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T OX T IIREEDORFIBILICETET 2 0 K LEF
%#3H D DNA (& kT3 5-TTAGGG3) &FZICRET
3550 A5 —FHEEER Shelterin &K E DL D
FUNTENSEREINTWEY, FOXT7IXFORE
M5 O EHE T2VF 7= DNA Y)Wk & XBlxh, DNA
OofREEMNSREREREL, PENS I TERED
REEfEEROHBEEL TN,

b b EoBEE, SED U - RRE, B
EOHEEZFEVIRT ETO X7 ENERL USR>S0
ZEIET3HEELENDIEHERBED SN B2, ZhiZ
MBS HOBRIZ DNA B RfTONEMN, U—F1 27
P32 aAE—3h3DICHLT, SFCTHIIBK
DT 7 A b 6# 2000p B 7z & 2 AICHER
DIDDTSAI—MERIND D, 3 KHO—IFIT
OV —NARRLEERDEDTHEYY, EARICERS
KIIZTSAX—NARINTD, ERHESS1<7—1T
DNARE#EINAR VDT OXT OERLITET SH
kA U LS EmfEix LT, Fo
AS—FIZL BT OAT7EOHEMENTONS D
ICHIRE D R AJEETH BV,

BEIOTFORXAT EOHBEMIEDOREED, Dyskerato-
sis congenita (DKC), —#HOHEREHEM>E R
TeHERE R, KRG MEEORREFREZH, £LT
R X EGR, RMEMEAME, FEEREOREA
DESBHREBINTNSE, BT, FOATED
HEMEDOEE L DKC 72 & O FHALE I U TS
35,

BEERKY m#EAH

DKC [CEF3FOAT7THERGTFRE

DKC i3RI, MoOZEM HrEOMEARK
fEZPES BEBA2ME (Bone marrow failure: BMF) T 10
AT E TITH 80% LA L ORERIC Zh & DR B ik
FIRMMAEL BMF 238592 (M1D?. 2L TEREHU
ST HEMRE RN, MRE KEHEk WORE fRE
wAE, HEONE BELEOZEREHHEN 15~25%
DEFICED SN, T 8% DEFNCHEE, LWHE ¥
LB ORI EEECRER EOESRERES, BHERYE
fEE B, Hodgkin i, SfEE8EM A MK EDE MR
[BEDORAENED ENB?,

BEEAT X EHESEEEIN 35%, HRAERENE
BESK 15%, FREFSHEBEBENBXICEDOSNS
B, TR0 DK A0%E < BRARHATH D", LFETOA
S—EHEEKREMR T 2BETH THS, DKCI, telo-
merase RNA component (TERC), telomerase reverse
transcriptase (TERT), NOP10, NHP2, % 7= Shelterin
Ak % W T 5 TRF-interacting nuclear protein
(TINF2) 3 DKC 0 EfEBELREFELTREE N (&
D&Y, DKCIEZh S5 DBETFOERICKD T ORATH
EHEL, TORRE NSRS S OHEEEICREINTE
LROERMSERINE EEZLNTNSY,

¥ 7> DKC OFEF i, REPkER, SmEEORES
FOXT7OEHREOEEIZZMHENA SN, BIIBO
DKC @ EEHR & & X 5 31TV % Hoyeraal-Hreidarsson
syndrome (HHS) 13 DKC & H#: L TFOX 7 DEM
NELWEREINTNBY,

HHS i3 B ROSRHICBEH A 2ELRIET 2B
BETH 5. BERAEDINT/NEE, DR,
REFRERE, BEHEY, Bt NKHEEKDOKT,
Mt AR 2 Z2 50 LRSS OERIT 10 AR TR
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1 DKC OR#MFHAITR
KL EOHEABE AL RBOEREELE T MOER

&1 FOXAT7HEBRTERIRE

B R Mm #K51:8

DKC IzB817 %

Bz A D B
BEFER P EERR 2B ZROD type %= &
Telomerase
TERC 3q21-28 5~10% Heterozygous AD-DKC, AA, ET, MDS, PNH, PF
o Heterozygous AD-DKC, AA, HHS, PF
TERT(TERT) 5p15.33 5% Biallelic ARDKC, HHS
DKCI (Dyskerin) Xq28 30% Hemizygous X-linked DKC, HHS
NHP2(NHP2) 5q35.3 1% Biallelic AR-DKC
NOP10(NOP10) 15q14-gq15 1% Homozygous AR-DKC
Shelterin
TINF2(TINF2) 14q11.2 10~15% Heterozygous AD-DKC, AA, HHS, RS
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AD-DKC: ¥ # A EMEREE DKC, AA: BARRMEE N, ET, A8EH MR IfLEE , MDS: &38R ARERE , PNH:
HEMEEAT Y O VR, PF: ffigiisE , HHS: Hoyeraal-Hreidarsson syndrome, X-kinked DKC: X #8441
=8 DKC, AR-DKC: %%tk ¥E 8158 DKC, RS: Revesz Syndrome
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TERC

B2 FOxS
iR 9 &

927, BERERXOKRSEEE X #H{EHREOB R
EEINTEED, KEOHHS bWEETNDLSITR-
7210, BEO#HE TIE HHS @ 1/3 OERIILIET, £
OBERRIHREESLEBEE SN TNSY, HHS
ML LARBELTEZIONTWES, £0D% HHS
IZDKC1 D TATM ® SI21IG IR EDQDERENREA I H
DKC 0EEMEEZSNB LS TN,

X E#HEHEEREID DKC

DKCI1 #f=z¥ (DKCD 13, %fafk Xq28 Lica— R
Sh, X #EEELHRERO DKC O FEBETFTH 5,
DKC1 1z X > THER X1 5 Dyskerin i3 NEH @ small
nucleolar RNAs (snoRNA) @& DT, boxH/ACA R
A1 2 Z2H 54D snoRNA T&H 5 NOP10, NHP2, GAR1
LB &K %R L ribosomal RNA (rRNA) @ process-
ing % pre rRNA QEE EY ORREZEN (pseudouridy-
lation) ITEELTWAEEZEZ SN TWAY, F/= Dys

__648_
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CR4 and CRS

Hypervariable
region

Core pseudoknot
(CRZ and CR3)

JAC
{CR6 and CRS)

Template
{CR1)

—tERaH
DHE

kerin % &%) snoRNA # & k13 TERC ® boxH/ACA R
A ERELTO AT —EEAKD processing &%
FOBEZREZLTWS (H2)Y,

X #EEA D DKC 12 Z ® DKC1 ORIz X > THIZiE
ZEINBHEZBZLGNTVNAN, TOERDKEZEIZ
point mutation T large deletion X 75 1 A& RIIH T
H%. Zhid DKC1 @ knockout %7 23R HERIE %
32 EMS, Dyskerin ZMIEOEFICHEADERTH
B2l TEEwhETFRINSY, DKC1 OE R
exon 3, 4, 10, 11, 12 TEHRLTH D, FTH exon
11 @ PUA pseudouridin A kEEFRETF— 7 LIZITZZ< D
EENEDHSND, FIZDKCI EREDOK 30%IZED S
N5 A353V i3, hotspot EEXSNTHY, TERC &
snoRNA @ accumulation, 71 X T — £ {E £, rRNA
processing % pseudouridylation {2 % 5 % T DKC ®
REANOESHRRINTWSY, F7 TruB pseudouri-
din EBREF—TJOFET 2EHBOERTH 5 S121



G % RI58W 21 DKC O EER &F X 5 T3 HHS
DEBEMERT I EREAKEWETH DY, Ll
DKC & HH i IcEH b NA2ERBEEL, TR
L DKC EREE, HHS L OBMEIZIEAHRAMNE
W - x 51z DKCI @ promoter I IZ1Z 3 DD GC-
rich cis-elements 237F#E L Spl & Sp3 12k ¥ DKCI D%
HAFAHINTWS, F0 Spl binding site DERTH
%-141C/G %% DKC1 OFHE %X F & & DKC 2 FIE S
5 ENHPEEINTH Y, DKCIZ Dyskerin DERIT
LBHENRBREZTTRL, BNRREETORIET S
ENRBINTNSY,

