11. BRETONME (64 8) KA ELGBMTIREL TS HRETF

No. |Gene Title Gene Symbol |Chromosowilcox p v|diff
1 |nicotinamide N-methyltransferase NNMT 11g23.1 7.50E-03| 2.979774
2 |nicotinamide N-methyltransferase NNMT 11g23.1 4 58E-03| 2.798138
3 |sarcolipin SLN 11q22-q23 8.38E-03| 2.113282
4 |retinoic acid receptor responder (tazarotene indRARRES2 7q36.1 1.72E-03| 2.093608
5 |BIC transcript BIC 2121.3 7.97E-05( 1.991908
6 |spermatogenesis associated 17 SPATA17 1941 4.12E-04| 1.898549
7 e S — 4.86E-03[ 1.874617
8 |sulfatase 1 SULF1 8q13.2-q1| 6.45E-03]| 1.850367
9 |chromosome 11 open reading frame 70 /// chrolC110rf70 11g22.1 4.24E-03| 1.847866
10 |Tctex1 domain containing 1 TCTEX1D1 1p31.3 5.87E-03| 1.710043
11 _|CD108 molecule CD109 6q13 1.94E-03| 1.674342
12 |—— = e 8.21E-03| 1.646659
13 |transcription elongation factor A (SII), 3 TCEA3 1p36.12 6.66E-03| 1.607704
14 |hypothetical protein LOC136288 LOC136288 |/pi2.3 6.74E-03| 1.589254
15 |hypothetical protein MGC26963 MGC26963 4925 5.11E-03| 1.580219
16 |WD repeat domain 16 WDR16 17p13.1 9.84E-03| 1.564501
17 |interleukin 1 receptor antagonist IL1RN 2q14.2 8.66E-03| 1.564492
18 |EF-hand domain (C-terminal) containing 2 EFHC2 Xp11.3 2.43E-03| 1.54569
19 |Yes-associated protein 1, 65kDa YAP1 11g13 5.16E-04| 1.539789
20 |chromosome 8 open reading frame 34 C8orf34 8q13 4.86E-03| 1.534643
21 |vimentin VIM 10p13 3.96E-03| 1.514596
22 |sulfatase 1 SULF1 8q13.2-ql| 291E-03| 1.493628
23 |WD repeat domain 78 WDR78 1p31.3 1.08E-03| 1.372708
24 |Kruppel-like factor 4 (gut) KLF4 9q31 7.12E-03| 1.346569
25 |ATP-binding cassette, sub-family A (ABC1), meflABCA13 7p12.3 9.05E-03] 1.345479
26 |sperm associated antigen 1 SPAGI 8q22.2 6.57E-03| 1.296798
27 |major histocompatibility complex. class I, DQ be{HLA-DQB1 //|6p21.3 1.86E-03] 1.267928
28 |hypothetical protein FLJ23049 FLJ23049 3926.1 5.85E-03| 1.201805
29 |tumor necrosis factor, alpha-induced protein 8 |TNFAIP8 5g23.1 9.57E-03] 1.165455
30 |Neural precursor cell expressed, developmentallyNEDD9 6p25-p24 | 9.33E-03| 1.135394
31 |tumor necrosis factor, alpha-induced protein 8 |TNFAIP8 5g23.1 6.77E-03| 1.129071
32 |protein disulfide isomerase family A, member 5 |PDIAS 3g21.1 5.44E-03| 1.111982
33 |tumor necrosis factor receptor superfamily, mem TNFRSF11B  |8q24 1.68E-03]| 1.110835
34 |ADP-ribosylation factor-like 4C ARL4C 2q37.1 6.45E-04| 1.079684
35 |Transcribed locus e e 2.32E-03] 1.074835
36 _|regulator of G-protein signalling 2, 24kDa RGS2 1g31 9.83E-03| 1.060714
37 |histone 1, H2bd HIST1H2BD [6p21.3 4.67E-03| 1.052342
38 |Transcribed locus e e 3.44E-03| 1.048794
39 |ADP-ribosylation factor-like 4C ARL4C 2q37.1 3.92E-03] 1.048409
40 |hypothetical protein LOC641518 LOC641518 [4g23—q25| 2.13E-03| 1.008998
41 [fibronectin type Il and ankyrin repeat domains 1|[FANK1 10g26.2 | 2.21E-03| 0.980099
42 |G protein—coupled receptor 39 GPR39 2q21-q22 | 3.24E-03| 0.974376
43 |vasorin VASN 16p13.3 | 5.51E-03] 0.955424
