERDHD,

E.  WFFEFER

LR SLFE R D F-

1. Murakami K, Suzuki S, Aoki N, Okajima T, Nadano D,
Uchida K, Yamashita K, Oka T, Katayama K, Takeda N,
Matsuda T. Binding of Norovirus virus—like particles
(VLPs)
suppressive effect of pasteurized bovine colostrum on
this VLP binding.
Biochemistry. 74(3): 541-547.2010.

2. Sharp, T. M., Guix, S., Katayama K., Crawford, S. E.,

to human intestinal Caco—2 cells and the

Bioscience, Biotechnology, and

Estes, M. K. Inhibition of Cellular Protein Secretion by
Norwalk Virus Nonstructural Protein p22 Requires a Mimic
of an Endoplasmic Reticulum Export Signal. PLoS ONE 5(10)
e13130, 2010.

3. Oka, T., Takagi, H., Tohya, Y., Murakami, K., Takeda,
N., Wakita, T.,

technologies to detect calicivirus protease activity in

Katayama, K. Bioluminescence

cell-free system and in infected cells. Antiviral
Res. vol. 90, 9-16, 2011.

4. Oka, T., Murakami, K., Wakita, T., Katayama, K
Comparative site—directed mutagenesis in the catalytic
amino acid triad in calicivirus proteases. Microbiol
Immunol. Vol. 55, 108-14. 2011.

5. Kitajima, M., Oka, T., Haramoto, E., Phanuwan, C.,
Takeda,.N‘, Katayama, K., Katayama, H. Genetic diversity
of genogroup IV noroviruses in wastewater in Japan.

Letters in applied microbiology. Vol. 52, 181-4, 2011.

6. Hansman, G. S., Biertumpfel, C., Georgiev, I.,
McLellan, J. S., Chen, L., Zhou, T., Katayama, K., Kwong,
P. D. Crysktal structures of GII. 10 and GII. 12 norovirus
protruding domains in complex with histo—blood group
antigens reveal details for a potential site of
vulnerability. Journal of virology vol. 85, 6687-701,
2011.

7. Hansman, G. S., Shahzad-Ul-Hussan, S., McLellan, J.
S., Chuang, G. Y., Georgiev, 1., Shimoike, T., Katayama,
K., Bewley, C. A, Kwong, P. D. Structural basis for
norovirus inhibition and fucose mimicry by citrate. J
of Virol. Vol.86, 284-92,2012.

8. Matsuhira, T. Kaji, C. Murakami, S. Maebashi, K.
Oka, T. Takeda, N. Katayama, K. Evaluation of four
antiseptics using a novel murine norovirus. Exp Anim.
Vol. 61, 35-40, 2012

9. Hansman G. S., Taylor D. W., McLellan J. S., Smith
T. J., Georgiev 1., Tame J. R. H., Park SamYong.,
Yamazaki M., Gondaira F., Miki M., Katayama K., Murata
K., Kwong P. D. Structural basis for broad detection
of genogroup 11 noroviruses by a monoclonal antibody
that binds to a site occluded in the viral particle.

J. Virol. published ahead of print 25 Jan.2012.
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HDHZEBTFRENT WD, Lo, MHEERICET 2 EEN., #EED 0 S
TEOBEBFROKICIRONTEY, /oA VASRICERBOTHH0E 5 BRI T

0%, AT,

COMEERICET OBEFREE L Z L 2B,

WL DMDRRD

DA VAR R L, bR RS TN D,

A. WIFEE/Y

J B UA VA K DR TRVEIT,
D THUE D A VA RRGYE 7203 CTlie b 4R
WHET D, BUIE, /oA NAD I F
R R UANAEIFEET. FORR
DRFIZNTWD, T, /B U A VARKF
EARRE TR (BEER) & OEAEEA A
EHSh, BRHICEETH D Z LR
MENTND, HEFCEZOBRITFEES
e/ mUANAE, EORBFRICKDIE
BREG NN E— B RERD, LPLRRL,
INODAFRT —F BT A HEEE
WFRT — 2B — oKk (/—vr—7
¥ ; Genogroup I, genotype 1. B I,
VA387 £k ; Genogroup II, genotype 4) (Z
BRONTIRY | TEEOBMIZIXIE EE,
AW TIL, VA VAR F EHEEH L DA
ERICBET 2REBRRE/DHT, WS
DPDOBARFELDORED B U A /L ARk 2L
+ (VLP) 2R L. FalkERai,

