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CHELE L RRICEMEROMEEE
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AICLHMrb, FhZ2u—A
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1. A= VHHYO 24 RMBEIC LY RRSHENE L RAORET B

171762 x at | status:Partially confirmed /// Y39B6A.16

171795 x at | R12E2.14 // status:Confirmed

171796 _x at | CO2E7.6 // status:Confirmed

171811 _s at | KOIDI12.15 /// KOID12.7 /// status:Confirmed /// status:Confirmed
171826 _x at | UNCoordinated

171935_s_at D1044 2¢

HIStone /// HIStone /// HIStone /// HIStone /// HIStone /// HIStone ///
HIStone /// HIStone /// HiStone /// HIStone /// HIStone /// HIStone ///
HiStone /// HIStone /// HIStone /// HIStone /// HIStone /// HIStone //f
HiStone /// HIStone /// HIStone /// locus:his-3 /// locus:his-4 ///
172055 _x_at | locus:his-7 // locus:his-8 /// locus:his-12 /// locus:his-16 ///
locus:his-19 /// locus:his-20 /// locus:his-21 /// locus:his-22 ///
locus:his-29 /// locus:his-30 /// locus:his-33 /// locus:his-34 ///
locus:his-43 /// locus:his-51 /// locus:his-52 /// locus:his-53 ///
locus:his-54 /// locus:his-57 /// locus:his-65

172090 at -

172171 x at | Serpentine Receptor, class G (Emma) /! locus:srg-50

172196 _x at | COLlagen /// locus:col-65

172252 x_at | H25K10.4 /// status:Partially_confirmed

172263 x_at | F3BC2.1 /// status:Predicted

status:Partially confirmed /// status:Predicted /// Y26D4A.17 ///
172293 x at Y26D4AS

172346_x_at | R12E2.7 // status:Confirmed

172353 _x_at | CO2E7.6 /// status:Confirmed

172390 x_at | SKN-1 Dependent Zygotic transcript /// locus:sdz-37
172401 x_at | FO8B4.3 /// status:Partially confirmed

172484 x at C29F9.12 /// C52B11.4 /// F22D3.5 /// status:Predicted ///
== status:Predicted /// status:Predicted
172497 x at | R12E2.15 /// status:Confirmed
172547 x_at | R12E2.14 /// status:Confirmed
Activated in Blocked Unfolded protein response ///
Prion-like-(Q/N-rich)-domain-bearing protein ///
Prion-like-(Q/N-rich)-domain-bearing protein ///
Prion-like-(Q/N-rich)-domain-bearing protein ///
Prion-like-(Q/N-rich)-domain-bearing protein ///
Prion-like-(Q/N-rich)-domain-bearing protein // locus:abu-5 ///
locus:pgn-76 /// locus:pqn-78 /// locus:pqn-79 /// locus:pqn-90 ///
locus:pgn-91
172573 x_at Prion-like-(Q/N-rich)-domain-bearing protein /// locus:pqn-76 ///
= locus:pgn-79
172638 x at | -
172649 x at | F55G1.10 /// locus:his-61
172729 _x_at | F11G11.12 /// locus:col-73
172768 x_at | CYtochrome P450 family /// locus:cyp-33C3
172769 _x_at | CYtochrome P450 family /// locus:cyp-33C4

172552_x_at




HIStone /// HIStone /// HIStone /// HIStone /// locus:his-6 ///

172777 % 8t | |ocus:his-17 /// locus:his-27 // locus:his-49
172799_x_at | F53F1.5 // cuticlin

172806 x at | B0238.13 // carboxylesterase

172812 x_at | chitinase domains /// ZK938.6

172824 x_at | HiStone /// locus:his-4

172851_x_at HIStone /// HIStone /// locus:his-29 /// locus:his-34
172989 s at R11A5.7 /// zinc carboxypeptidase

172998 s at | KO7A1.6 // status:Confirmed

173004 s at GRound-Like (grd related)

173014 at ZK20.6 /// locus:nep-1

173070 _s_at Mltosis and X associated /// locus:mix-1
173083 s at H10E21.4 /// calcium-binding protein
173123 at Cell Division Cycle related

173124 s at H42K12.3 /// status:Confirmed

173132 s at TO6A1.1 /// status:Partially_confirmed
173142 _at HO02112.1 /// locus:cbd-1

