2

were eligible for this study. The exclusion criteria were HCV
infection, active hepatitis, and treatment for antiherpes ther-
apy at the time of sampling. Nine HIV-1-positive individuals
were analyzed longitudinally before and after the initia-
tion of antiretroviral therapy (ART). For controls, 12 HIV-
1-seronegative patients with autoimmune thrombocytopenia
and 17 HIV-1-seronegative healthy volunteers were sampled
for baseline comparisons. Informed consent for blood sam-
pling was obtained from all participants. The study was
conducted according to the ethical guidelines of the hospital
and was approved by an authorized representative. of the
hospital. EDTA-treated blood was taken from the subjects,
and leukocytes were collected after removing red blood cells
with hemolysis buffer (1655mM NH,Cl, 10mM KHCO,,
0.1 mM EDTA). Cell pellets were stored at —20°C until use.

Real-time quantitative PCR

DNA was extracted from the cell pellets using a QlAamp
Blood Mini kit (QIAGEN Inc., Tokyo, Japan). Real-time PCR
was conducted with the LineGene33 (BioFlux, Tokyo, Japan)
using Premix Ex Taq (TAKARA, Shiga, Japan). As an internal
control measurement, to normalize for input DNA, copy
numbers of 8,-microglobulin (8,M) were determined in every
sample tested. The primers used for amplification were as fol-
lows: HHV-8 forward, 5'-CCTCTGGTCCCCATTCATTG-3,
and reverse, 5-CGTTTCCGTCGTGGATGAG-3, and probe
5-FAM-CCGGCGTCAGACATTCTCACAACC-TAMRA-3';!!
Epstein-Barr virus (EBV) forward, 5-CGGAAGCCCTCTGGA
CTTC-3, and reverse, 5'-CCCTGTITATCCGATGGAATG - 3,
and probe 5-FAM-TGTACACGCACGAGAAATGCGCC-
TAMRA-3;'? 8 ;M forward, 5-CAGCAAGGACTGGTCTTT
CTATCTCT-3/, and reverse, 5-ACCCCACTTAACTATCTT
GG-¥, and probe 5-FAM-CACTGAAAAAGATGAGTATG
CCTGCCGTGT-TAMRA-3'.*® Standards were obtained by
amplification of a control sample in a polymerase chain re-
action (PCR) reaction using the same primers. The data were
normalized as copies/10° cells by measuring copy numbers
of the B,M gene, since two B,M copy numbers correspond
to one cell. The lower limit of detection was defined as
1 copy/10° cells.

Statistical analyses

Frequency analysis was performed using Fisher’s exact test
for 2x2 tables. The viral DNA copy numbers of HHV-8, EBV,
and HIV-1 were logp transformed and compared between
different groups by means of the Mann-Whitney U test. The
associations between them were determined using an analysis
of covariance (ANCOVA), with EBV-DNA and HIV-RNA as
covariates, where HHV-8 DNA was adjusted on the bases of
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EBV-DNA and HIV-RNA. Spearman’s rank correlation coef-
ficient was used to compare changes in platelet counts and
changes in HHV-8 DNA loads. A partial correlation was used
to assess this relationship, while controlling for any changes in
HIV-RNA and EBV-DNA.

Results
Subjects characteristics

A total of 125 patients fulfilled the inclusion criteria. De-
mographic and clinical characteristics of the subjects included
in this study are shown in Table 1. There were 8 women and
117 men, 112 of whom were men who have sex with men; the
others were heterosexual. These patients were ranged from 20
to 69 years of age (mean age, 37.8 years). Of these, 58 received
ART and 67 remained untreated. The duration of ART was 3
months to 9.5 years (mean 3.25 years). Nine HIV-1-positive
individuals were analyzed longitudinally before and after the
initiation of ART. Among 125 HIV-1-positive subjects in-
cluded in our study, we evaluated 97 subjects for the preva-
lence of splenomegaly by means of an abdominal ultrasound
examination; 23 subjects were thus found to have spleno-
megaly.

HHV-8 qualitative and quantitative DNA analysis

The presence and load of HHV-8 DNA were investigated in
125 HIV-1-positive subjects and 17 HIV-1-negative healthy
controls (Fig. 1). HHV-8 DNA was detected in 37 of 125
(29.6%) leukocyte samples from HIV-1-positive subjects, with
values ranging from 2 to 91,171 copies/10° leukocytes. HHV-8
DNA was not detected in any healthy controls.

Relationship between HHV-8 DNA and KS

HHV-8 DNA was detected in theee of five (60%) HIV-
infected subjects with KS, whereas they were found in 34 of
120 (28.3%) subjects without KS (p=0.15). Figure 2 shows
that the HHV-8 DNA load of subjects with KS to be higher
than that of the subjects without KS, but not significantly so.

The correlation between HHV-8 DNA
and HIV-1-related immunovirological pararmeters

The HIV-RNA load in the serum of HHV-8 DNA-positive
subjects was significantly higher than that of HHV-8 DNA-
negative subjects (Fig. 3a). In addition, the correlation be-
tween HHV-8 DNA and hypergammaglobulinemia (the
percentage of gammaglobulin is more than normal range)
was examined, which is often observed in HIV-1-positive
subjects. The HHV-8 DNA load in leukocytes in subjects with

TABLE 1. DEMOGRAPHIC AND CLINICAL CHARACTERISTICS OF 125 HIV-PosiTivE SUBJECTS?

Total Pretreatment of ART Treatment of ART P
N (male/female) 125 (117/8) 67 (63/4) 58 (54/4)
Age (years) 37.8+£104 343482 - 421+£11.2 <0.001
CD#4 (cells/ml) 3964-218 387 £226 407 £ 211 0.616
Viral load (copies/ml) (logio) 4.36+0.86 Under detection limit
Duration of ART (years) 0 3.25+2.68

2The mean values 4+ SE are shown. Pretreatment of ART versus treatment of ART.
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FIG. 1. Quantification of HHV-8 DNA by real-time PCR.
Logjo-transformed HHV-8 copy numbers per 10° leukocytes
are shown. The bar shows the mean and standard devia-
tions. The dotted line shows the detection limit of the assay.

hypergammaglobulinemia was significantly higher than in
subjects without hypergammaglobulinemia (Fig. 3b). HHV-8
DNA was detected in 24 of 44 (54.5%) HIV-infected subjects
with hypergammaglobulinemia, whereas it was found in 13
of 81 (16.0%) subjects without hypergammaglobulinemia
(p <0.0001). We could not find any significant correlation
between HHV-8 DNA loads and CD4-positive T cell counts.

The effect of ART on HHV-8 DNA

HHV-8 DNA load in leukocytes in subjects with ART was
significantly lower than in subjects without ART (Fig. 4a).
HHV-8 DNA was detected in 12 of 58 (20.7%) HIV-infected
subjects with ART, whereas it was found in 25 of 67 (37.3%)
subjects without ART (p =0.042). There was no difference in
the duration of ART between HHV-8 DNA-negative and
HHV-8 DNA-positive subjects with ART (3.161:2.764 vs.
3.5754+2.439 years, p=0.624). HHV-8 DNA loads (logio)
per 10° leukocytes in subjects with a short duration of ART
(<6 months) were higher than in subjects with a long duration
of ART (=6 months), but the difference was not statistically
significant (0.758 4 0.447 vs. 0.323 +0.111, p = 0.309).