DKC ®EF )V & L TiX DKCI @ exon 12-15 DRI E
7213 exon 15 M & R$E 7§ % Dyskerin hypomorphic & %
TR TORIBTHONTWB?, Z® DKC1 DFE
ZELLBETERAEETFIINITATIEIRAOHE 2 #HAHE
FTIZ DKC 0ERFMMFHRIN D, BKENWI LI,
DKC 0 £HENBFHRINSE 2 #HLE T, rRNA D
processing ®° mTERC DREBLET O AT —EEHOET
WBED 5N, FTOATROEHIZRDSNT, £4
HREHIZES TEOIRLTOATEQEHRLMNED SN
27, ZdZ &3 DKC OIFEDERIZY R — LD

EEEMNELEL TWS I EERLTNDS,

BREARMEEREO DKC

TERC & TERT Bz TE R

YA B R ER 0O DKC OFREETFELTET
O XS —E#AEKD TERC & TERT RAEINTNS,
TERC {334k 3¢21-28 Liza—Rah, ERICEHERSE
N7 451bp D RNA & L TFOX T HRICBIT 288
DHEEZLTWALYY, TERCIXE & T 2 kEE %
L 5 Al ® pseudoknot K A > & CR4-CRS R A1 ik
TERT £ LTFOAT—FPEHICESL TVn3EL®,
~75 3 {il @ boxH/ACA R A > I Dyskerin 7% & D
snoRNA B &#5& L, CR7 B A X small Cajalbody
RNAs 1 (scaRNAs) & CAB box 2/t L THET 5
ZETTFORAT—EERED processing % stability {2
BELTWS (K2, scaRNAs ZEEIIHA D Cajal-
body {Z#7E L snoRNA & [F#RIZ rRNA 12 L T D pseu-
douridylation % methylation 73 & DEAMT S HEEN D B
EEZENTVSY, —/HFOXT—EHAKIIBNT
WEBEEDEE 2D TERT IR A 5p15 iIcd— K
&1 TERC binding DHEREH dH % N-terminus, 7 D D con-
served motifs 3@ D WIKEEM % B D reverse transcrip-
tase (RT) & telomerase multimerization DHEEEDI D 5
C-terminu @ 3 D ® region THRIN TN (K2)"?,

HEREAAENEERO DKC O8I, X 8BS HE
=@ DKC & i U TERCREN RO RENRET

e Pk M #W51:8

HDHEHNENEND ZETHB5Y, ZHIIBRBROR
4% DKC Tl DKC1 ZRIIFED 61T, TOREZHIC
BWT TERC® TERT DERDBEDHLND I EMED
HFI XN DS, in vitro OWHREMENT TIE, TERC D#HR
L7 HEHI D% R i3 dominant negative 1 & T 0O X
5 —VPiEEEZBEIE 58, FOMOEEIT haploinsuf
ficiency ZI#E %R L, FOXAT—ViEEOBBORER
5, O EWERAAREEBREEO DKC OERS
BREFRORENBETHS2—DOHEHELLTEHEAGN
TNRD  FEEFIIITATHRKOBERENALS
NTWT, L@ DKCIERR T ANE 2 HAEX
TiZ DKC 0ERBEMNHFHRINZ DI LT, TERCS
TERT @ knockout ¥ 7 A TIZ 1R T ELITTOATD
EiEED s, HANEDIIONTHIE TIIETER
DRIE, BEINMEOMBEREREE, BE TIIHLER
BEEEOTRP—ARENEDDLDITRDIN,
DKC OFBEIIR I NS ED,

UL UL—AT TERT DER%ZHT 5 HHS 0B M %
RTEFNEELTED, ZhsD#EETFEROTAS
W7 VIOEROEEREN DKC ORBEICEEG LT
WA BEMEDIH 22, £/- TERC DERNAED SN D
DKC OHRZRIZB W TR HRAED I ON TRESE N
BEDFOA7EQEROEEICR> T HHARER
ERTHLNDD, ZOZERFREROITIZAETFITD
FEDEENESNTHED, DKC 0RBEIZIIHAD
RENEEREEZ L TWSETFHEINZ"D, ZLT
Fanconi & 1 75 & O D=1 5§ AR 2% O FEAEF
JLEAS 10 AT A2 DICH LT, DKC I 15 BRI T,
BEORE < DEFDBHBRAICZS TEHIN TSI EM
5, ARV T < s DKC 0RFRICEER
BEELTVWSETFHEINS (X3P,

TINF2 Bz TER

IEERARK 14q11.2 EICHEET 2 TINF2 DERNE
Rtk BEEER O DKC TRES NP2, TINF213
Shelterin HE&HEE#ER TS TIN2 23— KL TW5?,
00 X7 DNA OEFRMmHBAIE, DNA O 3 KimaseH
(F—=N=N2Z) LT—FHELZBR>TWD, M
HOTOATIRBOEA>TTIN—TERITNIHE
LD, ZOF—N—N2TL=—AHDNAIZ, ZO
EROFORAT ZAPEOHIZA VAL D )V — T 2R
$ %2, Shelterin AKX Z DR RN BER SR
HWir X & FT> TWBA, Shelterin # & 4K13, A
DNA & #4479 % TRF1 & TRF2, —#434 DNAICKEET
% POT1, ZhHOEHEMEIBEARERRT 5K
2% % D TIN2, RAP1, TPP1 THEI N TWVW3 (K
4) 29)°
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3 DKC DRAEHFF

1B

DRKCi37FOATHEB L TERICLSFOAT HEMEORSE, #HAEE NEHEED

BRICIZEETH 2,

Centromere._

B4 Shelterin % &1k
k9 XD HWE

TINF2 O Z E1Z DKC O # 10~15% 1238 5 1,
DKCl DRIZELBEDELENDIBRETERTH 57,
TINF2 DZER D% < XA OO point mutation T, %
LN TRF1I EDEB RAA 2 OHF O I K > 282argi-
nine DERTH 5, ELFTOMOLEREDOKLEEH IR
V2R MBEOERTHD, T DEEH TINF2 O#tE L
LTEETHAHILEZREL TS, TINF2ZOERD
BEEICBI L TRAHBZENEZ WA, TINF2 @ knock
out ¥ AZMBERIEL BB Z &S, TINF2 MO
HBECLEDEHTHDZENTHRINSEY, £/~

_650_

TINF2 @ conservation region D2 213, TRF1 & D&
M3/ < 725 Z & T Shelterin A DOHEREAREE X
NHZOTIRABVWMETFHEINTNEY,

BREAZMO DKC

WHREALEBEEE O DKC OFEEII DL, 240
1~2% I L@ shian?, ChETREREBRT &
U TiZ ki @ TERT % £ @ snoRNA T& % NOPI0,
NHP2 iREEh TV (F DY, BERaksitEn
BO DKC 2D SN 7= TERT DERIX, RT KA1 >
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OHIZAIES % R81IC & ROIW ORELERTH 32,
Zh S O ROAET haploinsufficiency £ T 11 X
F—ViEEEREFEI TS, REERETHDEHTOA
5 —ViEHDOREIENH < DKC ® HHS OEXBE 27T,
UL 25O TERT ZE RO DKC FIERITHE R
HHBEEN SRR T, ROUCEMOANTFTOOER
ETOMBIXBETIIH SN DKC OXHRMEBE X
SNBEREZALTHED, HRRBENSEATHRNWZD
12 DKC OFBRBENHTWARWSEThd Lk,

NOP10 % NHP2 i3, Dyskerin 72 & & snoRNA #H &k
%L, TERC ® boxH/ACA RAA > EEH LT O
AT —EHEABHEOD processing L EZELDOREIZRZL
Tws (2B, ZHhETIZ NOPIO3FEERD,
NHP2 3R EEREMMT LINVERNEDTNBE, Zh
SOERICE DT TERCOREOEAL, TORXT—
PEMENETET2ZETDKCARETHEEALNT
NBR D

270 DKC

BRI o THEMBEFT R Z2 D TERICHET 2
A8 D DKC DEENHES MR- W, RO
DKC 13, EERRANCIZE AR BAEE =B 2 Y ARE %
B (MDS) RELBEMINTWVAIZEMNELIB®, A
HITBWTHEER RS 5 5 R RE B ORI
BB EDBHALRED 2~5% 2R 2E D DKC 3%
Hond (2, F280 DKC OFREBERT &
L Tid, TERC, TERT, TINF2 D#&EMHBH (&),
¥R D¥Eiz TERC, TERT % EiX haploinsufficiency %)
RBERL, T7OXAT—EEHEOBHOBREIRIF[VED,
DKC OFEHAE L2511, HARESCMENHESTS
HZENHB., TOLEEROHET, HADRWIEY]
T3 DKC OEHEMEE T, A28 DKC &L T2ZH
ENBOTIRRVWNETFHET S,

INFEFTHERABHEMOK 1/3 DEFIITOAT E
PEMEL, BERENENOEEE, SENkRRE~D

B R I #51:8

Kt & QBEENRRBINTVLAENT?, Zh 53R
411 DKC OBHEENHS MR BLUFMOBRET, 7o
7 EQERLAEAREEE M OMREBIC EDRICES L
TWBMIHSMATIEARL, LMALAR2E D DKC I3,
BROES NI WRENGRRENTHONZD, &REF
S MBI ORRICEE A Z RIS D E DTS5 WIRE
DALEDKC THAHEENRF—LRBIINEZDTEHZ
ENB DD, BERNICZHZ2HEICT S Z EITREE
BETHDWY, Z5LEFRLBODKCEAZ -2
TEHDIZ, BHASEOBHRFICTOAT EOHER
THRIEEIERATHDEEZS.

