2)

3)

4)

5)

6)

7)

TR 55 38 0] B AR s (0%
RNVTFT 4 ATy vary) . K,
2010.12.3,

LR, RAHE, ERES. v
AFRZR Y FU—2 OREE, %38 @A
FfgFaEEs (V—2vav)),
HEL, 2010.12.3

HERRIE . WESRR, NEW—#H, M
BiE. KABRK, ZHERE, FILFEIL,
LA, AR, A)iifak, BEARE
32, HCV replicon (2351} 5 IFNA @ HCV
VAR IS R ORFL. 5 38 [\ H A
PRI, B, 2010.12.3,
=HEE. AR, MARE. RAR
K, EREIRA, R, EERS T
ME SR, LS., TR E. HLE
R, RO, EARGE . IR OER,
kL BEES 5 C BFR 7 A LA #s
T O, %38 B B AIFRESE
W, ER, 2010.12.3

W ET. BRATE, L, /DMAE
e, MR, WELRR, FILEEL,
JELRE, ARk, EAEE g
NABERLIEET ) LEF NS R T
IFN BUMRIEDOALE ST, H 38 EHA
iR RG2S, R, 2010.12.3,
BORRE, IR, EAEE. vAu
ABBRLEET ) DRI D Rtz C B
1BYEIFRICKET 2 1R HENE. &5 14 [BIH
AFEFERRKE IDW) (R F 4
ARy ioa ) Bk, 2010.10.14
WATE. Y-PERS 6B bz, vA L
ABIET EEES ) AMEFTIZE D C Y
BYERF R OIGHE S EE. 55 52 81 A AT L
WIRFEEKE (JDDW) FoFa v+

I—. Bk, 2010.10.16

8) Hil)IMak, SAAEE  tHAME 32, IL28B SNP
{Z &5 PEG-IFN/RBV EiEIZ BT 5
HCV BB b ORE. % 14 BIA AR/
g FaRE(IDW) (D—2 v a ),
2010.10.14, #hiE

9) MEMEET. FRESE. #Ih. B

W, AR, RRRK, =HEE.
B, A, m)lifhak, EAE
32. HCV replicon {Z33tF 5 IFNA @ HCV
BESEINHI VR O, 5 14 [B] A A BT
FaRKeE (JDW) Mk, 2010.10.14

10) M&1E. A, KARK, =%
. RESRR, SR, ETEE.
F R, SOREE. MB®R—, PIIE
&=, RAEK, BARE=E, . ¥/ A2
FAENTIZ X 5 Genotype 2b B HCV {235
F DR RBEEIROMEK. 5 14 [F]
AT RKa (JIDW) ik,
2010.10.14

11) SHEE, MRk, KARK, ME

=\ NGB, EERE T, E SRR,
ALAECR], H B, AR, MEE
—. BEARERE. FEICEET S C A
PR O A N ABIETEROBRE. F 14
Bl H AR K (JDW) ik,
2010.10.14

12) /NEWE—#E, Ak, dEREE T, M
AfE. KRARK, ZHEE, EhR,
AbRTaR Al H EaewE, SRR, W
—, EAR(EFE. Cytokine Array fi#4T % i
V7= HCV @ PEG-IFN+RBV 1852 & &
BT 2 EENFORE. 614 B A A
¥ K (ODW) i, 2010.10.14

13) K. Komase, S. Maekawa, H. Shindo, M.



Kadokura, R. Sueki, M. Miura, K. Shindo,

F. Amemiya, Y. Nakayama, T. Inoue, M.

Sakamoto, N. Enomoto. Extensive
analysis of Serum Cytokines Associated to
The Response in The PEG-IFN+RBV
Combination Therapy in Genotype 1b
HCV Infection. 17th International meeting
on hepatitis C virus and related viruses
(HCV2010). Yokohama, Japan. September
10-14, 2010,

14) H. Shindo, S. Maeckawa, R. Sueki, M.
Miura, M. Kadokura, K. Komase, K.
Shindo, F. Amemiya, Y. Nakayama, T.
Inoue, M. Sakamoto, N. Enomoto.

Characterization of Protease Inhibitor

Resistance Mutations in Untreated Patients

Infected with Genotype 1b Hepatitis C

Virus. 17th International meeting on
hepatitis C virus and related viruses
(HCV2010). Yokohama, Japan. September
10-14, 2010.

15) M. Miura, S. Maekawa, M. Kadokura, R.

» Sueki, K. Komase, H. Shindo, F.
Amemiya, Y. Nakayama, T. Kitamura, T.
Uetake, T. Inoue, M. Sakamoto, S.-L
Okada, N. Enomoto.

regions

Investigation for

viral genomic associated to
hepatocarcinogenesis in hepatitis C. 17th

International meeting on hepatitis C virus

and related viruses (HCV2010).
Yokohama, Japan. September 10-14,
2010.

16) S. Maekawa, R. Sueki, A Kanayama, M.
Miura, M. Kadokura, K. Komase, H.
Shindo, T. Omori, F. Amemiya, T.