270

3
108
P=0.09
& 10%4 @)
E:
4 |
e 10 @
= ]
e
.g 108 @) o
8 o
< 102 -
prad
e e} |
O 10 -
>
% ]
bR e Rl 35 ol sl kbl bt -@—w' ———————
0.1 v
KS(-) KS(+)

FIG. 2. HHV-8 DNA loads among the HIV-1-positive
subjects with or without KS. Logg-transformed HHV-8 copy
numbers per 10° leukocytes are shown. The bar shows the
mean and standard deviations. p-values were estimated by
the Mann-Whitney U test. The dotted line shows the detec-
tion limit of the assay.

Longitudinal analysis of HHV-8 DNA loads
after initiation of ART

The longitudinal profiles of HHV-8 DNA loads were ex-
amined in nine subjects after initiation of ART (Fig. 4b).
Within 1 month after starting ART, HHV-8 DNA transiently
increased in three patients (Fig. 4b, black straight lines); in two
of the three patients, KS had progressed transiently. These
findings show the reactivation of HHV-8 by initiation of ART.
Three months after the initiation of ART, all nine patients had
achieved and maintained the decreased levels of HHV-8
DNA.

The influence of EBV on HHV-8 infection

Like HHV-8, EBV is lymphotropic and is a member of
the gammaherpesvirinae; it is reactivated by HIV-1 infec-
tion. Therefore, the influence of EBV on HHV-8 infection
was investigated. EBV-DNA loads (logso) per 10° leukocytes
were significantly higher in HHV-8 DNA-positive subjects
(0.69 £ 0.11 vs. 1.46 £ 0.21, p = 0.0007) and EBV DNA was de-
tected in 32 of 88 (36.4%) HHV-8-negative subjects, whereas
they were found in 25 of 37 (67.5%) HHV-8-positive subjects
(p=0.002).

Relationship between HHV-8 DNA
and thrombocytopenia

Figure 5 shows a case of Castleman’s disease in which the
platelet counts changed in inverse association with HHV-8
DNA in the leukocytes. Therefore, the association between
platelet counts and HHV-8 DNA in leukocytes was examined.
First, the changes in platelet counts and HHV-8 DNA were
analyzed in the nine subjects before and after the initiation
of ART (Fig. 6). Both the decrease in HHV-8 DNA and the
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FIG.3. The correlation between HHV-8 DNA and HIV-1-related immunovirological parameters. (a) HIV-RNA loads among
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The bar shows the mean and standard deviation. p-values were estimated by the Mann-Whitney U test. (b) HHV-8 DNA
loads among the HIV-1-positive subjects with or without hypergammaglobulinemia. HHV-8 copy numbers per 10° leuko-
cytes are shown. The bar shows the mean and standard deviations. p-values were estimated by the Mann-Whitney U test.
The dotted line shows the detection limit of the assay.

increase in platelet counts were significant. Furthermore, the
correlation between changes in platelet counts and changes in
HHV-8 DNA was obtained (Spearman; r =-0.783, p = 0.0267).
Patients with HIV infection sometimes develop thrombocy-
topenia, and EBV is also reported to cause mild thrombocy-
topenia. Therefore, partial correlations were also used to

assess this relationship while controlling for EBV-DNA and
HIV-RNA, and the correlation between the change in HHV-8
DNA and platelet counts was obtained (partial correlation
coefficient; r =-0.733, p = 0.0219).

Next, all 125 subjects with HIV infection were analyzed.
There was no significant difference between the group with
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FIG. 4. The effect of ART on HHV-8 DNA. (a) HHV-8 DNA load in PBMCs in subjects with or without ART. HHV-8 copy

numbers per 10° leukocytes are shown. The bar shows the mean and standard deviation. p-values were estimated by the

Mann-Whitney U test. (b) HHV-8 DNA load after initiation of ART. HHV-8 DNA loads of the nine subjects were measured at

the indicated time points. The dotted line shows the detection limit of the assay.
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lamivudine; ABC, abacavir; ATV, atazanavir.

thrombocytopenia and the group without thrombocytopenia
in terms of the number of subjects with ART, the duration of
ART, and the prevalence of subjects with splenomegaly (with
thrombocytopenia vs. without thrombocytopenia; 30.8% vs.
22.6%, p =0.520). Similarly, no significant difference was ob-
served between the group with HHV-8-DNA and the group
without HHV-8-DNA in terms of the duration of ART and the
prevalence of subjects with splenomegaly (with HHV-8 vs.
without HHV-8; 26.7% vs. 22.4%, p=0.647). The effects of
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PLT, platelet; HHV-8, human herpes virus 8, EBV, Epstein-Barr virus; 3TC,

HHV-8 DNA in leukocytes on platelet counts were examined
using ANCOVA, with EBV-DNA as a covariate. ANCOVA
revealed a significant interaction between EBV-DNA and
HHV-8 DNA but no significant interaction between throm-
bocytopenia and EBV-DNA. Post hoc tests revealed that
HHV-8 DNA was significantly higher in subjects with platelet
counts <150,000 platelets/ul than in subjects with platelet
counts =150,000 platelets/ul (Fig. 7a). HHV-8 DNA was de-
tected in 11 of 14 (78.6%) subjects with low platelet counts,
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FIG. 6. Changes in the platelet counts, HHV-8 DNA loads, EBV-DNA loads, and HIV-RNA of pre- and post-ART. Platelet
counts (a), HHV-8-DNA (b), EBV-DNA (c), and HIV-RNA (d) of the nine subjects were analyzed before (pre) and after 2 or 3
months of initiation of ART (post). The viral loads were logyo transformed. Bar shows the mean and standard deviation.
p-values for the difference between the two time points were estimated by the Wilcoxon signed rank test.
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FIG.7. Relationship between HHV-8 DNA and mild thrombocytopenia.(a) HHV-8 DNA load in leukocytes in subjects with
platelet counts of <150,000 platelets/mm® or with platelet counts of =150,000 platelets/ mm®. HHV-8 copy numbers per 10°
leukocytes are shown. The bar shows the mean and standard deviation. The p-values were estimated by a post hoc test after
ANCOVA with EBV-DNA as a covariate. (b) Platelet counts among the HIV-1-positive subjects with or without HHV-8
DNA. The bar shows the mean and standard deviation. The p-values were estimated by a post hoc test after ANCOVA with
EBV-DNA as a covariate. The dotted line shows the detection limit of the assay.

whereas it was found in 26 of 111 (23.4%) of subjects with
normal platelet counts (p=0.0059: estimated by post hoc
test after ANCOVA with the prevalence of EBV-DNA as a
covariate). The platelet counts were lower in HHV-8 DNA-
positive subjects than in HHV-8 DNA-negative subjects, but
not significanlyt (Fig. 7b). In subjects without ART, HIV-RNA
might be a confounding factor, and thus ANCOVA was con-
ducted with HIV-RNA and EBV-DNA as covariates.

In subjects without ART, HHV-8 DNA was also signifi-
cantly higher in subjects with mild thrombocytopenia with an
adjustment for EBV-DNA and HIV-RNA (p=0.013, data not
shown). HHV-8 DNA was not detected in the 12 subjects with
autoimmune thrombocytopenia. We also examined the cor-
relation between HHV-8 DNA loads and platelet counts in
subjects without KS, because the subject with KS might have
occult Castleman’s disease, which can cause thrombocyto-
penia. HHV-8 DNA was significantly higher in subjects with
platelet counts of <150,000 platelets/ul than in subjects with
platelet counts of =150,000 platelets/ul {logye (HHV-8)=
2.103 £ 1.797 vs. 0.438 £0.924; p =0.0285]. HHV-8 DNA was
detected in 9 of 12 (75.0%) subjects with low platelet counts,
whereas it was found in 25 of 108 (23.1%) subjects with normal
platelet counts (p =0.0002). The platelet counts were signifi-
cantly lower in HHV-8 DNA-positive subjects than in HHV-8
DNA-negative subjects (21.5::8.61/ul vs. 25.0+5.56/ul;
p=0.1319).