B. WrgEHiE
SRy ANAF AR (GI4) . ~T AR

(GIV1) . 7V ##& (GI/4). v = /kk
(GII/6) » VP1 # R0 Bk a— KT 5
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THBAANF 20 A LA TR L2,
T 6% HighFive HIfRIZEY S, 524
P LY MRS~ E N VLP 2RI L
T,
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2. NUAKR, FUFEKR, vx /KD VLP
A

F U ZEk, U ) BRO VP1 BT 4H
RECURNC/ n—=r VSN EBBE T
AWz, "NUAKIIEBELTEEMR LT
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O (5FE57kDa & 50kDa) 26
Bz & ARER &N, 5TkDa & U E
IEIFIER 2 VP1 B 2 5115 73.50 kDa
Z R EIENEKED L IXCRmMBER
MBEAN TN R EEDEEZ LN D,
EIWFERALIRIRE STV Ly,
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(1) Y. Someya, H. Shirato, K. Hasegawa,
T. Kumasaka and N. Takeda. (2011)
Assembly of Homogeneous
Norovirus-like Particles
Accomplished by Amino Acid

Substitution. J. Gen. Virol. 92(10),
2320-2323.

(2) Yuichi Someya. (2012) From head to
toe of the norovirus 3C-like protease.

BioMol. Concepts (in press)

2. FRER

(1) Y. Someya, H. Shirato, A. Kumagai,
H. Ito, S. Furukawa, T. Wakita, K.
Ishii, H. Narimatsu, and T. Kubota
“Structural Basis for recognition of
Lewis a antigen by Norovirus” The
TUMS 2011 Sapporo Congress, XV
International Congress of Virology,
Sapporo, Japan 201149 A 11-16 H

(2) K. Higo-Moriguchi, H.
Horikoshi-Shirato, Y. Someya, Y.
Okuno, Y. Kurosawa, and K.
Taniguchi “Isolation of cross-reactive
human monoclonal antibodies against
human noroviruses” The ITUMS 2011
Sapporo Congress, XV International
Congress of Virology, Sapporo, Japan
201149 A 11-16 H
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FEN, SOICHHEBFRENTRTLHHEELN
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S—ny /A TIRRELL /YA NV AD R RS
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BRI TV,
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Y — 2B EE ZDIND,
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1) Human sapovirus classification based on
complete capsid nucleotide sequences.

Oka T, Mori K, Iritani N, Harada S, Ueki Y, Iiiuka
S, Mise K, Murakami K, Wakita T, Katayama K.
Arch Virol. 2011 Nov 11. [Epub ahead of print]

2. FRFER
Oka T, Hansman GS, Murakami K, Todaka R,
Wakita T, Katayama K, sapovirus study group

of Japan.

Human sapovirus classification scheme based
on pairwise distance analysis of complete
capsid nucleotide sequences.

TUMS 2011, 201149 H. #Lig
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. AR TER LY R T AV AER (107ER)