Kitamura, T. Inoue, M. Sakamoto, N.
Enomoto.

the

Analysis of the early response

and final outcome to
pegylated-interferon plus ribavirin therapy
HCV-1b

comprehensive information of viral and

in chronic infection using
host factors. 17th International meeting on
hepatitis C virus and related viruses
(HCV2010). Yokohama, Japan. September
10-14, 2010.

17) Zifised, ai)lfbak, KARK, MA
&, /NEW—R, EREE T, W,
AR, H R, SOREE, [ B
—., EAEIE. HCV 7/ LEITIC L D
3Rz BEdEd 5 C BUFFR v A VA&
EFERORRR. KiK. 5 46 [B] B &[T
FEAF e 2010.7.8

18) JRAHE, Ai)lfidk, HRAHE. IRRDR 7
5 Zx 77 PEG-IFN/RBV $¥E D G FERAE.
5 4 [B R AU R BAF 784 (PERFECT) | |
HH, 2010.6.26

19) /AR, A&k, BAEE v
ZERLIEEL ) DS HTA H—
7 = ARFER & ERILIER O e
P, 5 46 B H ARHiE TR a U R
YU L) . WE, 20105.27

20) AJUMREL, JRACHE, #HAME:E. HCV &
7 2 J BEfENT & F U\ 7= PEG-IFN/RBV
B AR O BB RIRRET. 28 46 ]
A AP SRs (TV—2rva v 7)),
I, 2010.5.27

21) RS, AlfREk, DR —RT. M
AR, KARK, =HEE, MEHRK,
AeAHacR], H bRk, BOREE, W E &
—., BEARESE, HSEE, R,



AR, ALE K, &TE—. HCV
TuT 7 —EHERRESFICET D
HCV-NS3 6 1% & % o & & &
PEG-IFN/RBV HESIRORE. B 46
[ B AT ke . (L, 2010.5.27,

22) ME(E, mi)IMRER. KARK, =%
FH. WERR., bR, ETEE.
HF EFRE, AR, MBf—, ERE
E, PIER, BAER. 7/ 22E
FEHTIZ & 5 Genotype 2 B HCVIC 1T %
TR EEIR ORI, 46 B AK
g5 =k, W, 2010.5.27

23) N RE. BOIfER, RS, M
BB, KABK, ZHEE, REFR,
JERIERI, H ERE, AR, MBE
—., HA{E=. HCV genotype 1b {251
% PEG-IFN+ribavirin ff B S IESEHIC 33
7% cytokine FEELDOMBEHIFENT. F
46 [B] H AT F =4 2. (L2, 2010.5.27

24) = EE., mi)fsk. EEET. DB
W—RE RARRK, MEE, ERR.,
eRrasml, ETEE. LR, KA
. MAfk—. EAESE. HCV F / A
FRATIC L AR ICBIE T 5 C BIFA
VAN AEETRIRORIE. 546 [0 A
ARG =k, W, 2010.5.27

25) MR SRR, EBRE 7. Al)hak, £l
R E, EETH, A 8FRL HER
Wl SOREE, [ HE—, EASE. IEN-L
\Z X % HCV SRz R, 25 46 |
AR =k, U, 2010.5.27

26) SUATE, mi)llfhEk, &S, s
. MEE. EETH, mekwk, 1t
FECH], F BIRE, MBEE—. EARE
¥, UANAEREGEET ) MMEH)

bIoTe C BUBHITRICHT B A & —
7 =1 AR TH 5 20 B B A
T A NV RFEF R RTINS REA,
2010.5.20

27) ZiERE. m)ifEsk, MARE. KAR
KNGS —#, EBET. RESRR,
JeFraRl, H AR, RARE, M|
—, HEAEE. HCV % ) 2R FTIC L B
FFR¥E I BES 5 CBIFFR T A L R &
IR TR ORER. 20 BB AR T AV
AREMFED FINEERS, BA,
2010.5.20

28) MEREIEF, RiIfRER, NEEE—R. K
AEK, AR, ZHEE. WELR,
JeFrERl, AR, SRR, WEE
—. &FE—, Rk, EAEE. HCV
a7 T —BHEARESHICRET S
HCV-NS3 1 i &£ B O B & &
PEG-IFN/RBV {&#sh R OB H 20
B BAHL D A L R RERF S 2 2 i
2:, BB, 2010.5.20

29} S. Maekawa, A. Kanayama, T. Omori, M.

Miura, M. Kadokura, R. Sueki, K. Komase,

H. Shindo, F. Amemiya, K. Shindo, T.
Kitamura, T. Inoue, M. Sakamoto, S.-I.
Okada, N. Enomto.
response to pegylated-interferon plus
chronicHCV-1b

infection using comprehensive information

ribavirin  therapy in
of viral and host factors. 45th annual
meeting of the European Association for
the Study of the Liver (EASL2010).
Vienna, Austria, April 14-18, 2010.