173235 _at Y38C1BA.3 /// locus;col-109

173261_s_at | B0507.1 // status:Partially_confirmed
173445 s at abnormal cell LINeage /// locus:lin-36
173494 s at T20F5.4 /// status:Confirmed

173567 _s_at GRound-Like (grd related)

173576 _at ZK180.5¢

173584 s _at Prion-like-(Q/N-rich)-domain-bearing protein /// locus:pqn-73
173661 s at Lin-12 and Glp-1 X-hybridizing

173664 _at Male ABnormal /// locus:mab-7

173786_s _at status:Partially_confirmed /// Y37TE11AR .4
173808_s_at Kinesin-Like Protein // locus:klp-19

173947 _at F13H8.5 /// Phospholipase ADRAB-B (Rabbit)
173990 _s_at CathePsin L family /// locus:cpl-1

174044 _at K04H4.2a

174071 _at Prion-like-(Q/N-rich)-domain-bearing protein /// locus:pqn-95
174075 _at = T

174178 _at Prion-like-(Q/N-rich)-domain-bearing protein
174228 at KO08C7.4 /// status:Partially confirmed
174256 _at Lin-12 and Glp-1 X-hybridizing

174325 at C24A1.2b

174378 at TO06A4.1b

174389 s at | KO2E10.4b

174410 _at status:Partially_confirmed /// Y18HI1A.9
174429 _at status:Partially_confirmed /// Y69A2AR.16
174448 s at F28D1.9 /// fatty acid transport protein
174486_at C41G7.3 /// status:Partially_confirmed
174487 s at C41G7.3 /// status:Partially confirmed
174508 s at | KOSE7.5¢
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174613 _at CaDHerin family

174628 s at | HO3E18.1 // status:Partially_confirmed

174650_at F49E10.2a

174660 _at T19A5.3b

174661 s at | TI9A5.3b

174666 _at ANIllin (actin binding protein) /// locus:ani-2

174880 _at T23F2.1 /// locus:bus-8

174947 s at DAF-16/FOXO Controlled, germline Tumor affecting /// locus:dct-9

174960 _at ZK1010.7 /I locus:col-97

174995 s at PaTched Related family // locus:ptr-6

175008 _at F10D11.6 /// status:Partially confirmed

175014 _at -

175093 at C26B9.7 /// status:Confirmed
175115 at status:Confirmed /// Y64H9A 2
175204 _at status:Partially confirmed /// ZK829.3

175378 s _at F53B1.6 /// status:Partially confirmed

175393 at status:Partially_confirmed // YA7D7A.13

175576_s_at status:Confirmed /// Y75B7AR.]

175642 s at AntiBacterial Factor related /// locus:abf-2

175650 _s_at abnormal cell LINeage /// locus:lin-46

175768 at C.Elegans Homeobox

175804 s at | F27E11.2a

175832 s at Enhancer of Glp-One (glp-1) /// locus:ego-1

175885 _at F12E12.11 /// status:Confirmed
175887 s_at F54A3.6 /// status:Partially confirmed
175888 _at F-box B protein /// locus:fbxb-92
175936 _at -

175957 _at F52EA4.8 /// locus:ztf-13

176074 s at status:Partially confirmed /// Y32G9B.1

176142 _at GLoBin /// locus:glb-32

176188 _at CaDHerin family // locus:cdh-12

176228 at status:Predicted // YATDTA.6

176233 _at K08D12.5 /// status:Partially_confirmed

176274 _at status:Partially_confirmed /// Y52E8A 4

176293 at status:Partially_confirmed /// Y71G12B.17

176327 s_at | GRound-Like (grd related) /// locus:grl-5

176330_at status:Confirmed /// Y22D7AL.14

176342 _at status:Partially confirmed /// Y105E8A.25

176349 s_at T24E12.5 /// status:Partially_confirmed

176469 _s_at Variable ABnormal morphology /// locus:vab-2

176534 _at status:Predicted // YS5B1BR.1

176537 s _at TPX2 (Targeting Protein for Xenopus Klp2)-Like

176638 _s_at R144.10 /// status:Confirmed

176649 s _at UNCoordinated

176672_at WO8G11.1 /// status:Partially_confirmed
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176758 _at status:Partially_confirmed /// Y111B2A.8

176821_s_at | Kinesin-Like Protein /// locus:klp-20

176857 s_at SaPosin-like Protein family /// locus:spp-7

176988 at status:Partially_confirmed /// Y105E8A.8

177024 _at COLIlagen /// locus:col-90

177049 s at status:Partially_confirmed /// status:Partially_confirmed ///
— Y73B6BL.23 /// ZK616.5

