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MicroRNA(miRNA)IZ, 7/ ADHERE XD ncRNA T, #ERYE725 messenger RNA(MRNA)D
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HEER-TEBERFTHD, SMAD3 I
RORyt EfEBE LT, £EDEMHZIGE 5
(Martinez et al. J Biol Chem 284: 35283-35286,
2009), DIG X Huh 57234 812 FEEE DK F1b
E% RORyt EBRETEMHELIIH ZFEIRICAY
J—=27"L, RORyt LfEE L CThl17 53{LZEH
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