DKC Dian#

BIED & Z 5 DKC OEANHRFRIAFEINTWA
V), DKC O EREREII5E M BEEIZES B IR B HE &
BRI EMEEICEZDZDONKRERTH B, ZIhE
TaTE I U TS M MfaftE (stem cell transplan-
tation: SCT) ASikA SN TE 7248, WH OB BRHIEAIF
MLEIZ X B SCT IE, BHEH O IARMEETS & D& HHE,
LB, OB IREAZEE /2 & ORI A58
<, EHAHEHIHTH o=, DKCIZBWTSCT D
GEBEEESRWERIY, R HLE W EER
EOBMMOT O A7 EFHIEDOREIC K S EHEEEA
HolHETHREINTVSY, Z D% fludarabine %
NR—Z &L BHFEMERRTLEICELS SCT TIE, L
ROBEEESEESBEREEINENOEEFH RO B ND
£I ko9, Ll Lok S iz DKC ix HHS
MNEARLEO DKC ETEFOERBEMIIMLA T, EDLD
BEFAICHL TEDEHIICEDXSIZLTSCT 2175
& WD 2 BRASEMIA S M- TWislh, Xz
OB KA EASIEICHT S SCT I2tbX T DKC
WL ToSCT 13, BIoESBBOAMHSIDER
ERDTREMED S D SBOEFOEREIBLETH S,

DKC OB ARSI L TORENEES UL
& 1 anabolic steroid % G-CSF 7z & OF NI E I H

2 EHTEDLNEFLED DKC

BT 2R El M ERZW FEE RAHR ToA7ERL o
TERC n323 C/T 72 B MDSRA ( 46XY ND metenolone 2 TR
G280K 3 B# sAA ( 46XY (+) GRS R L
TERT G682D 10 ®HtE  mAA ( ND ND REH
T726M 9 ZtE  sAA ( ND (+) GEMIHBRRICRIER L
R282C 22 B sAA ( 46XY (+) FEHHIEEC R R L
TINFZ  ge5866deleion 29 Bt sAA  ( 46XY (+) GRS Kz L
R 37~39 L 0

MDS: &8 B RERE, sAA: BEBAFREEN, mAA: PEERERRER M, ND: RERMT.

—651—
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T & =144 417 anabolic steroid T & % oxymetho-
lone (0.5~5mg/kg/day) DIEHIT L > THK 2/3 DHEWH
TH#HEZHRESMDOEHENRD N LI TN
%, Z# % T anabolic steroid 12 & % DKC O fiig2iy7z
WEOWFIIARHTH o /201, T4 TERT @ promoter
BRICTZ FOY EGEESNED SN, T ROF
PIZAMOTFUREDHFIEIBTOAT—EERE
TEIEDZERREINEY, ZOZEMSHRALET
WX - A 2B O DKC 123 L T% anabolic steroid 75
ERXZ2HBBEIFNTHZLEDNS,

BbUIC

DKC I&, X #E#SHEEROH KL DKC BHER S
N, TORABRTORT OBERLTHD I ENHLN
220, TOHBTUORAT OBEREENIBAL VRS
D DKC DEENHSMICHE > TERE, LHhLERE
U TN U=t EI3 AL, SR FECHEITIZLD
il IRIBRE ORI NS, BV E S 0S
5 Ak E 11 7= DKC i 3 @ induced pluripotent stem
(iPS) MIREIZHWT, OCT4 % NANOG & W- /=40 ki
BT BEME DMERFICIME DR B T3, TERC % DKC1 ®
FEZTESE, DKCHFEDTOAT—EEGHROH
HEEEZTERL, TOATOEMENBDLND T &N
MEINLY, ZOZ &L DKC H¥E@ iPS #gid,
FOA7EEBRTFERIILSTOATHEOHEERESE
MHoTH, TUATHENEETSZI LE2RLTH
0, BROBEEOHBIIHEET 2O EHFEINS,

X ®
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The pathological hallmark lesions in idiopathic pulmonary fibrosis
are the fibroblastic foci, in which fibroblasts are thought to be
involved in the tissue remodeling, matrix deposition, and cross-talk
with alveolar epithelium. Recent evidence indicates that some
fibroblasts in fibrosis may be derived from bone marrow progenitors
as well as from epithelial cells through epithelial-mesenchymal
transition. To evaluate whether endothelial cells could represent
an additional source for fibroblasts, bleomycin-induced lung fibrosis
was established in Tie2-Cre/CAG-CAT-LacZ double-transgenic mice,
in which LacZ was stably expressed in pan-endothelial cells. Com-
bined X-gal staining and immunocytochemical staining for type |
collagen and a-smooth muscle actin revealed the presence of X-gal-
positive cells in lung fibroblast cultures from bleomycin-treated
mice. To explore the underlying mechanisms, by which loss of
endothelial-specific markers and gain of mesenchymal phenotypes
could be involved in microvascular endothelial cells, the effects of
activated Ras and TGF-B on the microvascular endothelial cell line
MS1 were analyzed. Combined treatment with activated Ras and
TGF-B caused a significant loss of endothelial-specific markers, while
inducing de novo mesenchymal phenotypes. The altered expression
of these markers in MS1 cells with activated Ras persisted after
withdrawal of TGF-8 in vitro and in vivo. These findings are the first to
show thatlung capillary endothelial cells could give rise to significant
numbers of fibroblasts through an endothelial-mesenchymal tran-
sition in bleomycin-induced lung fibrosis model.

Keywords: fibroblasts; myofibroblasts; endothelial cells; LacZ; fibrosis

Idiopathic pulmonary fibrosis (IPF) is a devastating disease
without effective therapy (1). The hallmark lesions are the
fibroblastic foci representing focal areas of active fibrogenesis
featuring vigorous fibroblast replication and exuberant extra-
cellular matrix deposition, which may lead to obliteration of the
distal air space. Fibroblasts represent the key source of in-
terstitial collagens, but fibroblasts isolated from IPF lungs have
heterogenous phenotypes and properties different from that of
normal lung fibroblasts (2). While it has been assumed that they
arise only from intrapulmonary mesenchymal cells, one poten-
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tial explanation for this heterogeneity is that fibroblasts may be
derived from multiple cell origins under pathological conditions
such as IPF. Recent mounting evidence suggests that bone
marrow (BM)-derived fibroblasts may be recruited to various
injured tissue sites and play an important role in the estab-
lishment of fibrosis at those sites (3, 4). Another potential
explanation for their heterogeneity is the possible emergence
during pulmonary fibrosis of alveolar epithelial cells (AECs)-
derived fibroblasts through epithelial-mesenchymal transition
(epithelial-MT) (5, 6).

Epithelial-MT, in which persistent loss of epithelial markers
and de novo expression of mesenchymal markers are involved,
is assumed to have a critical role in not only tissue development
during embryogenesis but also pathological condition (7, 8).
One central feature of epithelial-MT is the co-operation of
TGF- signaling with receptor tyrosine kinase (RTK) signaling,
which activates Rass/ERK/MAPK pathway, resulting in the
establishment of epithelial-MT, not “scattering”, in which the
phenotype changes are fully reversible after removal of scat-
tering-inducing factor, such as fibroblast growth factor (FGF),
hepatocyte growth factor (HGF), or TGF-B alone (7).