177056_at status:Partially confirmed /// Y19D10B.4

177077 _at status:Partially_confirmed /// Y48G1BL.7

177106_at status:Partially_confirmed /// Y61A9LA.7

177113 at Prion-like-(Q/N-rich)-domain-bearing protein /// locus:pqn-26

177138 _at status:Predicted // Y38C1AA.8

177149 _at R74.2 /// status:Partially _confirmed

177216_at status:Partially_confirmed /// Y53G8AM .4

177218 _at status:Partially_confirmed /// Y53G8AM.5

177244 _at Y71GI10AL.1a

177247 _at BE10.2 /// status:Partially_confirmed

177255_at M195.2 /// status:Partially_confirmed

177270 _at JCB.12a

177328 _at status:Partially_confirmed /// Y37E11AL.1

177334 at Temporarily Assigned Gene name /// locus:tag-50

177379_at status:Partially _confirmed /// ZC8.6

177473 _at T23G4.2 /// status:Partially_confirmed

177495 _at CO1F6.2 /// status:Confirmed

177505_at T06G6.6b

177581 _at BLIstered cuticle /// locus:bli-5

177586 _at C15C6.1 /// status:Confirmed

177589 _at T27C5.12 /// status:Predicted

177599 _at Serpentine Receptor, class U /// locus:sru-36

177631 _at status:Partially _confirmed /// ZK596.3

177643 at T26C5.2 /// status:Partially _confirmed

177654 at TO6E4.5 /// status:Partially _confirmed

177696 _at C30H6.5 /// status:Partially_confirmed

177715 _s at status:Partially_confirmed /// ZC13.3

177758 _at Seven TM Receptor // locus:str-123

177786 _at F44A6.5 /// status:Confirmed

177801 _at C-type LECtin /// locus:clec-230

177829 _at LIPaSe related /// locus:lips-10

177870 _at CO2F4.4 /// status:Confirmed

177886_at F57E7.1 /// status:Predicted

177903 _s_at F09B9.1 /// status:Confirmed

177929 s at | T22H22

177930 _at status:Predicted /// Y7AS5A.6

177942 _at F33A8.7 /// status:Confirmed

178001 _at F17B5.6 /// status:Partially_confirmed
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178032_at ACyLtransferase-like /// locus:acl-13

178038 _at T23F6.1 /// status:Confirmed

178111_at F59F5.7 /// status:Partially_confirmed

178131 _at T16G1.2 /// status:Partially_confirmed

178139 _at Serpentine Receptor, class H // locus:sth-215
178146 s at | R102.1 /// status:Partially_confirmed /// status:Confirmed /// Y41E3.6
178165 _at F46F3.3 /// status:Confirmed

178168 _at T01G9.1 // status:Partially_confirmed
178189 _at F28C6.5 /// status:Partially_confirmed
178194 _at RO7E3.6 // status:Partially _confirmed
178204 _at T23F6.2 /// status:Predicted

178211 _at FOBGS.1 // status:Confirmed

178244 _at FO1D5.6 /// status:Partially _confirmed
178290 _at GRound-Like (grd related) // locus:grl-3
178316_at C29F7.2 //I status:Confirmed

178320 at RO7DS5.2 /// status:Partially confirmed

178330 _at C54C8.2 /// status:Partially_confirmed
178343 s at | LIPaSe related /// locus:lips-9

178372 at status:Partially_confirmed /// ZK829.3
178420 at F11A5.5b

178433 _at C01G6.9 /// status:Partially confirmed

178476 _at status:Partially confirmed /// ZC434.3
178508 _at C14A4.9 /// status:Confirmed

178522 _at WO09H1.4 /// status:Predicted

178563 _at T16G1.6 /// status:Partially_confirmed
178577 _at C49F8.1 /// status:Partially_confirmed
178606_at Serpentine Receptor, class U /// locus:sru-35

178716 _at AuTophaGy (yeast Atg homolog) // locus:atg-10
178728 at RO1E6.2 /// status:Partially _confirmed

178734 _at F-box B protein // locus:fbxb-9

178736_at Seven TM Receptor /// locus:str-252

178788 s _at F45B8.3 /// status:Confirmed

178843 at F08GS5.6 /// status:Confirmed

178861 _at K02D3.2 /// status:Partially_confirmed
178865_at Seven TM Receptor // locus:str-141

