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LAOMEIEHATAHAZLEEZBNET S,
INRBAICEHELT=MEB O DNA v 7%
HWlkBEFRBATuaz7rA0E, TL
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MEATICE DRI L, WS T A
I-BHAMEOMR LT 1=,

77 b3 E—HRE ORRKTIZIE, 500ng
D5/ 5 DNA ZxtEL, £ bA)T=
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