Discussion

Some previous studies have examined the prevalence of
HHV-8 infection in HIV-1-infected subjects. A unique aspect
of this study is that the effect of HHV-8 DNA in the peripheral

blood leukocytes on HIV-1 infection was examined; a signif-
icant association between HHV-8 DNA and the clinical ap-
pearance of HIV-1 infection, especially thrombocytopenia
complicated with HIV-1, was found.

Some reports have shown that the presence of KS was as-
sociated with the prevalence of HHV-8 DNA in leukocytes'*
and the severity was associated with HHV-8 DNA loads in
leukocytes.’® The current data also showed a certain associ-
ation with the presence of XS and HHV-8 DNA load, but in
this study there were only five subjects with KS, because the
prevalence of KS in HIV-1-infected patients in Japan is low. As
a result, it was impossible to determine whether the HHV-8
DNA load predicted the onset and severity of KS. To draw
any conclusions concerning the clinical and prognostic utility
on KS, more subjects with KS need to be analyzed.

HHV-8 encodes homologues of cytokine and cytokine re-
sponse genes, such as viral interleukin-6 (vIL-6)'® and viral
interferon regulatory factor (VIRF). vIL-6 can bind the gp130
receptor to activate IL-6 response genes and promote B cell
activation, which is the mechanism of hypergammaglobuli-
nemia induced by HHV-8 infection. It was also found that
HHV-8 plays an important role in hypergammaglobulinemia,
which is often found in subjects with HIV-1 infection.

The current data showed that HIV-RNA load in the serum
of HHV-8 DNA-positive subjects was significantly higher
than that found in the serum of HHV-8 DNA-negative sub-
jects. HHV-8 replication is activated by HIV-Tat,'” and it has
been reported that HHV-8 reactivation is associated with
HIV-1 acute infection.'® Furthermore, an open reading frame
(ORE), the major transactivator of the HHV-8 lytic cycle, can
also induce increased levels of HIV replication. In conclusion,
these findings show that HHV-8 coinfection is associated with
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immunological characteristics and disease severity of HIV
infection.

ART reduced HHV-8 DNA loads as well as HIV-RNA
(Fig. 4). The inhibition of HIV-1 replication with ART probably
leads to the reconstitution of the immune system and regen-
erates effective immune responses against HHV-8. Moreover,
protease inhibitors block the production of inflammatory cy-
tokines,*® which in turn may result in the downregulation of
HHV-8 replication. In this longitudinal study during ART,
HHV-8 DNA loads transiently increased in three subjects
soon after the initiation of ART. This might be due to the
disorder of cytokine balance, which occurs transiently in the
process of the reconstitution of the immune system, and this
might be one of the explanations for the immune reconstitu-
tion syndrome of KS. Some inflammatory cytokines are in-
duced in immune reconstitution syndromes. It has recently
been reported that some cytokines, which are associated with
the development of KS, were elevated in other reconstitution
syndromes.*® It is possible that reactivation of HHV-8 by ART
might activate the inflammation of the other reconstitution
syndromes by the increase in vIL-6 or other cytokines.

The difference between HHV-8 DNA in the subjects with
platelet counts of <150,000 platelets/ul and in the subjects
with platelet counts of 150,000 platelets/ul was significant,
but the difference between the platelet counts in the HHV-8
DNA-positive subjects and the platelet counts in the HHV-8
DNA-negative subjects was not significant. This is because
HHV-8 DNA correlates with “mild” thrombocytopenia.

This is the first report that analyzed the association be-
tween HHV-8 DNA and thrombocytopenia in HIV-1-infected
subjects, though there are a few studies that showed the
relationship between HHV-8 infection and hematological
disorders” or posttransglantation bone marrow failure in
HIV-1-negative subjects.”” Some case reports have described
thrombocytopenia complicated with HHV-8-induced Castle-
man’s disease, hemophagocytic syndrome, or other inflam-
matory syndromes. The HIV-1-positive subjects sometimes
develop thrombocytopenia, which has been thought to be
caused by an autoimmune mechanism. Recently, antibody
cross-reactivity between a known epitope region of HIV-1
proteins and platelet GPIlla49-66 has been reported to be
responsible for HIV-1-associated thrombocytopenia.”®> How-
ever, the present study showed that HHV-8 also contributes
independently to the thrombocytopenia complicated in HIV-1
infection.

The molecular mechanism of thrombocytopenia induced
by HHV-8 remains to be established, but it is possible that
some cytokines or chemokines induced by HHV-8 might be
involved in thrombocytopenia. For example, interleukin-8
(IL-8), which is induced by HHV-8 infection,?* binds the re-
ceptors on megakaryocytes and platelets and inhibits mega-
karyocytopoiesis.”® Furthermore, HHV-8 is reported to infect
CD34-positive hematopoietic progenitor cells®®?’; HHV-8
harboring CD34-positive cells might also contribute to hema-
tological disorders including thrombocytopenia.”® Another
possible explanation for thrombocytopenia is an autoim-
mune mechanism such as immune thrombocytopenia (ITP).
Chronic stimulation of the B cell clones induced by HHV-8
could favor the production of autoantibodies, some of which
might react against platelet. In fact, Evan’s syndrome com-
plicating multicentric Castleman’s disease® and ITP compli-
cating KS have been reported.>
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In Italy, the area of subendemicity of HHV-8, the presence
of HHV-8 DNA in HIV-1-negative elderly people has been
reported to be associated with mild thrombocytopenia.* In
Japan, HHV-8 infection in HIV-1-negative subjects is rare; as a
result, when the 12 subjects with autoimmune thrombocyto-
penia were examined, the association between HHV-8 and
autoimmune thrombocytopenia in HIV-1-negative subjects
was not distinct. However, the fact that HHV-8 DINA was not
detected in the HIV-l-negative subjects with autoimmune
thrombocytopenia suggests that HFHV-8 is not a main causa-
tive agent of autoimmune thrombocytopenia.

In conclusion, a significant association was observed be-
tween HHV-8 infection and the clinical appearance of HIV-1
infection, especially in regard to mild thrombocytopenia, hy-
pergammaglobulinemia, and disease severity. It is possible
that some of these effects of HHV-8 infection are related
to other independent etiological cofactor or some other
viruses. However, it may be useful to monitor HHV-8 DNA in
leukocytes of HIV-1-positive subjects to assess and predict
disease severity and to select the optimal treatment modali-
ties.
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Abstract

Objective High molecular weight (HMW)-adiponectin has been found to be a better negative regulator of
insulin resistance than total adiponectin. The aim of this study was to investigate the influence of HMW-
adiponectin on antiretroviral therapy (ART)-induced dyslipidemia in Japanese human immunodeficiency virus
(HIV)-infected individuals. We also examined the effect of some antiretroviral drugs (ARVs) on adipocytes in
vitro.

Patients and Methods Fifty-seven HIV-infected patients were enrolled in four clinical groups; (I) patients
who started ART containing efavirenz (EFV); (II) patients who started ART containing a protease inhibitor
without atazanavir (ATV); (II) patients who started ART containing ATV; (IV) patients who switched from
ART without ATV into ART containing ATV. We measured the serum HMW-adiponectin before and one year
after starting or changing ART, using an enzyme-linked immunoSorbent assay (ELISA). Furthermore, we
treated the mouse adipocytes (3T3-L1) with some ARVs. The lipid content was assessed using Oil Red O
staining. The expression of adiponectin was measured by quantitative real-time PCR.