178873 _at C43F9.4 /// status:Partially_confirmed

178886 _at F32D8.3 /// status:Partially_confirmed

178912 at F35G2.5a

178916 _at Serpentine Receptor, class D (delta) /// locus:srd-50
178929 at F47G9.3 /// locus:cutl-18

178938 _at C50B6.9 /// status:Partially _confirmed

179001 _at F-box B protein // locus:fbxb-86

179027 _at W02D9.4 /// status:Predicted

179070_at T27A8.5 /// status:Predicted

179094 s at T16G1.4 /// status:Partially_confirmed
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179116 _at F55G7.1 /// status:Partially confirmed

179131 at TO08GS5.3 /// status:Confirmed

179159 _at C02B4.3 /// C02B4.4 /// status:Predicted /// status:Confirmed

179170_at Serpentine Receptor, class U // locus:sru-42

179176_at C52G5.2 /// status:Confirmed

179199 at TO9F5.1 /// status:Partially confirmed

179246 s at F54B8.1 I!:’ MO01B2.8 /// status:Partially confirmed ///
s status:Partially confirmed

179249 at LIPaSe related // locus:lips-6

179254 _at locus:zbed-6 /// Zinc finger protein (BED class)

179261 at Serpentine Receptor, class H /// locus:srh-178

179317 at Serpentine Receptor, class T // locus:srt-43

179333 at GRounDhog (hedgehog-like family) /// locus:grd-12

179335 _at KO8E7.5¢

179401 _at status:Confirmed /// ZK662.2

179431 at C25D7.9 /// status:Partially confirmed

179471 at Serpentine Receptor, class SX /// locus:srsx-1

179507 at F36D1.5 /// status:Partially confirmed

179510 at F58H1.2 /// status:Partially_confirmed

179534 s_at T23F1.5 /// status:Partially_confirmed

179600 _at C38C6.3 /// status:Confirmed

179666_at W02D9.9 /// status:Predicted

179670_at C14A6.8 // status:Predicted

179679 _at F52H3.4 /// status:Partially_confirmed

179686_at Temporarily Assigned Gene name /// locus:tag-297

179731 _at Serpentine Receptor, class Z /// locus:srz-47

179749 _at Serpentine Receptor, class H /// locus:srh-32

179828 at Serpentine Receptor, class T /// locus:srt-49

179830_at FO1D5.10 /// status:Partially _confirmed

179868 at status:Partially_confirmed /// Y81G3A .4

179904 _at F35A5.5 /// status:Partially_confirmed

179909 _at F36G9.12 /// status:Partially_confirmed

180014 _s_at K07A1.13 /// status:Confirmed

180087 _at WO5F2.6 /// status:Confirmed

180100 _at RO4ES5.9 /// status:Confirmed

180125 _at Serpentine Receptor, class H

180136 _at status:Predicted /// ZK488.6

180153 s at Serpentine Receptor, class W /// Serpentine Receptor, class W ///
== locus:srw-119 /// locus:srw-120

180159 at C32B5.9 /// locus:fbxc-7

180189 s at TO6A1.1 /// status:Partially_confirmed

180198 _at ==

180200_at T13C2.2 /// status:Confirmed

180203 at C49C8.6 /// status:Partially_confirmed

180227 at F21H7.10 /// status:Partially_confirmed

180266 _s at CO03A7.2 /// status:Predicted /// status:Partially confirmed /// ZK262.8
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180277 _at T22D1.1 /// status:Predicted

180285 _at F10G2.7 /// status:Predicted

180286_at WO03D8.11 /// status:Partially_confirmed
180306_at C10G8.4 /// status:Partially _confirmed
180378 at C17F4.5 /// locus:fbxc-50

180418 at T19D7.3 /// status:Confirmed

180439 at C26B9.3 /// status:Confirmed

180462 _at CO7E3.10 /// status:Confirmed

180481 s at D1054.9b

180505 _at Prion-like-(Q/N-rich)-domain-bearing protein
180524 at T22B2.6 /// status:Confirmed

180540 _at C42D4.3 /// status:Confirmed

180605 s at | C39E9.11 /// status:Confirmed

180613 at F55G1.1 /// status:Partially_confirmed
180614 at T17H7.7 /// status:Partially_confirmed
180624 s at Prion-like-(Q/N-rich)-domain-bearing protein /// locus:pqn-40
180646 _at F42G2.3 /// locus:fbxc-20