Endothelial cells in the lung vasculature represent one of
main cellular components of structural cells in the lung (9). In
animal models of various lung diseases, they have been shown
to function not only as a mere barrier between the blood
compartment and the interstitial and air spaces, but also be
involved in new vessel formation (10). Although a few in vitro
studies reported the possibility of endothelial cells as a source of
a-smooth muscle actin (a-SMA)—expressing mesenchymal cells
or that of type I collagen (Col I)-producing cells (11, 12), it has
not fully been determined whether endothelial cells could give
rise to another population of fibroblasts under certain patho-
logical conditions such as lung fibrosis.

These previous findings led us to investigate whether lung
capillary endothelial cells could represent an additional source
of fibroblasts, possibly through endothelial-mesenchymal tran-
sition (endothelial-MT), in an experimental lung fibrosis model,
and if so, to elucidate the underlying mechanism, that is,
whether combined signaling with activated Ras and TGF-8
could induce endothelial-MT.

We generated Tie2-Cre/CAG-CAT-LacZ double-transgenic
mice (CAG mice), in which de novo LacZ expression will stably
label the Tie2 promoter-activated cells after Cre-mediated
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recombination. In vive studies using the bleomycin (BLM)-
induced lung fibrosis model with these mice successfully dem-
onstrated that lung capillary endothelial cells could represent
another potential source of fibroblasts/myofibroblasts, possibly
through an endothelial-MT. The results of the study in vitro
showed that combined treatment with activated Ras and TGF-B
could induce endothelial-MT in microvascular endothelial cells.

MATERIALS AND METHODS

Mice and Mouse Fibrosis Model

To obtain CAG mice, Tie2-Cre Tg mice were bred with CAG-
CAT-LacZ Tg mice (13). Pulmonary fibrosis was induced by endotra-
cheal BLM injection as before (4). All animal studies were reviewed
and approved by the University Committee on Use and Care of
Animals at Nagoya Graduate School of Medicine.

Collection of Lung Samples and Lung Fibroblasts
from BLM-Treated Mice

At Day 28 after BLM injection, both lungs from treated mice were
lavaged with PBS and then frozen in OCT compound (Miles, Elkhart,
IN). Mouse lung fibroblasts were also isolated from lung tissues at Day
28 as before (14).

X-Gal Staining

For detection of B-galactosidase activity, cultured cells and lung tissues
were incubated in an X-gal solution at 37°C overnight. Nuclei were
stained with Hoechst 33342 for cultured fibroblasts or hematoxylin for
lung tissues, respectively.

Cell Treatments and Analysis of Phenotype Changes In Vitro

The mouse microvascular endothelial cell line MS1 and activated Ras
transduced MS1 (SVR) were maintained as before (15). After TGF-B
treatment at 10 ng/ml for 24 hours, MS1 and SVR were harvested for
assessment of targeted genes by real-time PCR, or endothelial-specific
markers expression by FACS. For immunocytochemical determination
of a-SMA, cultured cells in an 8-well Lab-Tek (Nalge Nunc Interna-
tional, Naperville, IL) Chamber Slide were also treated with 10 ng/ml
TGF-B for 24 hours. To distinguish endothelial-MT irn vitro from
“scattering,” these cells were cultured for another 24 hours after TGF-
B removal, followed by phenotype analysis. To evaluate whether the cells
can retain the phenotype changes, SVR were also re-plated into the new
culture dish after TGF-B treatment and then analyzed as above.

In Vitro Analysis of Phenotype Alteration in Endothelial Cell
Line by FACS

After treatment, the harvested cells were stained with appropriate
dilutions of biotin-conjugated rat anti-mouse CD31 antibody, PE-
conjugated rat anti-mouse CD34 antibody, biotin-conjugated rat anti-
mouse Tie2 antibody, purified rat anti-mouse VE-cadherin antibody, or
the appropriate isotype-matched controls, and then detected by sub-
sequent staining with SAv-Cy-chrome for CD 31 and Tie2, and SAv-
488-conjugated anti rat antibody for VE-cadherin, respectively. Dead
cells were excluded from flow cytometry analysis by appropriate gating
(4), and a total of 2 X 10* living cells were collected for each analysis on
a FACSCalibur flow cytometer (BD Biosciences, San Jose, CA). The
results are presented as overlaid histograms and the relative mean
fluorescence intensity (MFI). The relative MFI was calculated by
dividing the MFI units of CD31, CD34, Tie2, or VE-cadherin staining
by the MFI units of isotype control staining in each sample (16).

Endothelial Cell Line Transplantation In Vivo and Isolation
of Activated Ras-Transduced Endothelial Cells Ex Vivo

A million MS1 or SVR cells were inoculated subcutaneously into the
flank of nude mice (17). At Day 28 after inoculation, ex vivo SVR cells
from the resulting nodule were isolated as before (14). To eliminate
host-derived cells such as fibroblasts, cultured cells were selected with
neomycin. Isolated ex vivo SVR cells were treated with 10 ng/ml TGF-
B and then harvested for the analysis as above. To evaluate lung

metastasis in treated mice, H&E staining was performed for the lungs
resected at Day 28.

Immunofluorescent Staining

Immunofluorescent stainings were performed for the collected samples
as before (18). The slides were incubated with appropriate dilutions of
primary antibodies, and then visualized by fluorescent reagents.

PCR Analysis for Expression of Targeted Genes

Real-time PCR was performed using a TagMan ABI 7300 Sequence
Detection System (PE Applied Biosystems, Foster City, CA). Fibro-
nectin, Col I, Snail, and Twist mRNA were detected, using mixture
reagents from TagMan Gene Expression Assays (Applied Biosystems,
Foster City, CA). The mRNA levels were normalized to glyceralde-
hyde-3-phosphate dehydrogenase (GAPDH) mRNA signal using Taq-
Man rodent GAPDH control reagents from Applied Biosystems (19).
RT-PCR analysis for mRNA of TGFBR I (GenBank accession no.
NM_009370) and II (GenBank accession no. NM_009371 for variantl
and NM_029575 for variant2), and GAPDH was performed with
platinum Tagq.

Statistical Analysis

The results were analyzed using the Mann-Whitney test for comparison
between any two groups, and by nonparametric equivalents of
ANOVA for multiple comparisons. P < 0.05 was considered to
indicate statistical significance.

RESULTS

Generation of CAG Mice and Endothelial-MT in BLM-Induced
Pulmonary Fibrosis

We investigated whether endogenous endothelial cells could
represent a significant source of lung fibroblasts in an animal
model of pulmonary fibrosis in vivo. To enable the tracking of
fibroblasts derived from endothelial cell lineage in vivo, CAG
mice were generated so that de novo irreversible LacZ expres-
sion by Tie2 promoter/enhancer—driven Cre-mediated recom-
bination could be used as a marker for cells of endothelial cell
origin (Figure 1A). As the primers used for amplification of
CAG, designed on CAG promoter and the LacZ gene, can
detect only the recombined allele of the CAG-CAT-LacZ
target gene (13), the results of genotyping analysis revealed
that the CAG mice carrying both Tie2-Cre gene and CAG-
CAT-LacZ gene could express the de novo CAG promoter
driven LacZ gene after Tie2 promoter/enhancer—driven Cre-
mediated excision of the loxP-flanked chloramphenicol acetyl-
transferase (CAT) gene located between the CAG promoter
and the LacZ gene, while littermates carrying either the Tie2-
Cre or CAG-CAT-LacZ gene alone could not (Figure 1A).
To evaluate the distribution of the cells with B-galactosidase
activity in the lungs, X-gal staining was performed for the lung
tissues from saline- or BLM-treated CAG mice at Day 28.
Lungs from saline-treated CAG mice showed essentially normal
lung architecture with expected blue staining of capillary
endothelial cells (Figure 1B). Morphological evaluation for
lungs from BLM-treated CAG mice revealed severe pulmonary
fibrosis, characterized by loss of normal alveolar architecture,
prominent disorganized thickening of the alveolar septa, and
collapse of the alveolar space with organizing inflammatory
infiltrate and fibroblasts (Figure 1C). These histological changes
of lungs from BLM-treated CAG mice were comparable to
those in BLM-treated wild type B6 mice (data not shown). In
cellular fibrotic areas, large numbers of X-gal-positive cells
were evident (Figure 1C), indicating that significant numbers of
the cells in active fibrotic lesions were of endothelial origin. To
further evaluate the distribution of these cells in fibrotic lungs
of BLM-treated CAG mice, double immunofluorescent stain-
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Figure 1. Generation of Tie2-Cre/CAG-CAT-LacZ double-transgenic
mice (CAG mice) and bleomycin (BLM)-induced lung fibrosis model.
To obtain CAG mice, Tie2-Cre Tg mice were bred with CAG-CAT-LacZ
Tg mice. (A) Top: Schematic description of gene constructs in CAG
mice. Bottom: Genotyping analyses. Genotyping analyses were per-
formed for off spring of CAG mice. The representative electrophero-
gram of Cre (left top), LacZ (left middle), and CAG (left bottom) were
shown for a set of five offsprings. The results were summarized (right
panel). X-gal staining was performed for the lung tissues from (B)
saline- or (C) BLM- treated CAG mice at Day 28 (X400 magnification).
Double immunostaining for CD31 (green) and Col | (red) was
performed for the lung tissues from BLM mice (D, X200 magpnification;
E, X400 magnification). Scale bars in B-D indicate 50 pm.