Results The serum HMW-adiponectin decreased significantly in groups (I) and (II) after starting ART, and
increased significantly in group (IV) after changing from ART without ATV to ART with ART. EFV, rito-
navir (RTV) and nelfinavir (NFV) inhibited the expression of adiponectin mRNA in mature 3T3-L1 and to a
greater extent in pre-mature 3T3-L1. This phenomenon was reversible when ARV was changed to ATV.
Conclusion Effects of the ARVs on adiponectin may vary depending on the administration of different
drugs. These data suggest that the distinct metabolic effects of ARV could therefore be a consequence of
their differential effects on the production of adiponectin.

Key words: IMV-adiponectin, antiretroviral therapy, dyslipidemia
(Inter Med 48: 1799-1875, 2009)

(DOI: 10.2169/internalmedicine.48.2340)

tors and stimulates AMP-activated protein kinase, one of the

Introduction

Adiponectin is an adipokine secreted exclusively by adi-
pocytes: this protein plays an important role in the control
of systematic lipid metabolism and insulin sensitivity (1).
Adiponectin forms multimers and is present in the serum as
a trimer, hexamer, or as a high molecular weight (HMW)
form (2). The HMW isoform most avidly binds to its recep-

key molecules mediating the metabolic actions of adi-
ponectin.

Antiretroviral therapy (ART) has prolonged survival in
human immunodeficiency virus (HIV)-infected individuals,
but most individuals receiving ART develop metabolic ab-
normalities, which include dyslipidemia (elevated plasma tri-
glycerides and cholesterol), increased visceral and dorsocer-
vical adipose tissue and peripheral lipoatrophy (3). Although
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HIV infection itself (4) and nucleoside reverse transcriptase
inhibitors (NRTI) (5-7) have been associated with metabolic
abnormalities, there are increasing clinical and epidemiologi-
cal data that suggest a central role for HIV protease inhibi-
tors (PIs) in the causation of metabolic complications (8)
and atazanavir (ATV) use has been associated with a de-
crease in hyperlipidemia, less insulin resistance and reversal
of lipodystrophy (9).

Several recent clinical studies suggest that hypoadi-
ponectinemia might play an important role in the causation
of metabolic abnormalities associated with HIV infected in-
dividuals treated with PI-based ART, especially for those
with lipodystrophy (8, 10, 11), but to date, limited data have
been published whether this hypoadiponectimia is due to a
disturbance of adipocyte differentiation, or to the decrease in
the number of adipose cells number, or a dysfunction of adi-
pocytes. In addition, thete are still no data regarding the in-
fluence of antiretroviral drugs (ARVs) on serum HMW-
adiponectin levels in Japanese, about 40% of whom have a
genetic variation in the adiponectin gene associated with a
reduced adiponectin level (12).

This study compared the effect on HMW-adiponectin
level between ATV, Pls (except for ATV), ATV replacement
therapy and non-nucleoside reverse transcriptase inhibitors
(NNRTI), efavirenz (EFV) in HIV-infected Japanese sub-
jects. In addition, the influence of each of the ARVs on adi-
pocyte development and the expression of adiponectin were
evaluated, using in vitro models.

Materials and Methods

Study population

The subjects evaluated in this study consisted of 57 HIV-
positive patients admitted to National Hospital Organization
Kyushu Medical Center, who started ART or were changing
the ART combination. The present study was conducted in
accordance with the regulations of the institutional ethics
committee. These individuals were enrolled into four clinical
groups; (I) patients who started ART containing EFV; (1)
patients who started ART containing PIs without ATV; (II)
patients who started ART containing ATV, (IV) patients who
replaced the ART without ATV into ART containing ATV.
The Body Mass Index (BMI), serum triglyceride, low den-
sity lipoprotein (LDL) cholesterol, high density lipoprotein
(HDL) cholesterol, HMW adiponectin were measured before
and one year after starting or changing ART. HMW-
adiponectin was measured by enzyme-linked immunosorbent
Assay (ELISA), using the Human Adiponectin ELISA kit
for Total and Multimers (Daiichi Pure Chemicals Co., To-
kyo, Japan). Lipodystrophy was determined by a standard-
ized, lipodystrophy-specific physical examination which re-
corded lipoatrophy and/or diffuse fat accumulation in the
face, neck, dorsocervical spine, arms, breasts, abdomen, but-
tocks and legs.

Cells

The 3T3-L1 cells were purchased from the Japanese Col-
lection of Research Bioresources. The cells were maintained
in DMEM supplemented with 10% fetal bovine serum. For
differentiation, post contluent cells were induced by incuba-
ton with 0.5 mM 3-isobutyl-methylxanthine and 1 pM
dexamethasone for 2 days. This is followed by incubation
with 10 pg/mL insulin for 2days. The cells were then main-
tained in Dulbecco’s Modified Eagle Medium (DMEM)
with 10% fetal bovine serum (FBS) for another 2 days. To
investigate the effects of ARVs on adipogenesis, and to in-
vestigate the difference between the effect of ARVs on
preadipocytes and the effect on mature adipocytes, several
ARVs were added to the medium before and after differen-
tiation of 3T3-L1 cells.

Antiretroviral drugs

Efavirenz (EFV), ritonavir (RTV), nelfinavir (NFV) were
purchased from Toronto Research Chemicals Inc. (Ontario,
Canada). ATV was provided by Bristol-Myers Squibb Com-
pany (NY, USA). Drug stocks in dimethyl sulfoxide
(DMSO) were stored at -20°C and diluted into culture me-
dia. Vehicle control incubations received the same final
DMSO concentration as all drug-treated incubations (0.1%).
The IC50 /IC95 and the Cmax of each drug are as follows,;
EFV (IC95=1.7-25nM, Cmax= 14.2-28.8 uM), RTV (IC50=
65-289nM, Cmax= 0.84-21.9 uM), NFV (IC50=30-60nM,
Cmax= 5.0-8.6 uM), and ATV (IC50=2-5nM, Cmax=4.96-
8.38 uM). The cells were treated with 20 uM of EFV, RTV
and ATV and 10 pM of NFV.

Quantitative real time RT-PCR

Total cellular RNA was isolated from 3T3-L1 cells, using
QIAamp RNA Blood Mini (QIAGEN, Tokyo, Japan), in-
cluding treatment with DNase. ¢cDNA was generated {rom
the RNA using TAKARA RNA PCR kit (TAKARA BIO,
Shiga, Japan). Real time PCR was conducted with the
LineGene33 (BioFlux, Tokyo, Japan) using SYBR Green
Realtime PCR Master Mix (TOYOBO Co, Osaka, Japan).
As an internal control measurement, to normalize for input
DNA, copy numbers of f-actin were determined in every
sample tested. The ratio of the normalized mean value for
drug-treated samples was calculated and is given in the
graphs.

Measurement of adiponectin levels in culture me-
dium

The secretion of adiponectin from 3T3-L1 cells were de-
termined by measuring the adiponectin concentration of cul-
ture medium, using the Mouse Adiponectin/Acrp30 Immu-
noassay (R&D systems, Mimmeapolis, USA).

