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Responsible genes O)IEiR S0

Gene Ontology Category Biological process

GO: 9618: response to pathogenic bacteria

GO: 42828: response to pathogen

GO: 19733: antibacterial humoral response (sensu Vertebrata)
GO: 19731: antibacterial humoral response

GO: 1788: antibody-dependent cellular cytotoxicity

GO: 42830: defense response to pathogenic bacteria

GO: 42829: defense response to pathogen

GO: 1906: cell killing

GO: 1909: Immune cell mediated cytotoxicity

GO: 19735: antimicrobial humoral response (sensu Vertebrata)
GO: 19730: antimicrobial humoral response

GO: §1241: negative regulation of organismal physiological process

GO: 1794: type lla hypersensitivity

GO: 16068: type | hypersensitivity

GO: 50728: negative regulation of inflammatory response
GO: 50729: positive regulation of inflammatory response
GO: 9617: response to bacteria

GO: 6910: phagocytosis, recognition
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