ing for CD31 (Figure 1D and 1E, green), a representative
endothelial maker, and Col I (Figure 1D and 1E, red), a marker
for fibroblasts, was performed (Figures 1D and 1E, and Figures
E1E and E1F in the online supplement). Although the immu-
nostaining for the lungs of saline-treated CAG mice exhibited that
Col I expression was observed either in CD31-expressing endo-
thelial cells or in accordance with alveolar architecture (Figures
E1A-E1D), the findings for the lungs of BLM-treated CAG mice
showed that Col I-expressing cells were observed in a significant
number of the cells in fibrotic lesions, in which scattered CD31-
co-expressing cells could be identified. These findings suggested
that endothelial-MT could be mediating the emergence of these
cells at an intermediate stage between complete acquisition of
mesenchymal phenotype and loss of endothelial markers.

Characterization of Lung Fibroblasts Derived
from BLM-Treated CAG Mice

To directly prove the existence of endothelial-derived fibroblasts
in BLM-induced lung fibrosis, lung fibroblasts from treated mice

were evaluated for further studies. Lung fibroblasts from both
saline- (SLF) and BLM-treated (BLF) mice were isolated, which
in culture displayed the usual, primarily spindle-shaped fibro-
blast-like morphology. Upon X-gal staining, a few (3.1%)
positive cells were identifiable in SLF cultures, while BLF
cultures showed 16.2% to be positive (Figures 2A and 2B,
respectively). To verify the fibroblastic nature or phenotype of
the X-gal-positive fibroblast-like cells, BLFs were subjected to
X-gal staining and sequentially followed by double immunocy-
tochemical staining for Col I (Figure 2D, red) and a-SMA (Figure
2D, green). The results showed that the X-gal-positive BLFs
consisted of two subpopulations: one that was both a-SMA-
and Col I-positive (i.e., myofibroblastic), comprising 14.8% of
X-gal-positive fibroblasts, and the other being a-SMA-negative
but Col I-positive, comprising 85.2% of X-gal-positive fibro-
blasts (Figures 2C and 2D). It should be noted that X-gal-
negative fibroblasts expressing a-SMA were also present,
indicative of myofibroblasts not derived from endothelial cells.
X-gal staining, followed by double immunostaining, for SLFs
demonstrated that no or little a-SMA expression might be
observed in X-gal-positive and -negative SLFs, although both
SLFs exhibited Col I expression (Figures E2A and E2B). Both
SLFs and BLFs were negative for CD31, indicating absence of
contamination by endothelial cells in these cultured fibroblasts,
or that all endothelial cell-derived fibroblasts had completely
transitioned (data not shown). Thus significant numbers of
fibroblasts from fibrotic lung were derived from endothelial
cells, consistent with the occurrence of endothelial-MT in this
model of pulmonary fibrosis.

A recent study showed that tissue endothelial cells might be
derived from endothelial progenitor cells (EPC) in bone marrow
(BM) (20), thus suggesting that not all endothelial cell-derived
fibroblasts necessarily arise from local lung capillary endothelial
cells. To evaluate the contribution of Tie2-expressing BM cells
(versus local lung capillary endothelial cells) to X-gal-positive
BLFs, BM chimeras were prepared by injection of BM cells
collected from CAG mice or B6 mice into lethally irradiated
CAG or B6 recipient mice. After stable engraftment was
established, BLM-induced lung fibrosis was induced in the
chimera mice. BLFs from CAG mice with the BM cells from
B6 mice (B6 to CAG mice) showed 15.3% to be X-gal-positive
(% of X-gal-positive cells; 15.3 = 0.92 in BLFs from B6 to CAG
mice). On the other hands, BLFs from B6 mice with BM from
CAG mice (CAG to B6 mice) showed only 0.8% of X-gal-
positive cells (% of X-gal-positive cells; 0.82 * 0.15 in BLFs
from B6 to CAG mice). SLFs from B6 to CAG mice or CAG to
B6 mice yielded no or little of X-gal-positive fibroblasts (data
not shown). Together, these findings demonstrated that the
contribution of EPC in BM to endothelial cell-derived BLFs
was minor, and that the predominant source appeared to be
endogenous lung capillary endothelial cells via endothelial-MT.

Altered Expression of Endothelial-Specific Markers
on Endothelial Cells by Combined Treatment
with Activated Ras and TGF-B

To illuminate the underlying mechanism by which microvascu-
lar endothelial cells can undergo endothelial-MT in vivo, mi-
crovascular endothelial MS1 cells and the cells transduced with
activated Ras gene (SVR cells) were used, since a previous
report indicates that the combination of activated Ras and
TGF-B treatment induces repression of epithelial phenotype
such as E-cadherin expression in epithelial cells (21). These cells
also allow us to eliminate the possibility of contribution by
contaminating fibroblasts to the observations from further
experiments, since these were derived from a single cell (22).
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Figure 2. Characteriza-
tion of BLM-induced
lung fibroblasts derived
from CAG mice. Saline-
treated lung fibroblasts
(SLF) or BLM-treated
lung fibroblasts (BLF)
derived from CAG mice
were isolated and then
stained with X-gal (SLF
in A and BLF in B, re-
spectively). The percen-
tage of X-gal-positive
cels among total
counted cells, based on
Hoechst 33342 nucleus
staining, were shown in
inset in A. Data shown
in inset represent the
means * SEM from at
least four samples (4 for
SLF and 8 for BLF,
respectively) in three
independent  experi-
ments. Combined stain-
ing with X-gal and
sequential immucyto-
chemistry for Col |
(red) and a-SMA (green)
were performed for BLF
derived from CAG mice
(C, X-gal staining; D,
immunocytochemistry

for Col | and a-SMA,
respectively). Arrows in-
dicate X-gal (+)/Col |
(+)/a-SMA (+) myofi-

broblasts. Arrowheads indicate X-gal (+)/Col | (+)/a-SMA (-) fibroblasts. A representative example of at least three independent experiments is

shown. All images were photographed at X200 magnification.

RT-PCR revealed that these endothelial cell lines expressed
mRNAs for TGF-B receptor I and II (Figure 3A), thus
suggesting that these cells would respond to TGF-$ treatment.
To evaluate the effect of these signals on endothelial cells, we
examined the expression of endothelial-specific markers in
response to combined treatment with activated Ras and TGF-
B by FACS. Figures 3B and 3C showed that activated Ras
signaling significantly repressed the expression of CD31, while
TGF-B slightly inhibited expression, which was not statistically
significant. However TGF-B caused significant repression of
CD31 in the cells with activated Ras. On the other hand,
Figures 3D and 3E showed that both activated Ras and TGF-
B significantly repressed CD34 expression, although the effect
of TGF-B was lower in magnitude relative to that of activated
Ras alone. Nevertheless, combined treatment by these two
agents significantly repressed the MFI for CD34 to 23% of that
with vehicle treatment. Similar to the inhibitory pattern of
CD31 expression, only the combination of activated Ras and
TGF-B treatment caused significant repression of Tie2 expres-
sion (Figures 3F and E3A). TGF-B treatment of cells with
activated Ras showed a significant repression of VE-cadherin
expression, while activated Ras signaling slightly stimulated
expression of VE-cadherin (Figures 3G and E3B). These data
showed that although activated Ras alone caused significant
repression of endothelial phenotype with the exception of VE-
cadherin expression, combined treatment with TGF-B in vitro

caused an additive steady repression of endothelial markers
consistent with epithelial-MT (23).