Genogrou Genotype Accc}::s‘i)gzio. Strain Country Reference

1 U65427 Sapporo82 Japan Numata et al. Arch Virol (1997) 142: 1¢
1 HMO002617 MT-2010 Japan Nakanishi et al. Microbiology and Immu
1 U95643 Houston86 US.A.  Jangetal Arch. Virol. 142 (9). 1813-1
1 AY237422 Mcl14 Thailand Hansman et al., J. Clin. Microbiol. 42 (3
1 X86560 Manchester UK Liu et al. Arch. Virol. 140 (8), 1345-13¢
1 HMO030921 Maizurug734 Japan Direct submission
1 HMO030920 Maizurug711 Japan Direct submission
1 HMO030923 Osaka8894 Japan Direct submission
1 AB622439 Tokyo08-3992 Japan Oka et al., Arch Virol. 2011 Nov 11. [E
1 AB622437 Tokyo08-3677 Japan Oka et al., Arch Virol. 2011 Nov 11. [E:
1 AB622432 Tokyo08-1337 Japan Oka et al., Arch Virol. 2011 Nov 11. [E:
1 AB622436 Tokyo08-2932 Japan Oka et al., Arch Virol. 2011 Nov 11. [E:
1 AY646853 Nongkhai-50 Thailand  Guntapong et al. Jpn. JI. Infect. Dis. 57 «
1 AY646854 Chanthaburi-74 Thailand ~ Guntapong et al. Jpn. J. Infect. Dis. 57 «
1 HM030922 Maizuru8743 Japan  Direct submission
1 AJ606695 Chiba010250 Japan Okada et al. Virus Genes 33(2), 157-16
1 AJ251991 Lyon-30388 France  Schuffenecker et al., Arch. Virol. 146(1
1 AB448762 Ehime742S Japan Ootsuka et al., Jpn. J. Infect. Dis. 62 (3’
1 ABA436383 Nagano18-4 Japan Yoshida et al., J. Clin. Virol. 45 (1), 67-
1 AB436384 Nagano18-9 Japan Yoshida et al., J. Clin. Virol. 45 (1). 67-
1 AY694184 Dresden Germany  Fullerton et al., J. Virol. 81 (4), 1858-18
1 X86559 Plymouth UK Liu et al. Arch. Virol. 140 (8), 1345-13¢
2 AF294739 Potsdam Germany Direct submission
2 U9s5644 Houston90 US.A.  Iangetal Arch. Virol. 142 (9), 1813-1
2 U73124 Parkville US.A.  Noeletal,J. Med. Virol. 52 (2), 173-1%

Gl 2 GQ261222 BD697 Bangladesh Direct submission
2 AB258427 Chiba041413 Japan Okada et al., Arch. Virol. 151 (12). 250:
2 EU124657 Taipei9-5 Taiwan ~ Wu et al,, Emerging Infect. Dis. 14 (7),
2 AB455802  Nobeokal-3-day28 Japan Iwakiri et al., Arch. Virol. 154 (4). 689-(
2 AB455799  Nobeokal-2-day25 Japan Iwakiri et al., Arch. Virol. 154 (4). 689+
2 AB455796 Nobeokal-1-day3 Japan Iwakiri et al., Arch. Virol. 154 (4). 689-(
2 ABA455797  Nobeoka-1-2-day11 Japan Iwakiri et al., Arch. Virol. 154 (4). 689
2 AB455798  Nobeoka-1-2-dayl?  Japan Iwakiri et al., Arch. Virol. 154 (4). 689-(
2 AB455800 Nobekal-3-day6 Japan TIwakiri et al., Arch. Virol. 154 (4). 689-(
2 AB455801  Nobeoka-1-3-dayl4  Japan Iwakiri et al., Arch. Virol. 154 (4). 689-(
2 AB630340 Miyagi-Ge-038 Japan Oka et al., Arch Virol. 2011 Nov 11. [E
2 AB607855 Aichi Japan Direct submission
3 AB623037 OH08021 Japan Oka et al., Arch Virol. 2011 Nov 11. [E
3 AJ606696 Chiba010658 Japan Okada et al. Virus Genes 33(2), 157-16
3 AF435813 Mex14197 Mexico  Farkas et al. Arch. Virol. 149 (7). 1309-
3 AF194182 Stockholm Sweden  Vinje et al., J. Clin. Microbiol. 38 (2), 5:
4 AJ606693 Chiba000496 Japan Okada et al. Virus Genes 33(2), 157-16
5 AB253740 Yokotel Japan Hansman et al., J. Clin. Microbiol. 45 (4
5 AJ606698 Fhime2K-814 Japan Okada et al. Virus Genes 33(2). 157-16
S DQ366345 Ehime643 Japan Oka et al., J. Med. Virol. 78 (10). 1347.
6 AJ606694 Chiba000764 Japan Okada et al. Virus Genes 33(2). 157-16
6 AB622435 Tokyo08-2439 Japan Oka et al., Arch Virol. 2011 Nov 11. [E:
6 AB455803  Nichinan-2-1-day3 Japan  Iwakini et al., Arch. Virol. 154 (4), 689-(
6 AB455804  Nichinan-2-1-daylz  Japan  Iwakir et al., Arch. Virol. 154 (4). 689~
7 AB258428 Ehime04-1680 Japan Okada et al., Arch. Virol. 151 (12). 250:
7 AB522390 D1714 Japan Oka et al., Arch Virol. 2011 Nov 11. [E
1 AJ786351 Ehime2K-1948 Japan Okada et al. Virus Genes 33(2). 157-16
1 U9s645 London-29845 UK Jiang et al. Arch. Virol. 142 (9). 1813-1
1 AJ271056 Lyon-598 France  Schuffenecker et al., Arch. Virol. 146(1
1 AJ606692 Chiba020003 Japan Okada et al. Virus Genes 33(2), 157-16
1 AJ249939 Bristol UK Robinson et al., J. Med. Virol. 67(2), 28
1 AY?237419 Mc2 Thailand  Hansman et al., J. Clin. Microbiol. 42 (3
2 AF435812 Mex340 Mexico  Farkas et al. Arch. Virol. 149 (7). 1309-
2 AJ606689 Chiba990727 Japan Okada et al. Virus Genes 33(2), 157-16
2 AY237420 Mel0 Thailand  Oka etal,, J. Virol. 79 (12), 7283-7290
3 AB630068 20082029 Japan Oka et al., Arch Virol. 2011 Nov 11. [E
3 AY603425 Ci2 Japan  Katayama et al., Emerging Infect. Dis. 1
3 AJ606691 Chiba991172 Japan Okada et al. Virus Genes 33(2). 157-16