Qil Red O staining

The cellular lipid content was assessed by lipid staining
with Oil Red O. Staining was quantified at 520 nm after
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Table 1. Characteristics of 57 HIV-infected Individuals and the Changes of Metabolic Markers
group | group Il group i} group IV (pre)  group IV (post)

Number of cases (M/F) 15 (13/2} 14 (13/1) 14 (13/1) 14 (12/2)

Mean age {SD) (years) 37.7 (10.8) 42.1(14.2) 38.3(9.1) 46.1(12.8)

NRTI combination (number)(frequency %)
Abacavir/ iamivudine 0(0) 0(0) 1(7.1) 0 (0) 2{14.3)
Zidovudine/ famivudine 4 ({26.7) 0(0) 4 (28.6) 5(35.7) 4 (28.6)
Stavudine/ lamivudine 7(46.7) 7 (80} 5(35.7) 6 (42.9) 4 ({28.6)
Didanosine/ lamivudine 0(0) 0(0) 0(0) 2{(14.3) 2(14.3)
Didanosine/ zidovudine a(0) 2{14.3) 0(0) 0(0) 0(0)
Tenofovir/ emiricitabine 4(26.7) 5(35.7) 4(28.6) 1(7.1) 2{14.3)

the ratio of after to bebore

staring or changing ART [mean {SE)]

Body Mass Index 1.00 (0.01) 0.89(0.01) 1.02 (0.01) 0.98 (0.04)
Tryglyceride 1.63(0.19Y 1.72 (0.24) 1.22(0.17) 1.00 {0.304)
HDL-cholestero! 1.29 (0.12) 1.17 (0.186) 1.14 (0.11) 1.01(0.07)
LDL-cholesterol 117 (0.12) 1.27(0.12) 1.10(0.05) 0.85 (0.06)
HMW-adiponectin 0.61(0.24) 0.65(0.09) 1.19(0.20) 1.6100.11)

P values are evaluated by one sample sign test. * indicates significant difference (" p<0.001, = p<0.05)
NRT, nucleotide reverse transcriptase inhibitor; ART, antiretroviral therapy
"pre” indicates before changing ART, and “post'indicates after changing ART.

solubilization, using an Adipogenesis Assay Kit (Chemicon
International Temecula, CA, USA)

Statistical analysis

To evaluate the changes of BMI, serum triglyceride, LDIL-
cholesterol, HDL-cholesterol, HMW-adiponectin after start-
ing or changing ART, the one sample sign test was applied.
The Mann-Whitney test was used to compare the serum
HMW-adiponectin according to lipodystrophy. In vitro ex-
periments were reproduced in at Jeast three independent ex-
periments. The results are presenied as the mean = SD. Sig-
nificance was determined as described in the figure legends.

Results

The effect of ARV on the lipid profile and HMW adi-
ponectin

The demographic and clinical characteristics for the 57
patients included in the study are shown in Table 1. There
were no significant differences in the age and the NRTI
combinations used as the backbone of Pls or EFV among
the four groups ()-square lest). The serum triglycerides and
LDL-cholesterol increased significantly in individuals in
groups I and II and LDL-cholesterol decreased significantly
in individuals with group IV. The serum HMW-adiponectin
decreased significantly in individuals in groups I and II and
increased significantly in individuals with group IV. On the
other hand, there was no change in the triglyceride, LDL-
cholesterol, and HMW-adiponectin levels in individuals in
group I (Table 1). These results show that serum HMW-
adiponectin level decreased in individuals with ART includ-
ing EFV or Pls except ATV, but the decrease was reversible
and it was recovered by changing the ART into that includ-
ing ATV.

HMW-adiponectin and lipodystrophy

The development of lipodystrophy was observed in 14 of
the 43 patients who newly initiated ART (the patients of
groups I, 11, and III). Lipodystrophy was more prevalent in

group I (53.3%) and group II (28.6%) than in group III
(14.3%). The differences in lipodystrophy were not driven
by the overall weight gain. There was no significant differ-
ence in the serum HMW-adiponectin before ART between
individuals with and without lipodystrophy followed by
ART, but the serum HMW-adiponectin after starting ART
and the ratio of HMW-adiponectin after to before starting
ART decreased significantly in individuals with lipodystro-
phy (Fig. 1).

The effect of ARV on adiponectin mRNA levels in
differentiating 3T3-L1 cells

As shown in Table 1, the effect of ART on dyslipidemia
and lipodystrophy differed among the ART menus, but it is
nearly impossible to fully separate the effects of the drug
classes in the clinical data, because the patients received a
combination of several classes of ART. As a result, in vitro
models were used to examine the precise influence of these
drugs on adipocyte development or metabolism, using well-
characterized preadipocyte 3T3-LI cells. The concentrations
of ARVs used in this assay were within the range (RTV,
EFV) or a little higher (ATV, NFV) than what is generally
observed in plasma from individuals receiving therapeutic
doses of ARV. Considering that some ARVs can accumulate
in fat tissue, it is possible that the effects of ARVs on 3T3-L
1 cell lines observed in vitro may also occur in vivo. When
pre-adipocytes were treated with ARV, lipid accumulation
was severely reduced by EFV and NFV (Fig. 2A). The adi-
ponectin mRNA level was reduced by RTV, EFV, NFV, and
was not affected by ATV (Fig. 2B). Similar results were ob-
tained concerning the secretion of adiponectin into the cul-
ture medium (Fig. 2C). Since it is possible that the effect of
ARV on the adipocyte metabolism is known to differ be-
tween preadipocytes and mature adipocytes, the mature adi-
pocytes were also treated with ARVs. Mature adipocytes
were less sensitive to ARVs' effects on lipid accumulation
and adiponectin mRNA level than premature adipocytes.
Lipid accumulation was reduced by EFV, RTV and NFV
(Fig. 2A). The adiponectin mRNA level was reduced by
RTV, EFV, and NFV, whereas ATV did not affect the adi-
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Figure 1.

The levels of serum HMW-adiponectin in HIV-infected individuals with/without

lipodystrophy. (A) HMW-adiponectin before starting ART, (B} HMW.-adiponectin after starting
ART, (C) the ratio of HMW-adiponectin after starting ART to that before starting ART. The medi-
ans arce indicated with horizontal bars. The vertical bars indicate the range between 105 and 90%

and the horizontal houndaries of the boxes represent the interquartile range. P values are evalu-
ated by the Mann-Whitney U-test. * p<0.01, **p<0.05 versus individuals without lipodystrophy.

LD: lipodystrophy

ponectin mRNA level (Fig. 2B). Similar results were ob-
tained concerning the secretion of adiponectin into the cul-
ture medium (Fig. 2C).

The effect of changing PI[EFV to ATV on adiponectin
mRNA levels in 373-L1 cells

In the clinical study, the decreased adiponectin induced by
PI/EFV was restored by switching the drugs to ATV. In ad-
dition, the precise effect of ATV on decreased adiponectin
mRNA induced by PI/EFV was examined in vitro, using
3T3L1 cells. Adiponectin mRNA recovered significantly in
mature adipocytes after switching drugs from EFV and NFV
to ATV, but it did not recover on EFV- and NFV-treated pre-
adipocytes and RTV-treated pre- and mature adipocyles
(Fig. 3).

Discussion

Several studies have reported that metabolic syndrome is
more common in subjects with HIV infection than in HIV-
negative individuals. Although uncontrolled HIV replication
can cause an adverse modification of the lipid metabolism,
these modifications can be mainly induced by ART. The
present study described the lipid abnormalities and lipodys-
trophy associated with ART. Hypertriglyceridemia was more
common than abnormalities of HDL cholesterol and LDL
cholesterol. LDL cholesterol increases were only observed
in the population of group II (PI without ATV). These ab-
normalities were recovered by changing ART to the ATV
containing regimen. In HIV-negative populations, the most
common features associated with metabolic syndrome are
obesity and hypertension. On the other hand, in HIV-
positive populations, hypertriglyceridemia and hypertension
are reported to be common components and the most fre-
quent abnormalities that lead to metabolic syndrome (3).