Persistence of Altered Endothelial Phenotype
in Ras-Activated Endothelial Cells after Withdrawal
of TGF-B In Vitro

Epithelial-MT can be distinguished from “scattering,” in which
the phenotype changes are fully reversible after factor removal
(21). In MSI cells, the small but significant TGF-B~induced
reduction in CD34 expression in the absence of activated Ras
returned to normal levels upon TGF-B removal (Figures 4A and
4B). In contrast, the more robust TGF-B—-induced suppression of
CD34 expression in SVR cells with activated Ras, was persistent
even up to 24 hours after TGF-B removal (Figures 4C and 4D).
These findings would argue against the phenomena of scattering
and instead would be consistent with endothelial-MT occurring
in the cells exposed to activated Ras and TGF-$ treatment.

De Novo Expression of Mesenchymal Phenotypes
in Endothelial Cells by Combined Treatment
with Activated Ras and TGF-B

Next, we evaluated whether combined treatment with acti-
vated Ras and TGF-B could yield gain of mesenchymal
markers in endothelial cells. Fibronectin mRNA expression
in endothelial cells treated with either TGF-B or activated Ras
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alone was significantly increased relative to that in untreated
cells by 7.1-fold and 9.1-fold, respectively (Figure 5A). Treat-
ment with both TGF-B and activated Ras caused a more
dramatic induction of up to 20-fold increase over that of
untreated cells (Figure SA). Although an induction of Col I
expression was observed upon treatment with TGF-B, consti-
tutive activated Ras alone failed to significantly induce Col I

cD31

VE-cadherin

- 126 -

Wl vs+ Terp-)
[CIms1 veraco
SVR TGFB(-)
SVR TGFp(+)

W »s1 TaFR(-)
[Qmst rere(s)
Blsvr rers
SVR TGFB(+)

W »s1 rerp-)
I wms rerpco
Blsve rerp
SVR TGFB(+)

165

Figure 3. Altered ex-
pression of endothelial-
specific  markers by
combined  treatment
with activated Ras and
TGF-B. In A, the results
of RT-PCR analysis for
TGF-BRI, TGF-BRII vari-
ant1 (v1), variant2 (v2),
and GAPDH are shown.
Data shown are repre-
sentative electrophero-
grams of the indicated
products using RNA
samples from: MS1
(lane a) and SVR (lane
b). These are repre-
sentative of three inde-
pendent experiments.
CD31 in B and CD34
in D on endothelial
MS1 and SVR treated
with vehicle or TGF-8
at 10 ng/ml for 24
hours were shown as
overlaid histogram by
FACS. The relative
mean fluorescence in-
tensity (MFI) for CD31
in C, for CD34 in E, for
Tie2 in F, and for VE-
cadherin in G were cal-
culated as described in
the online supplement.
Data shown represent
the means = SEM from
at least three indepen-
dent experiments. Aster-
isks signify statistically
significant  difference
(P < 0.05) in compari-
son with the relative
MFI for each endothe-
lial marker on MS1 with
vehicle.

expression. Combined treatment with both TGF-B and acti-
vated Ras yielded a more dramatic induction of up to 10-fold
increase over that of untreated cells (Figure 5B). Next, we
evaluated a-SMA expression in treated endothelial cells as an
indicator of myofibroblast transdifferentiation. As expected,
untreated endothelial cells did not express a-SMA, and
neither did cells treated with either TGF-B or activated Ras
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Figure 4. Persistence of altered endothelial phenotype
in Ras-activated endothelial cells after withdrawal of
TGF-B in vitro. Endothelial MS1 and SVR treated with
vehicle or TGF-B at 10 ng/ml for 24 hours were
cultured in complete medium after TGF-B removal
for another 24 hours. CD34 expression on (A) MS1
cells and (C) SVR cells was shown as overlaid histogram
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alone (Figures SC-5E). In contrast, TGF-B treatment of cells
with activated Ras induced significant morphological change
and yielded cells exhibiting remarkable de novo a-SMA
expression consistent with myofibroblast transdifferentiation
(Figure 5F). Since the cells used in these experiments were
derived from a single endothelial cell, a contribution to
expression of these phenotypic markers from contaminating
fibroblasts could be excluded. Interestingly, TGF-B treatment
on the cells with activated Ras in vitro also caused significant
induction of Snail and Twist, epithelial-MT-related transcrip-
tion factors (Figures 5G and 5H).

Persistence of Endothelial-MT Phenotype in Ras-Activated
Endothelial Cells after Withdrawal of TGF-8

After treatment of SVR cells with TGF- to induce endothelial-
MT, they were detached and replated in new dishes for culture
in the absence of TGF-B. After 24 hours without TGF-B, the
cells appeared to maintain their morphology and organized in
a monolayer with occasional compact circular aggregates. TGF-
B treatment of cells with activated Ras did not induce apoptosis
(data not shown). To confirm that these complete endothelial-
MT (cEMT) cells could maintain this endothelial-MT pheno-
type even after withdrawal of TGF-B, they were assessed by
FACS for expression of endothelial markers. Compared with
the basal expression of endothelial cells markers (Figures 3B,
3D, E3A, and E3B), the results showed that culturing in the
absence of TGF-B did not reverse the endothelial-MT-associated
significant reduction in expression of the endothelial markers
CD31, Tie2, and VE-cadherin, although CD34 expression on
a few cEMT cells appeared to revert back to the basal level
(Figures 6A-6D). However, re-treatment with TGF-B signifi-
cantly and stably repressed CD34 expression on cEMT cells

MS1 or SVR with vehicle.

(MFT in cEMT cells; 10.3, MFI in ¢cEMT cell with TGF-B; 6.3,
respectively). Thus, once activated Ras-transduced endothelial
cells were treated with TGF-B, loss of endothelial phenotype was
persistent even after withdrawal of exogenous TGF-B stimula-
tion.

In contrast analysis of mesenchymal cell markers revealed
that the TGF-B induction of fibronectin and Col I expression in
cEMT cells was reversible (Figures 6E and 6F). Thus, when
cultured in TGF-B—free media, the fibronectin and Col I mRNA
levels in cEMT cells reverted back to levels seen in SVR cells
before TGF-B stimulation (Figures SA and 5B). However, when
these cEMT cells were re-stimulated with TGF-8, the mRNA
levels of both fibronectin and Col I were markedly induced to
levels (Figures 6E and 6F) that were more than 2-fold higher
than the levels achieved by the initial treatment with TGF-B
(Figures 5A and 5B). These data suggested that cEMT cells had
stably acquired a potential to produce abundant extracellular
matrix (ECM) constituents such as fibronectin and Col I in
response to TGF-B stimulation, a property that would be
consistent with a fibroblast phenotype. cEMT cells maintained
high levels of Snail and Twist expression, which could be
further stimulated by re-treatment with TGF-B (Figures 6G
and 6H).

In Vivo Acquisition of Endothelial-MT Phenotype
in Ras-Activated Endothelial Cells

To evaluate whether endothelial cells could acquire endothelial-
MT phenotype in vivo, MS1 or SVR cells were inoculated into
the flank of nude mice with BALB/C background. At Day 28
after inoculation, primary tumors were established only in the
group of SVR-treated nude mice, while only local hemangioma
was detected in the group of MS1-treated nude mice even as

- 127 -



Hashimoto, Phan, Imaizumi, et al.: Endothelial-Derived Fibroblasts in Lung Fibrosis

23>
200

] : i MS1 TGFp(-)
“ Fibronectin 1 Must Terp(o
2™ 815+ [HSVR TGFR(-)
g 1 - 8 SVR TGFB(+)
s * 2 1
5 30 5
£ E10+
T bl
5 20 ° 1
w LY
5_
' .

