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A characteristic that is objectively measured
and evaluated as an indicator of normal
biologic processes, pathogenic processes, or
pharmacologic responses to a therapeutic
intervention.
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Enzyme inhibition-type

Marker il : BSO (86 hr)
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. Conjugate-type, time independent
Type-independent, after depletion
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Phase II:
Multi-Platform Analysis
(Agilent, 2 sites)
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