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BRCA1 ovarian cancer-related UPD (Z2)

Cytoband Start (Mb) Length (Kb) BRCA1 Sporadic Overlapping
genes

6q12 65.8 1482.0 3/8(37.5%) 0/28 (0%) EGFL11

8p23.3 0.2 20.5 3/8(37.5%) 0/28 (0%) -

16p12.2 22.5 848.8 3/8(37.5%) 0/28 (0%) HS3ST2,
USP31,
SCNN1G,
SCNN1B,
coG7




Sporadic ovarian cancer-related UPD (3%3)

Cytoband Start (Mb) Length (Kb) BRCA1 Sporadic Overlapping
genes

4q13.2 69.2 193.0 0/8 (0%) 9/28 (32.1%) UGT2B15

4q13.3 72.8 67.8 0/8 (0%) 11/28 (39.3%) GC

10g26.3 131.9 104.4 0/8 (0%) 9/28 (32.1%) -

11p14.3 25.6 395.6 0/8 (0%)  7/28(25.0%) TMEM16C

13g13.3 36.8 280 0/8 (0%)  8/28(28.6%) FREM2

21g21.3 30.2 77.6 0/8 (0%) 9/28 (32.1%) GRIK1




BRCA1 vs Sporadic (3%4)

BRCA1 Sporadic

Cytoband

P-value

(EE:)) (n=28)
8p22 15.1 6.3 5/8 (62.5%) 2/28 (7.1%) 0.0026

12924.11 107.5 153.4 8/8 (100%) 11/28 (39.2%) 0.0033

6q14.2 84.1 62.5 5/8 (62.5%) 3/28 (10.7%) 0.0064

8p21 28.7 44.2 6/8 (75.0%) 6/28 (21.4%) 0.0090
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3159 regions (19.8%)

755 regions ( 3.8%)