30) H. Shindo, S. Maekawa, M. Miura, K.
Komase, M. Kadokura, R. Sueki, F.

Analysis of the |



Amemiya, T. Kitamura, T. Inoue, M.
Sakamoto, S.-I. Okada, N. Enomoto.
Characterization of protease inhibitor

 resistance mutations in untreated patients
infected with genotype 1b hepatitis ¢ virus.
45th annual meeting of the European
Association for the Study of the Liver
(EASL2010). Vienna, Austria, April 14-18,
2010.

31) BOARHE, EEEFE], MRS, bR
R, H EaRuh, miilfaak, FEEE—,
BAESE. C WBHEFROBRIAF
F A v OFERE & B LIA IR O " REME.
& 96 B A A {LARRF RS, HiB,
2010.4.24

32) AlfEsk, =HiRE. MAE. RAR
K, /NEE—R, EERET. &IURA
&, K@, WERR, SR,
AeAdmoR] H LaREh, SROARRE, W&
—, HEARGEE. UANVRT 7 LEEHTIC
L5 CHIFFRPIRE, B L OEAIRSE
DIFHT. % 96 [B] A AL FRBR
FEAS, 2010.4.23

H.ANWIFTAHED HIFE - BRI
LA IS
BRlz7e L
2. E BT R B
Friz7e L
3.% O
Bzl L



BUHE 5

WRERDOTITICET 5 —ER

8
EERA XA A bvgd ([ EREFEO |F OB 4 |[HREA (HERM [HRE |-
WA A
AR, EAEE | BT R OIGE (C|HAHE, |5 B0k [EZER |1 2010 |585-588
) BEEN  [FERRERES
BR. TEEIE | 83K
& i
BRE KL WX F A M4 HRE4 B N—y HREE
Kurisaki M, Sakamoto N, |Sequences in the J Med Virol in press
Iwasaki M, Sakamoto M, |Interferin Sensitivity
Suzuki Y, Hiramatsu N, Determining Region and
Sugauchi F, Tamori A, Core Region of Hepatitis
Nakagawa M, Izumi N. C Virus Impact
Pretreatment Prediction of
Response to
Peg-interferon Plus
Ribavirin: Data Mining
Analysis.
Kadudura M, Maekawa S, | Analysis of the Complete |Hepatol Int in press
Sueki R, Miura M, Open Reading Frame of
Komase K, Shindo H, Hepatitis C Virus
Amemiya F, Uetake T, Genotype 2a Infection
Inoue T, Sakamoto M, Reveals Critical Site
Nakagawa M, Sakamoto |Influencing the Response
N, Watanabe M, Enomoto |to Peginterferon and
N. Ribavirin Therapy.
Kurisaki M, Sakamoto N, |Pretreatment prediction of |J Gastroenterol |in press 2010
Iwasaki M, Sakamoto M, |response to peginterferon (published
Suzuki Y, Hiramatsu N, plus ribavirin therapy in on line
Sugauchi F, Yatsuhashi H, | genotype 1 chronic September
Izumi N. hepatitis C usuing deta 2010)
mining analysis.
HIIRER, RARE, HA|HCVET I /BT 2 | TELBERE |51 (6) 642-651 2010
EE IV /=PEG-IFN/RBV 3
FRIE DIRFERUSHED
B
WARE, HAEE (HELRIZ I HRFZext | RFARRE 61 (5) 763-771 2010
i
RARR, HAESE HCVS J MR B RHTESF 65 (9) 1892-1900 | 2010
H BRI #
RATE, HAREE AFlgEic i) 2ME | HANRE |99 1959-1964 | 2010
HEDER L BRIGH | S
WA, HAREE BIRTERL HikZ=RE | 50 (6) 575-580 2010
Adherence> 5 72
peg-IFN+RBVIEEES)
Bl %f R




RARR, EAEE

TANARBF DR
T CRUFT RIBHR

Vita

27 (2)

32-38

2010

=HEE. KRR, #
ENEEZ

BHOMELBER AT
KA N ADEIETFIE
Fr—IRaE - TRIENR &
OEE—~ CRIFRY
A2 (HCV)

Medical
Practice

27 (1)

65-68

2010

vV - 10




BRETBREFARBHE FRAETRESSEFEEE)
CEURF R SRR RIEIC B+ 5 BYE
MRSEREE

VANAERLEBERTN D R CRIBHITA I3 B PEG-IFN+RBVIEIED
TRRBIFETH & EHIMCERORS

WRIHEE KX B LURRZEFEHBRRIFERE L ¥ — o4 —& -
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(102/116) . 2b%80% (61/76) THh -7,
% ZCSVRIZEE 5 ETFIC > & HE RAT
HEITO, SHUTOEBERTHE LR DL
NEEBIZOWT, $EBrPRT v 7 [H
ROMETO L. BEREFE, FRF (F
<1) (oddskt3.89, p<0.0001) , IL28B TT,
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