GI 3 AJ606690 Chiba990763 Japan Okada et al. Virus Genes 33(2). 157-16
3 AB522391 Di711 Japan Oka et al., Arch Virol. 2011 Nov 11. [E
3 ABS522392 D1718 Japan  Okaetal, Arch Virol. 2011 Nov 11. [E
3 DQ104360 Syd53 Australia  Hansman et al.,, Emerging Infect. Dis. 1
3 AB455793 Kushiro5 Japan Ishida et al., Jpn. J. Infect. Dis. 61 (6), 5
3 AB622441 Tokyo08-5148 Japan Oka et al., Arch Virol. 2011 Nov 11. [E:
3 AB622429 Tokyo08-762 Japan Oka et al., Arch Virol. 2011 Nov 11. [E
3 AB455794 Nayoro4 Japan Ishida et al., Jpn. J. Infect. Dis. 61 (6), 5
3 AJ786350 Chiba040507 Japan Okada et al. Virus Genes 33(2), 157-16
3 AB622438 Tokyo08-3959 Japan Oka et al., Arch Virol. 2011 Nov 11. [E
4 AB429084 Kumamoto6 Japan Oka et al., Arch Virol. 2011 Nov 11. [E
5 AY289804 CS2000 USA.  Farkas et al. Arch. Virol. 149 (7). 1309-
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small round-structured virus : SRSV
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Antigen(VLPs)

GI GII GIV GV
MAbs|Isotype|NichinanMc114/D1711)2029 [Mc10|C12 [2248-Plkumamolkushiro Nayoro||Syd3 [Yakumo|NK24
SCY |IgGl 2467  |1.894 ||1.632 2.28 |1.776[2.2062.224 [1.791 [2.226 [2.004 |2.276 222 12.17
SC1 JIgGl |1.944 11,936 |1.878 |1.8742.002|1.961/1.805 [1.903 [1.952 [1.933 |1.885 1.923]1.746
1A1 JIgGl 2182 2.17 |2.14 [2.045221712.12 [2.047 [2.167 [2.175 [2.054 1.9362.109 [2.101
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