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process
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3. regulation of cellular metabolic

process
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linkage
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development process

4 regulation of macromolecule
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4. regulation of sister chromatid
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4 cell growth

5.regulation of nucleobase,
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nucleic acid metabolic process

5. axon ensheathment

5 regulation of developmental
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cluster Gene ontology Gene symbol
cluster 3
hHRE LRE I. biological process

1.system process LDLR
ADCY5
2. ectoderm and mesoderm interaction SNA12
3.regulation of granulocyte differentiation RUNX1
4, neurological system process OR4A15
OR5P3
5. cation transport SLC11A1
SL.C4A4
IL.molecular function
1. farnesylated protein binding A1PL1
2. acyloxyacyl hydrolase activity AOAH
3. transporter
SVOPL
activity
LDLR
[ll.cellular component
1. chioride channel complex GLRA3
2. glycine—gated chloride channel complex GLRA3

14 2752%—3. 4, 5B AHALEERLTF

-39 .




%92 THEFMNVABRICEET HEGFHOY VY ARHIELERAEIZ L DEH)

Gene expression (Fold change)

Time after cereulide( 10 ng/ml )stimulation Gene function
Gene symbol] 5 min | 60 min | 120 min
MYC 1.50 1.52 2 44 |—ERIUFUT NSO FRIO—LCHIHIZEE
CASP8 1.74 1.54 1.66 |»7Rb—VRODA=L T—5—hR—F
GZMH 7.78 —HARN—HE8HEDHA—EEHELIZRE
ESPL1 313 |—hASA—EHTIOFT7—4
IFT57 451 |[»hRIA—EBDUIN—IEEE TRV RO —L#D
TNFRSF8| 1.69 0.74 |=7HR—L RORSTFAITLE2L—H—
DAPK2 291 |~tUv/ALAZLTOTFAVEF—F TR B
ELMO1 63.68 —FPRb—D R, BB HEOREELIZEE
FAIM3 077 0.62 0.38 |—Fas, TNFa, FADDFFE T Ri—1 ANLMRE, HR/N—E8EEOH
HIPK3 0.13 0.14 0.17 |—FADDY U BREAREIZ LB 7 R~ A DA DL

1. Caspase 8 33 LU\ Caspase 8 HEBEFREDTLHE

2. 7T& F—T 2B LU Caspase 8 FHFHITHHIRIICE < B FREDET

3. MYC &EFHEOTLE
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