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3L BDR D X5 IZHEELD genotype MR E S HL
TEY, IhbEZNETNOHREN R 57
. HuNoV Z MM OBIRICILE S ¥ 5
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& AN RPN FERL, PuikfER

fERIK 10%FLAN L 0 £%8E% Viral RNA mini
kit [CTHRL, SKYU—RF 754/ =—&
Tx30SXN 7J A v —&2 M\ THEY vV H
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KOTFZRREBREZIIZEZT, SaVid
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THIR< EH 5 DD genogroup (GI, GII,
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T. BRTAIVA Gl Mcl14 Bk, GI Yokotel
BE. GIT Syd53 ®k. GIV Syd3 #k. GIV SW278
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2. BERHMBRTOYRYAIVX VIPs OR
B

NF2OTALWANTI AT 7RI 5 —
pVL1392 (Orbigen #) IZH X T A I X GI
Nichinan #k. GIT D1711 #. &L <1Z GII
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MR B LI UONF 20T N AERILERS
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