100N

That is why HIV-positive patients might need to have their
ART regimen tailored to their lipid abnormalities.

In this study, we also investigated the effect of ARVs on
serumy HMW-adiponectin, which has been reported to be a
useful marker for evaluating insulin resistance and metabolic
syndrome. This is the first study to investigate the influence
of ARVs on the serum HMW-adiponectin levels in Japanese
HIV-infected individuals. In general, the serum adiponectin
levels are known to be inversely related to the adipose tissue
mass (13). The serum adiponectin levels have been reported
to rise when obese persons lose weight (14). We showed
that adiponectin levels are relatively low in HIV-infected in-
dividuals with lipodystrophy who have a low fat mass, and
this is consistent with previous reports (7, 10). These results
suggest that the normal relationships between adiponectin
concentration and adipose droplets appear to be lost or re-
versed in HIV-infected individuals. Since adiponectin ex-
pression is higher in subcutaneous fat than in visceral fat in
humans (15), visceral fat accumulation and subcutaneous fat
loss may thus lead to decreased adiponectin production both
in lipoatrophic and lipohypertrophic patients. Therefore, fat
redistribution may actually be responsible for the decreased
adiponectin levels in HIV patients with lipodystrophy. As
shown in Fig. 1(C), it is certain that some of the patients
without lipodystrophy had a decrease in serum HMW-
adiponectin levels, but these patients had dyslipidemia more
frequently than the patients with either normal or high se-
rum HMW-adiponectin  without lipodystrophy (data not
shown). Considering the fact that clinical HIV lipodystrophy
has been reported to be associated with dyslipidemia, these
patients might thus have the potential to be complicated by
lipodystrophy. Therefore, the low levels of serum HMW-
adiponectin are correlated with lipodystrophy and/or dyslipi-
demia induced by PIs and NNRTI (EFV).

The present study also showed the direct effects of ARVs
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treated with differentiation medium in the absence (control)

Figure 2.
From confluence (day (),

or in the presence of vehicle or various ARVs., To compare
the effects of ARVs on preadipocytes with mature adipocytes,
ARVs were added to the medium on day 0, when 3T3-L1
cells are still preadipoeytes (gray bar) or on day 6, when 3T3-
L1 cells differentiate to mature adipocytes (white bar). (A)

The cffects of ARVs on triglyceride accumulation during 37T3-
L1 adipose conversion. On day 7, the cells were stained with
QGil red Q. Staining was quantified at 520 nm after solubiliza-
tion and expressed as %=SE of the control an day 7. (B} The
effect of ARV on adiponectin mRNA levels in 3T3-L1 cells.
On day 7, total RNA was prepared and mRNA levels were de-
termined by real time RT-PCR. The results shown are after

correction for the levels of B actin mRNA and normalized to
the controls and represent the mean=SE, (C) The effect of
ARY on adiponectin secretion in 3T3-L1 celis. At day 7, cach
supernatant was collected. Then, concentrations of the adipo-
nectin were determined using an ELISA. Results shown are
normalized to the controls and represent the meanxSE. Sig-
nificance of difference between vehicles and other ARVs was
evaluated by using the Dunnett test, EFV: efavirenz, RTV: ri-

tonavir, ATV: atazanavir, NFV: nelfinavire

on the expression of adiponectin mRNA. In 3T3-LI cells,
the expression of adiponectin mRNA was decreased by
RTV, NFV and EFV, but not by ATV. These data are consis-
tent with our in vivo data. The pre-mature adipocytes were
more sensitive to the effect of NFV and EFV on adiponectin
mRNA and lipid accumulation than mature adipocytes.
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Since adiponectin is mainly produced from mature adipo-
cytes, some factors, such as the regulatory mechanisms for
the differentiation of adipacytes, might be involved in the
expression of adiponectin. In fact, in subcutaneous fat from
individuals from HIV-associated lipodystrophy, decreased
expression of some differentiation-associated gene, such as
sterol regulatory element binding protein 1, CAAT enhancer
binding protein «, and peroxisome proliferators-activated
receptor-y have been described (16). On the other hand, the
effects of RTV and ATV on the expression of adiponectin
mRNA and lipid accumulation were not significantly differ-
ent between pre-mature adipocytes and mature adipocytes.
Further, the effects of RTV, NFV, and EFV on adiponectin
expression were observed also in mature adipocytes, though
to a lesser extent than in NFV- and EFV-treated pre-mature
adipocytes. These results showed some mechanisms other
than differentiation-associated gene might be involved in the
expression of adiponectin. Adipose cells are highly sensitive
to oxidative stress, and it has been reported that oxidative
stress is one of the mechanisms that regulates adiponectin
expression. Using a reporter construct containing the adi-
ponectin promoter, reactive oxygen species (ROS) have been
shown to reduce the transcriptional activity of the adi-
ponectin gene in 3T3-L1 adipocytes (17). From the current
data, it is certain that various mechanisms are involved in
the regulation of adipokine expression and that the effects of
ARVs on adipogenesis and adiponectin expression may vary
among different drugs. The distinct metabolic effect of
ARVs could therefore be a consequence of their differential
effects on both the production of adiponectin and the adipo-
cyte physiology.

We have shown that ATV, in comparison to RTV, NFV
and EFV, causes less inhibition of adiponectin secretion and
lipid accumulation. Furthermore, the replacement of RTV,
NFV, and EFV to ATV did not decrease the serum HMW
adiponectin level and ATV replacing therapy has been asso-
ciated with a decrease in hyperlipidemia and an increase in
serum HMW adiponectin in HIV-infected patients. In the
same way, ATV leads to a reversal in the impairment of adi-
ponectin secretion or other metabolic abnormalities in 3T3-L
1 cells. These propersties could underlie the favorable meta-
bolic side effect profile of ATV observed in its clinical use.

This study showed the direct effect of ARV on the lipid
melabolism, but it is possible that such abnormalities in adi-
ponectin and lipid metabolism in HIV-infected individuals
are the result of either the consequence of HIV infection it-
self or of cytokine/chemokine released from infiltrating
macrophages, or several other factors.

This study provides important new information for clini-
cians and patients regarding the relative risk and benefits of
available antiretroviral regimens for the initial therapy of
HIV-1 infection. EFV and some PIs except for ATV contain-
ing ART decreased serum HMW-adiponectin, which is asso-
ciated with dyslipidemia and lipodystrophy. Some ARVs,
with the exception for ATV decreased the expression of adi-
ponectin in adipocyles in vitro and the phenomenon seems



Inter Med 48: 1799-1875, 2009 DOI: 10.2169/internalmedicine.48.2340

>

ATV

0.51 0.5

Normalized mRNA
Ratio to control

B dey7 day9

ATV

Normalized mRNA
Ratio to conftrol

day7 day$9

Figure 3.

NFV EFV

15—//4?5‘.

11

0.5+

1-H 1
b

[ ]

day7 day9

day? dayg
NFV

day7
EFV

day8

0.51 0.5

11k

0.5 0.5

N

day7 day$

day7 day9 day7 day9

The effect of replacing ARVs with ATV on adiponectin mRNA levels in 3T3-L1 cells.