20000

MS1 TGFP(-}
[ 1ms1 TGER(+)

8154 Hlsvr 16rp(-) 2 15000 -
§ 1 EISVR TGFp(+) E
£ 104 £ 10000
3 -
£ 5 S 5000

0 -

Snalt/ GAPDH

long as 3 months after inoculation (data not shown). Gross
morphological analysis of H&E-stained lung tissue sections
showed that lung metastasis was observed only in SVR-treated
nude mice (Figure 7A). The SVR cells from primary tumor
tissue were isolated using selection with neomycin. In pre-
liminary experiments, we confirmed that cultured naive fibro-
blasts from skin and lung tissues were completely eliminated
with the neomycin selection at the concentration of 400 pg/ml
within the 14-day culture period. Immunocytochemistry con-
firmed that isolated cells were positive for H-2Kb, consistent
with original derivation of the MS1 and SVR cells from C57BL/
6 mice (data not shown). Evaluation of endothelial markers by
FACS revealed that most of the isolated ex vivo SVR cells did
not expresss CD31 (93.5%), VE-cadherin (87.1%), or CD34
(65.4%) (Figures 7B-7E). This is in contrast to the original MS1
and SVR cells, which were mostly positive for all three markers.
Evaluation of mesenchymal phenotypes by real-time PCR
revealed significant expression of both fibronectin and Col I

Coll/GAPDH
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Coll

Figure 5. De novo induced expression of mesenchymal-
specific markers in endothelial cells by combined
treatment with activated Ras and TGF-B. Mesenchymal
markers expression in MS1 and SVR treated with
vehicle or TGF-8 at 10 ng/ml for 24 hours were
evaluated. Fibronectin mRNA in A and Col | mRNA in
B were analyzed using real-time PCR. Data shown
represent the means = SEM from three independent
experiments. Cultured cells in an 8-well Lab-Tek
Chamber Slide were also treated with vehicle or
10 ng/ml TGF-B in medium without FCS for 24 hours
for immunocytochemistry for a-SMA. (C-F) Treated
cells were stained with FITC-conjugated mouse anti-
a-SMA antibody. (C) MS1 with vehicle. (D) MS1 with
TGF-B. (E) SVR with vehicle. (F) SVR with TGF-B.
Magnification: X200. The insets in C-E shows the light
microscopic appearance of treated cells treated with
each condition. Inset in F shows the cells stained with
isotype-matched control IgG for a-SMA. A representa-
tive example of at least three independent experi-
ments is shown. Snail MRNA in G and Twist mRNA in H
were also analyzed using real-time PCR. Data shown
represent the means = SEM from three independent
experiments. Asterisks signify statistically significant
difference (P < 0.05) in comparison with the quanti-
tative value of targeted mRNA in MS1 with vehicle.

Twist/GAPDH

by ex vivo SVR cells, which was significantly stimulated by more
than 2-fold upon treatment with TGF-B (Figures 7F and 7G).
Furthermore, ex vivo SVR cells also maintained high levels of
Snail and Twist expression, which could be further stimulated
by re-treatment with TGF-B (data not shown). These findings
suggested that the implanted cells had undergone endothelial-
MT in vivo that is consistent with the behavior of these cells
in vitro.

DISCUSSION

Classification of idiopathic interstitial pneumonias (IIPs) based
on histopathological patterns has had a significant impact on the
prediction of clinical course of patients with the various IIPs,
when supported by other parameters such as demographic,
physiologic, and radiologic assessment (24). Nevertheless, the
outcome of treatment for IIPs, especially for IPF, remains
unsatisfactory. An explanation for poor response to anti-
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inflammatory therapies for IPF is that extensive accumulation
and/or proliferation of heterogeneous fibroblast populations
may be a more important pathogenetic factor than the much
lower level of inflammation seen in affected lung tissue (25).
We have previously described the presence of BM-derived
fibroblast-like cells, but not myofibroblasts, in injured lungs
undergoing pulmonary fibrosis (4). In this present study, the
possibility that lung capillary endothelial cells could serve as
another source for fibroblasts in BLM-induced pulmonary
fibrosis was examined. While there is no completely satisfactory

animal model of human IPF, the BLM-induced model is
relatively well-characterized and does exhibit certain features
found in the human disease (26). Elucidation of the cellular
origin of fibroblast in the context of remodeling/fibrosis on the
one hand, and the biology of the various fibroblast subpopula-
tions on the other, has the potential to revolutionize the
treatment of patients with lung disorders such as IPF, emphy-
sema, and other fibrotic lung diseases (27). It is assumed that
combined stimulations for epithelial-MT might induce the
persistent repression of the promoter activity of epithelial
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markers, rather than its activation, resulting in persistent loss of
epithelial markers (7, 8). Together with these reviews (7, 8), our
present findings in vitro indicate that these stimulations for
endothelial-MT might yield the repression of the promoter
activity of endothelial markers and sequentially the vanishing
endothelial markers expression in fibrosis model in vivo. There-
fore, to confirm that endogenous endothelial cells in vivo could
significantly contribute to the fibroblast population in lung
fibrosis, we generated CAG mice, in which the activation of Cre
recombinase under the control of the Tie2 promoter/enhancer
induced the deletion of the CAT gene and consequently de
novo irreversible LacZ gene expression in pan-endothelial cells,
independent of the status of Tie2 promoter activity (28). X-gal
staining of lungs from these double transgenic mice not only
exhibited the expected distribution of Cre-mediated de novo
LacZ expression in lung capillary endothelial cells under
physiologic conditions, but also enable us to trace LacZ
expressing endothelial-derived fibroblasts in the lungs of these
mice under normal and/or pathological conditions. In control

saline-treated mice, the distribution of LacZ expression in
pulmonary capillary endothelial cells was clearly evident,
similar to that seen in other studies of lung endothelial cells
using Tie2-LacZ transgenic mice (29) as well as the distribution
of Tie2 receptor in a study of idiopathic pulmonary hyperten-
sion (30). Thus our data indicated that Cre-mediated recombi-
nation in the lung occurred only in the intended cell type,
namely the endothelial cell, with no detectable activity in other
cell types, as other studies demonstrated using Tie2-Cre/
ROSA26R mice (28, 31, 32). In contrast to the control lungs,
those from BLM-injured CAG mice exhibited distorted mor-
phology with extensive remodeling and vastly increased num-
bers of both X-gal-positive and —negative cells, virtually all
densely clustered in areas undergoing active fibrosis. The
extravascular and interstitial localization of some of these cells,
and their morphology were consistent with interstitial mesen-
chymal cells, such as fibroblasts. As recent study with a surfac-
tant protein C—driven Cre/loxP reporter system suggested that
there were some epithelial cells with mesenchymal nature
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as early epithelial-MT stage in lung fibrosis (6), our double
immunostaining for CD31 and Col I showed that fibrotic lesions
involved substantial numbers of fibroblast-like cells positive for
Col 1, some of which expressed CD31, indicating to be under
intermediate state of endothelial-MT. Since it was difficult, if
not impossible, in lung tissue sections to distinguish X-gal—
positive endothelial-derived fibroblasts from X-gal-positive
endothelial cells amid the distorted architecture of the remod-
eling lung tissue with collapse of the alveolar space, lung
fibroblasts were isolated for further studies. Cultured fibroblasts
from the lungs of BLM-treated CAG mice revealed mostly
typical spindle-shaped fibroblast morphology similar to pre-
viously cultured primary murine lung fibroblasts (14). X-gal
staining of fibroblast cultures from BLM-treated mice revealed
that 16.2% of cells were LacZ-positive, which also expressed
Col I and have typical fibroblast morphology. Of this LacZ-
positive population, less than 15% of them expressed a-SMA,
indicating that only a small minority of endothelial cell-derived
cells was able to differentiate to myofibroblasts. A much smaller
(3.1%) proportion were LacZ-positive in cells isolated from
saline-treated animals, probably due to basal contribution of
endothelial-derived fibroblasts under physiological condition.
The finding that both SLFs and BLFs were negative for CD31 in
our fibroblasts culture system might be supported by the pre-
vious study (33) and also explained by the manufacturer’s
recommendations that many kinds of growth factors are usually
needed to keep primary cultured endothelial cells in vitro (34).
Recent lineage tracking analysis in combination with a Tie2-
driven Cre/loxP reporter system suggested that only 1-5% of
the endothelium in liver may be derived from BM-derived EPC
(35). Furthermore, Zeisberg and coworkers also evaluated
a lesser contribution by BM-derived cells in endothelial-derived
fibroblasts in cardiac fibrosis using the Tiel-driven Cre/loxP
reporter system (36). Our finding that BM-derived cells did not
substantially contribute to the X-gal-positive BLFs in our lung
fibrosis model was compatible with these previous studies (35,
36). These novel findings for the first time directly demonstrated
that lung endothelial cells in BLM-induced fibrotic lungs could
give rise to significant numbers of fibroblasts, while possible
existence of nonendothelial resident lung Tie-2—positive pro-
genitors could not be completely excluded.

