190584 at C09G5.4 /// locus:col-39

190693 _at UDP-Glucuronosy|Transferase / locus:ugt-19

191133 _at Serpentine Receptor, class H /// locus:srh-39

Overexpression Longevity Determinant ///
193904 _s_at Overexpression Longevity Determinant //
locus:old-1 // locus:old-2

194046_s at | LEThal /// locus:let-23
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#£ 7. Hoa2viiHYO 24 BEAREIZ LY

EHNPBE LR OMETH
Gene name Ratio
gst-8 2.04
cdr-2 2.06
gst-38 2.11
cyp-33C6 2.14
cyp-33C4 222
cdr-1 2.50
edr-7 2.76
cyp-3444 292
cyp-3541 3.36
cyp-14435 3.75
cyp-1442 4.01
cyp-1443 423
cyp-3443 4.4
cyp-34A410 5.97

cyp: cytochrome P450
gst: glutathione S-transferase

cdr: cadmium responsive



£ 8. M avHitiho 24 BARAEIC LY
BEHAME LR BROBE T8

Gene name Ratio
cyp-13B2 0.38
cyp-424 0.40
cyp-3741 0.40
pep-4 0.44
cyp-33C2 0.4
haf-3 0.48
pgp-3 0.48
cyp-3341 0.48
pgp-14 0.49
pep-8 0.49
cyp-234 0.49

cyp: cytochrome P450
pgp: p-glycoprotein related
haf: HAIF transporter
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| (A) Up-regulated genes
Curcuma zedoaria Quercetin

746 400

(B) Down-regulated genes
Curcuma zedoaria Quercetin

291 173
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