From confluence (day ), 3T3-L1 cells were treated with differentiation medium in the absence
(control) or in the presence of vehicle () or various ARVs, which were added to the medium at day
0, when 3T3-L1 cells are still preadipocytes, (8 }(A), or on day 6, when 3T3-L1 cells differentiate to
mature adipocytes (o) (B), On day 7, the cells were washed and then treated with the medium con-
taining ATV( a) or with the medium with the same ARY as used until day 7 (e, 0). On days 7 and
9, total RNA was prepared and mRNA levels were determined by real time RT-PCR. Results
shown are after correction for the Ievels of § actin mRNA and normalized to the control and repre-
sent the mean + SE. P values are evaluated by Student’s t-test. *p<0.01 versus the same ARV as
used until day 7. EFV: cfavirenz, RTV: ritonavir, ATV: atazanavir, NFV: nelfinavir

to be caused by several different mechanisms. A greater un-
derstanding of the mechanisms underlying the development
of this metabolic effect could lead to safer ARVs, and at the
same time lead to the most appropriate treatment for these

metabolic side effects of ARVs.
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vIAYy7ay ME (WBE) & HIVEYD
WaEmEE LTECBeshTlh, it o HIVHE
Wy 87T AR RIBT A TH B
SRS OFAE, BRI REA R R ) PR
W3 BB b RS, R ORGR E &b ICHED
REEEZTAHAI LY EARSRML, BNELE
bbb Twh, FOk%, WBETIXEY,
e SRFHIAFGRT A ICHE Y, Ml 2B HiikofE
AW 2 Tl
S, B0 WBEHEICT2HEOPERI KL S
N HD LT, ZOBOZBPIHAEIEER L
FEFI 2R L7, P EORE 2 MHT 5720, K
FEBIT O HIV R BPTEA~O S Z2 ML, bo
HIV BB & DB 217 - 72
E

FEG] ¢ 41 5%, B

EFE .

HEFRRE, R © fE0 A L

BRI @ 2004 4E 12 A E X D ARERA B, 2005 4F
SHEVHBIBEDONDL L) kol BRETICT
HOHIV $idk (PA &, ELISA ) Bz HEfHah
%%, CD4 Rty »738k%(CD4)37/ul, HIV-RNA
34x10°a ¥ —~/mL CTH Y, M CTICTTNAI A
B AR, BEMBEWICTAR. %8, 5
EROHIV A2 ) —o vy RGBT TH . #
H A YA HIV B0 ) A7 d o748, il
ACHBEDO) A7 EdH Y, EMEREREIIANT
Hotz

il

PR RSE © (F810-8563) &M i gL X #fT8E 1—8—1
OLATECEE AR UNER L 7 —
- BETEe vy — W OHE

FRR214E 5 A20H

ABEIESE © B 175em, KIE 65kg, AR 37.5T,
FUENEZBIERO v, I &/ SHifilnd9, T9IE
O RLEE 2 L, miEEny B ISR L.

AR (Table 1) @ K4 1L 4 1L 3k 5,000/pL (V)
>33k 103%), CRP 59g/dL, CD4 Byt T MiNa%k 37/
uL, CD4/CD8 02, HIV-RNA 34x10° 2 ¥ —/mL, ¥
7% 47 B. ¥ HIV-1 Hifk (ELISA )tk Western
blot (WB) i gpl60, pl8ic/N» FH Y. IgG, IgA,
IgM, IgG¥ 727 5 2 8E AR L. BD-F VA v 426pg/
mL, W% PCR Pueumocystis jiroveci Bylk, HURRHIE
%, W CTIZTT Y F I AREERD 5.

FREEFEE (Fig 1) : AR, PCPOBREET o712
A, BERTHLT PRIV LTF T4 5 F Y —
FUS %7 L7-7-% 28 9% H I2 Hydrocortisone  100mg
PHALL 0%, BRI YBEEIRE S
» 58 A & WAl ONIRE BLE. 76 B> HH
HIV#OWIRZMIE Lz 93 & b 5esvk i, 38
7 LV F—BLOREEHEREEROTRME L% 2
prednisolone 4 L 7z (20mg/H x7 H 4, 10mg/
Hx7HH). £of FBEGEE BHEILOEH
WL, WM CT oA WHEL20REE 2o
7z, PLHIV #EBGE, HIVRNARBIEGAICIKTL,
67 ABICIEIKE 502 —/mL) UTehorz B
%, TANVARIIBEDTTRALTWS, HIV-DNA
b FARRICIR 2 WS L 2006 4E 4 BACId M RIE LT
Ehrode, CDAMmMEMBERRA ML 6N Ak
{2 123/uL, BIFE 300~400/uL I THB L TWw5, HIV
PRICELCIE, WBH (97 7my bl ELLE
) W THZN gple0, pl8IX Y FAREDHLENT
Wiz AS, 2005 4E 12 A DBE, N MRS L, 24D
LEBUBAETH ZOREPFRL TS, PAMK
X BHIVI Ab (Y2 AF4 THIVI/23v 7 A
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Table 1 Laboratory data on admission

CBC Virology
WBC 5,000 /uL Hbs Ag ()
Neut 76.5 % HCV Ab ()
Ly 103 % CMV IgG (EIA) 68.3
Mono 76 % CMV 1gM 043
Eos 56 % CMV/C7THRP (-)
RBC 5230000 /uL VZV IgG (EIA) 316
Hb 153 g/dL HSV IgG (FA) X 24.4
Ht 46.8 % HHV-6 1gG (FA) X 160
PLT 143000 /uL EB EA-DR IgG (FA) <10
EB VCAIgG (FA) x 160
Serology/Immunology measles (EIA) 353
CRP 599 g/dL
1gG 1.389 mg/dL Infection
IgA 454 mg/dL B-D glucan 42.6 pg/mL
IgM 98 mg/dL
< PCR analysis of sputum >
CDh4 37 /uL TB (—)
CD4% 8 % MAC (—)
CD8 264 /uL PCP (+)
CD8% 61 %
CDh4/8 02 HIV-RNA (subtype B) 340,000 copies/mL

EIA: Enzyme Immunoassay, FA: fluorescence antibody technique
TB: tuberculosis, MAC: Mycobacterium Avium complex, PCP: Pneumocystis

Pneumonia

PA: &1tV E44), ELISA L 2 HIV-1 Ag/Ab
(200543 H, 4H, 2R Y= A2 1Y) — Y HIV
AgAb: B 1L YA 20075 A7 —F7 2 + HIV
Ag/ABa Y R7 v t4 7Ry bV Till
SE) BT titer 2SR A LT L, 20054 12 A
P b Lz, 2B, PABICH L Cikfioflz
Fy b (w47 HIV (Type 1)t ELLEA) 12
TMEERIT, 1284 (2005412 ) THo7-,
K&

AREEH O HIV-1FLEACH 3 2 RS2 8l L, 1
DO HIV-LEREE OB T 72, WHREKEMNS
LU Y kEdbEh o HIV-1 Btk® 1044 (A7 R
AEHY 44, A7uf FRER»OHHIV ERS
3%, AT A FRMEH»OH HIV EHSH 3 4)
(Table 2). 7K #§ Il B # 3k % % # L Phytohae-
magglutinin-P (PHA) (2uM), $ XU HIV-1 Gag p24
(IpM ;s 2 AEN4 %), HIV-1 Gag pl7 (02uM: =2
AEISAF), HIV gpdl (0.2uM ; Fitzgerald Industries
Internal Inc) THIFK, 72EEM#IIC, OV o SERIEHE
ER (CellTiter 96 AQueous One Solution Cell prolif-
eration Assay:Promega), @ IFN-y mRNA OFE&
(real-time RT-PCR ), @Kz hiF o IFNy DIRE
® % (human IFN-y ELISA high sensitivity ; Bender
MedSystems) %477z, MWEIE, &4 DEFIIOE
2T DIT o 2. BAEE student  ttest (S THE L
p<005 2 EAEZED D & L7
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#E (Fig. 2)