To illuminate the underlying mechanism, by which “micro”-
vascular endothelial cells can undergo endothelial-MT in vivo,
we used the “micro”-vascular endothelial cell line MS1 cells and
SVR cells, derived as a single cell clone using different drug
selections, respectively (22). Although there are clear limita-
tions to these “micro”-vascular endothelial cell lines in terms of
tissue derivation from pancreatic islets, they remain useful for
tracking endothelial-MT in vitro, since it allows us to eliminate
the possibility of contribution by contaminating fibroblasts to
the observations from experiments using these cells derived
from a single clone. A recent review by Thiery and Sleeman
suggested that the exact mechanisms remain unclear, although
complex network of multiple signaling pathways organizes
epithelial-MT process in epithelial lineages (8). In this study
we showed that the combination of activated Ras and TGF-8
treatment in vitro induced stable repression of endothelial
markers reminiscent of endothelial-MT. Although the inability
of TGF-B treatment alone to repress CD31 expression is also
noted in aortic valve endothelial cells in vitro (37), a study using
a hepatocyte cell line suggests that the expression of the
junctional proteins remained unaffected or little changed during
the first 24 hours, but progressively decreased after prolonged
TGF-B treatment (38). Our finding that endothelial phenotypic
changes in MS1 cells without an activated Ras gene were
resistant to repressive effect of TGF-B treatment alone on

endothelial markers (aside from CD34 expression), was com-
patible with these previous studies (37, 38). In our latter
experiment, loss of endothelial phenotypes such as CD31,
CD34, VE-Cadherin, and Tie2 was observed in endothelial cells
after the completion of endothelial-MT (referred to as cEMT).
These findings suggested that more rapid repression of CD34
expression than that of CD31 expression might depend on the
differential response to combined signaling with activated Ras
and TGF-B.

Growth factors such as FGF, HGF, or TGF-$ alone are
known to have scattering factor activity, which is reversible (i.e.,
upon their removal the growth factor-induced phenotype
changes are fully reversible) (21). Our findings in endothelial
cells are consistent with this report in that TGF-B treatment
alone induced only the reversible “scattering” phenotype
without any morphological change. In contrast, TGF-p treat-
ment in combination with activated Ras gave rise to persistent
repression of endothelial markers even after TGF-f removal.

Another essential characteristic of epithelial-MT is gain or
de novo expression of mesenchymal markers (39). Fibronectin
and Col I are the most critical ECM constituents in lung fi-
brosis. Fibronectin expression was increased 20-fold in SVR
cells treated with TGF-B, compared with untreated endothelial
(MS1) cells in our study. Although untreated MS1 cells
exhibited no or little expression of Col I mRNA, the de novo
expression of Col I was markedly induced in TGF-B-treated
endothelial cells with activated Ras, up to 10-fold increase over
that of untreated cells. A marker of myofibroblast differentia-
tion that is often used is a-SMA expression (40). Our previous
report showed the unexpected finding that BM-derived fibro-
blasts do not give rise to a-SMA-expressing myofibroblasts,
even after in vitro TGF- stimulation, indicating that the BM is
not a significant source of progenitor cells for myofibroblasts in
injured lung undergoing fibrosis (4). Previous reports indicate
that de novo a-SMA expression could be induced in “macro”-
vascular endothelial cells by prolonged (from 6-28 d) treatment
with TGF-B alone (37, 41), but interestingly, not in “micro”-
vascular endothelial cells (41). In our study, only the combina-
tion of activated Ras and TGF-B treatment could induce de
novo a-SMA expression in “micro”-vascular endothelial cells,
while neither activated Ras nor TGF- alone was able to induce
a-SMA expression. Triggering epithelial-MT is known to result
in the activation of transcriptional regulators such as Snail and
Twist, which regulate the changes in gene expression patterns
that underlie epithelial-MT (8). In our study, substantial in-
duction of Snail and Twist in endothelial cells treated with
activated Ras and TGF-B seemed to be compatible with these
findings, consistent with their importance during endothelial-
MT as well.

Loss of endothelial phenotype after the completion of
endothelial-MT (we called cEMT) appeared stable and irre-
versible since cessation of exogenous TGF-f treatment did not
cause reversion to the endothelial phenotype. In addition, upon
re-treatment with TGF-B, cEMT cells exhibited the potential
for significantly higher levels of ECM expression compared with
that in cells responding to initial treatment with TGF-B. These
findings were supported with significantly increasing Snail and
Twist expression in cEMT cells, compared with those observed
in endothelial cells.

As previously reported (22), SVR with activated Ras, but not
MSI1 cells, caused tumors in the flank of nude mice. All nude
mice with primary tumors of SVR endothelial cells also
exhibited gross lung metastasis. There is accumulating evidence
to indicate that epithelial-MT may be involved in tumor
metastasis (8). In our study, neomycin-selected ex vivo SVR
cells exhibited evidence of undergoing endothelial-MT in vivo,
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probably due to stimulation by endogenous TGF-B derived
from tumor-associated cells or fibroblasts (42), and subse-
quently caused or promoted the distant metastasis observed in
the lung. Although several studies suggest the possibility of
myofibroblast-like cells being derived from primary “macro”-
vascular endothelial cells (12, 43), our comprehensive evalua-
tion for altered phenotypes in the endothelial cells derived from
a single cell is the first to directly show that “micro”-vascular
endothelial cells could undergo endothelial-MT in vitro by
combination of activated Ras and TGF-B treatment. These
findings using microvascular endothelial cell line in vitro allow
us to speculate that the underlying mechanism by which
capillary endothelial cell in BLM-treated lungs could yield
another population of fibroblasts might be an endothelial-MT
process, most likely under the influence of both TGF-B and
growth factors capable of activating the RassMAPK pathway,
which are known to be elaborated by both recruited and
resident cells in fibrotic lesions (44).

Our previous study using GFP BM chimera mice demon-
strated that a-SMA-expressing myofibroblasts appeared not to
be of BM origin, and more likely originating from peribronchial
and perivascular adventitial fibroblasts or other intrapulmonary
precursor cells (4, 45). Our present finding suggested the
endothelial cell as one of the candidate intrapulmonary pre-
cursor cell for the myofibroblast in lung fibrosis. The histopa-
thology of IPF indicates increased capillary density around
fibroblastic foci with evidence of vascular regression in the
center of these foci (46). One interpretation for this vascular
heterogeneity may be due to an inability to form new vessels in
areas of established fibrosis and inhibition of angiogenesis (46,
47). Our evidence of transition of endothelial cells into fibro-
blasts through endothelial-MT in BLM-induced lung fibrosis
provides an alternative explanation by suggesting that the basis
for the vascular regression may be the loss of endothelial cells
via endothelial-MT to contribute to the fibroblastic elements in
these foci. Pulmonary vascular remodeling in IPF-associated
pulmonary hypertension (PH), as one of the most critical
complications, represents not only pathological and biological
endothelial loss but also the neointima formation with a-SMA-
expressing mesenchymal cells and ECM beneath a dysfunctional
endothelial layer, both of which are assumed to be common
features in idiopathic pulmonary hypertension and atherosclero-
sis (48, 49). Futhermore, the question of their potential myofi-
broblastic nature has been suggested from comprehensive
analysis for a-SMA—expressing mesenchymal cells in atheroscle-
rosis, although smooth muscle cells (SMCs) originating from
media have been assumed to contribute to a-SMA-expressing
mesenchymal cells in neointima (40, 48). Sumioka and coworkers
as well as Zeisberg and colleagues suggested the possibility of
endothelial-derived fibroblasts in cardiac, kidney, and eye fibrosis
(36, 50, 51) and carcinoma as well (52). Further investigation into
endothelial-derived fibroblasts/myofibroblasts in the pathogene-
sis of not only pulmonary vascular remodeling in IPF-associated
PH, but also neointima formation in atherosclerosis, is warranted.

In summary, we confirmed that endogenous lung endothelial
cells in intact animals could also give rise to significant numbers
of fibroblasts in a murine model of bleomycin-induced lung
injury and fibrosis. The underlying mechanism was suggested by
in vitro studies showing that endothelial-MT could occur in
endothelial cell lines when treated with TGF-B in combination
with activation of Ras signaling. Furthermore, this same cell line
could undergo a similar transition to fibroblasts in vivo when
implanted in nude mice.
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