180647 at F53B1.6 /// status:Partially _confirmed
180658 at TO1B6.1 /// status:Partially_confirmed
180664 _s_at status:Partially_confirmed /// ZK180.6
180671 _at CYtochrome P450 family // locus:cyp-33E3
180676 _at status:Confirmed /// ZK813.1

180737 at C31B8.1 /// status:Partially_confirmed
180741 _at F36H9.5 /// status:Partially_confirmed
180743 _at F53B1.6 // status:Partially_confirmed
180744 _at F22F7.6 /// status:Partially confirmed
180841 _at C32H11.5 // status:Confirmed

180846_at C27D9.2 /// status:Confirmed

180848 at C09D4.6 /// status:Partially_confirmed
180866 _at F-box A protein /// locus:fbxa-196

180880 _at KO06H6.1 /// status:Partially_confirmed
180882 s at F18C5.5 /// status:Confirmed

180895 _at Delta and OSM-11-like // locus:dos-2
180899 _at F23H12.7 /// status:Partially confirmed
180925 _at F49F 1.1 /// status:Confirmed

180930_s_at F25E2.2 /// status:Partially_confirmed
180948 _at F52E1.5 /// status:Partially_confirmed
180979 at GRounDhog (hedgehog-like family) // locus:grd-5
181055 _at T19D7.3 /// status:Confirmed

181069 _at T03G6.1 /// status:Confirmed

181113_at F40E10.5 /// status:Confirmed

181151 _at C26B9.2 /// status:Predicted

181164 _at C37H5.3a

181182 _at R12E2.8 // status:Partially_confirmed
181185_at Serpentine Receptor, class H /// locus:srh-283
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181223 _at Nematode AStacin protease // locus:nas-8
181242 s at C18H2.3 /// status:Partially_confirmed

181267 at Serpentine Receptor, class E (epsilon) /// locus:sre-7
181274 at F40F12.4 /// status:Predicted

181275 _at T23H2.4 /// status:Partially_confirmed

181287 _at C37H5.2 /// status:Partially_confirmed

181317 _at C17F4.2 /// status:Partially_confirmed

181326_at Ligand-Gated ion Channel /// locus:lge-22

181343 _at C17F4.3 /// status:Confirmed

181388 _at Serpentine Receptor, class X /// locus:srx-18
181407 at Prion-like-(Q/N-rich)-domain-bearing protein /// locus:pqn-63
181410 s at F26G1.5 /// status:Partially_confirmed

181415 at B0507.1 / status:Partially_confirmed

181417 at F18A1.8 /// status:Confirmed

181440 at D1014.5 /// status:Confirmed

181620 _at Serpentine Receptor, class T /// locus:srt-67

181637 _at RO1H2.8 /// status:Partially_confirmed // status:Predicted /// ZK418.3
181659_at F35D2.2 /// status:Predicted

181681 _at SaPosin-like Protein family // locus:spp-13

181707 _at F10D11.6 // status:Partially_confirmed

181708 s _at ANIllin (actin binding protein) /// locus:ani-2

181715 s at | T19B10.2 /// status:Confirmed

181722 s at TO1D1.4 /// status:Confirmed

181761 _at SideroFleXiN (mitochondrial iron transporter) /// locus:sfxn-1.4
181793 _at MoLTing defective /// locus:mlt-10

181830_at E04F6.2 /// status:Partially _confirmed

181872_at Suppressor/Enhancer of Lin-12 /// locus:sel-7
181888 _at TOSC1.3 /// status:Partially_confirmed

181956_at LIPaSe related

181963 at C23H3.9d

182009 _s_at D1054.9b

182054 _at Serpentine Receptor, class X /// locus:srx-77

182073 _s_at H16D19.3 /// TOTD10.3 /// status:Predicted /// zinc finger protein
182080 _at T22F7.5 /// status:Partially_confirmed

182085 _at C23H3.9d

182104 _at status:Confirmed /// ZK1025.3

182111 _at D2024.4a

182136 _at status:Partially confirmed /// ZK973.1

182170_at C14E2.1 /// status:Partially_confirmed

182172_at locus:wrt-9 /// WaRThog (hedgehog-like family)
182253 _at CYtochrome P450 family /// locus:cyp-42A1
182327 at MoLTing defective /// locus:mlt-8

182346 at status:Partially confirmed /// ZC123.1

182386_s at | status:Partially confirmed /// Y37A1B.7

182419 _at F-box A protein /// locus:fbxa-203
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