AREFI O ARG A S 48 U7 BBk, PHA Xt
LT, ) v/ sERBGERER, IFNy mRNA 585, IFNy
FEAR, WThCBLWTORIGERLA. —7, HIV
BERARICHT AR, LLowFhicBuntd
HIV JERE e & FE:, RISERBDohkdh o7z
O HIV e B v Cid HIV R BRI LS %
RL7 p24 R pl7 kT ARG, AFuAd FEE
P HIV 3% 51T, RBBEBRICHL~NETL
Tz gpdl KT HEBICBWTY, A7u4F
WP HIV RS T, REBFEHICLNK
IEAME T3 B A3 - 7z

z =

HIV BHYE O, i s o3t HIV $ifk % HIV
PR, HIV#ERFORBICTITS. 9, MTPEE
B (PATR), ELISABRGZ EDEBERA S ) —=>
A CHIV Hidk, B & OHIV BUE/Hifk & il §
B, A2 == v R BEED 03% R 5
N5, BEoBEE WBESR HIV-RNA EDOE
ARELZITVEN T2, WBEIEHIV1IOIT7TEH
(pl7, p24, pb5), Y *F—+F (p3l, p5l, pb6),
T y~Ru—7 (gpdl, gpl20, gpl60) Zxt3 % Hifk
it L epl20/160 & gpdl & L {13 p24 23§ 58
RARRD LN BGEIHEE T 5. PLHIV Hifka3h
PatElc 2 BHEERNE, 0~2% & A O HIV B
BOMANBICL > CLE% 5. Farzadegan HH D
eI (intravenous drug users:IVDUs) %%

BAJEFHMEE  H83% ¥ 3%
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Fig. 1 Clinical course.

Peripheral blood HIV-1 RNA load (HIV-RNA), CD4 positive T lymphocyte counts (CD4), HIV-1 Ag/Ab

ELISA (ELISA), patterns of Western blot results are shown.

PCP; Pneumocystis pneumonia, TB; Tuberculosis, ART; antiretroviral therapy, ELISA; enzyme-linked im-

munosorbent assay.

100my

hydrocertisone Prednisolone(my/day)

HIV.RNA CD4
400
1000000 | 300
10000 § 200
100 } W0} eemm. . CD4 o
o' o - : . :
HIV.DNA {copies/108cells) 1551 701 391 nd
‘05 ‘06 ‘07
Mar Apr May Jun Jul Dec  Jul Sep  May
gp160{env) + + + + + + + - - - -
gpl20{eny) - - - - . . - - . -
p68(pol) - - - - - - - - - - N
piS(gag) - - - - - - - - - - -
pa2(pol) - - - - - - - - - - -
gpdifenv} - - - - - - . - - - -
pd0{gag) - - - - - - - - - -
p3d{pol) - - - - - - - - - B
p24/25(gay) - - - - - . - - - -
pi8{gay) + + + + + + + . . . .
HIV-Ag/Ab 6.8 501 3.68 : 0.9 0.55
(ELISA) + + * - -
HIV-Ab (PA) 512 512 64
+ + +
Table 2 Patient profiles
Age (prCeIs)filt) }(Iplx\;z{ehr:é)\ A R\(;,g;i;?tion CD&“(Sin) Steroid use Steroid dose (max)
. before ART Hydrocortisone 100mg
Case 41 345 < 50 24 7 after ART PSL 20mg
1 36 809 < 50 2 148 before ART mPSL 500mg
2 35 874 < 50 1 236 before ART mPSL 500mg
3 37 231 < 50 2 15 after ART PSL 20mg
4 49 514 < 50 36 4 after ART PSL 30mg
5 47 595 < 50 35 111 - 0
6 50 551 < 50 1 262 — 0
7 30 513 < 50 18 243 - 0
8 39 455 13.000 0 455 — 0
9 29 498 4,300 0 245 - 0
10 30 325 8400 0 224 — 0

CD4 {min): minimum CD4 T lymphocyte counts during clinical course,
Steroid dose (max): maximum steroid dose use during clinical course,

BE LW TIX03%”, Gibbonns ] 50MERKZ
HRELZMETIELZY EHESINTWEY, B
HoOFERE LT, 1) Y4 ¥y Q) HfEoil
g AT L RIERSRES, SEEIcHIVA R

TRE214E 5 A20H

MisL7z5a% s, Q)yr o7y YijE (4)HIV-
2%, (B5) VA NAMDER, (6) MAERMOME,
(7) FKEAY, 2EPRToNE. KEPOEE, B
AL TH 6 2FDEMERBLTBY, () @Y
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Fig. 2 Response of the peripheral blood mononuclear cells (PBMC) to HIV.specific protein.
5% 10" PBMCs were incubated in triplicate with PHA (2uM), Gag p24 (1uM), Gag pl7
(0.2uM), gpdl (0.2pM) for 3 days. (a) Proliferation assays were performed with a Cell prolif-
eration Assay kit. (b) IFNy mRNA expression of PBMC was evaluated by quantitative RT-
PCR. {c) Secretion of IFNy to the culture medium was assayed using an ELISA. Results are
expressed as the ratio of data of PBMC with antigens to data of PBMC without antigens.
*p < 001, ** p < 0.05 vs. patients without antiretroviral therapy (Student t-test),

1. case, 2. HIV-infected individuals with steroid use before starting ART, 3. HIV-infected in-
dividuals with steroid use after starting ART, 4. HIV-infected individuals with ART, 5. HIV-
infected individuals without ART, 6. HIV-negative controls.
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A Case of HIV-1 Infection that Showed Western Blot Analysis for HIV-1
Negative After Antiretroviral Therapy

Rumi MINAMI, Soichiro TAKAHAMA, Hitoshi ANDO & Masahiro YAMAMOTO
Internal Medicine, Clinical Research Institute, National Hospital Organization, Kyushu Medical Center

Western blot (WB) is the most widely accepted confirmatory assay for detecting antibodies to the hu-
man immunodeficiency virus 1 (HIV-1). We report the case of an HIV-1 patient whose WB was negative for
over two years.

A 4l-year-old Japanese man with Pneumocystis pneumonia (PCP) and pulmonary tuberculosis referred
in March 2005 was found to have positive HIV-1 ELISA and HIV RNA PCR, but HIV-1 WB with only two
bands, at gp160 and pl8, and no WB HIV-2 band. The CD4 count was 37/uL, and total immunoglobulin, IgG,
IgM, and IgG subclasses were normal. The man was treated for PCP and pulmonary tuberculosis, then un-
derwent antiretroviral therapy. He had taken short-terms steroids to treat a drug allergy and immune re-
constitution syndrome. Six months later, his serological ELISA tests for HIV-1 and HIV DNA PCR were
negative and WB showed no positive band. The CD4 count recovered gradually, and exceeded 350/uL two
years later, but WB remained negative. Lymphoproliferative assays and interferon y expression against
HIV-pl7, p24, and pd4l were studied and compared to those of other HIV-1 infected patients. Our patient
showed no response to pl7 or p24 and only a weak response to p4l. Other patients showed a response to
HIV-antigens, but patients with antiretroviral therapy or with histories of steroid use responded more
weakly than those with neither. These findings show that HIV-specific lymphocytes decline with antiretrovi-
ral therapy and steroid treatment within early HIV infection. It is therefore important to interpret negative
serological tests carefully in patients such as ours.

[JJ.A. Inf D. 83 : 251~255, 2009)
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