44 |matrix metallopeptidase 7 (matrilysin, uterine)  |MMP7 11g21-q24 8.31E-03| 0.948368
45 |hypothetical protein FLJ37440 FLJ37440 2q13 5.46E-03| 0.947072
46 |dynein, axonemal, light intermediate polypeptide |DNALI1 1p35.1 7.54E-03| 0.939467
47 |myeloid leukemia factor 1 MLF1 3g25.1 9.07E-03| 0.90994
48 |chromosome 3 open reading frame 15 C3orf1§ 3q12-q13.{ 449E-03] 0.908751
49 |CD109 molecule CcD109 6q13 1.04E-03| 0.899107
50 |hypothetical LOC145788 FLJ27352 15g21.3 1.49E-03| 0.883882
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12. BRETOMM (67 A) NELGBMTHHISh TV BEF

No. |Gene Title Gene Symbol [Chromosdwilcox p v|diff
1 |GALK2 alactose metd15g21.1 7.33E-03| -0.08076
2 = — rm— 1.49E-03| -0.08671
J _|RNF43 ubiquitin cycle |17g22 5.65E-03| -0.08683
4 |FCRL1 P 1921-q22 | 9.42E-03| -0.08888
5 |RAB3IP protein transpq12q14.3 | 8.79E-03| —0.10089
81— — — 4.01E-03] -0.10578
1 _|SCGB2A2 e 11g13 4.26E-04| -0.10708
8 |—— = — 5.62E-03| -0.11058
9 |GRHL2 = 8922.3 9.81E-03]| -0.11333
10 |TRA@ cellular defens{14gq11.2 | 7.39E-03| -0.11337
11_|KRTAP4-4 — 17q12-q21 8.01E-03| -0.11431
12 |MUSK rotein amino 49q31.3-q3| 8.74E-03] -0.11803
13 |ABCAI1 lipid metabolisf9q31.1 2.88E-03| -0.11849
14 |RP11-647M7.1 — Xq22.3 9.24E-03| -0.11853
15 |NSUN3 —— 3gl11.2 5.28E-03] -0.1219
16 |[AGTR2 apoptosis /// |Xq22-q23| 3.00E-03| -0.12292
17 |NHSL1 e 6q23.3 2.81E-03] -0.12492
18 [HTR2C signal transdudXq24 3.51E-03] -0.1287
19 [C6orf78 m— 6g22.1 5.57E-03] -0.12874
20 |RNH1 /// FLJ23518 RNA catabolisq11p15.5 | 1.05E-03| -0.13316
2] == = —— 2 30E-03| -0.14423
22 |UBE2U ubiquitin eycle |1p31.3 9.96E-03 -0.145
23 |CYorfd e 9q31 2.41E-03| -0.14999
24 [MGC32805 e 5g23.2 3.26E-03| -0.15159
25 |C1lorf54 Lk 11g21 9.98E-03| -0.15256
26 |ARMCX4 == Xq22.1 8.36E-03| -0.15582
27 |LCEIE = 1921.3 1.57E-03| -0.15624
28 [— — — 3.62E-05| -0.15824
29 |OR2A20P /// OR2A9P signal transduq7g35 1.56E-03| -0.15977
30 |CTSE proteolysis //41g31 1.68E-03| -0.16033
31 |PLGLB2 /// PLGLB1 /// PLGLAI1 e 2p11—qi1| 4.28E-03| -0.16091
32 |MFSD1 transport 3g25.33 | 2.91E-03| -0.16444
33 [DDX51 e 12924.33 | 6.53E-03| -0.16574
34 |—- e = 6.90E-03| -0.16803
35 [TRIM3 nervous syster|11p15.5 | 5.78E-03| -0.17578
36 |— S — 6.40E-03] -0.1789
B == = 8.52E-04] -0.18105
38 |TBC1D5 e 3p24.3 6.79E-03| -0.18522
39 [CSNK2A1 protein amino 320p13 7.70E-03| -0.19038
40 |ZBTB10 transcription /|8q13-q21.] 6.83E-03| -0.19253
41 |UBE20 ubiguitin cycle |17g25.1 3.60E-03[ -0.19276
42 [C100rf93 i 10926.3 | 5.16E-03| —0.19586
43 |SSH2 protein amino 417q11.2 | 3.76E-03| -0.19726
44 |C120rf47 — 12q24.12 | 5.19E-03| -0.20144
45 |SLC4AS5 anion transpor{2p13 7.51E-03| -0.20714
46 |— = e 3.39E-03| -0.22033
47 |[KIAA1303 r— 17q25.3 | 4.62E-03| -0.22628
48 |MASI signal transdud6g25.3-q2| 4.90E-03]| -0.23196
49 |[KTN1 microtubule-b414g22.1 | 6.69E-03| -0.23278
50 |PAIP2 /// LOC153095 regulation of tr5q31.2 //{ 5.23E-04| -0.23534
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%, PONSL IZH5 i) RIS F — B b2 37
HE2EET S-®IZ, 2D-DIGE (Difference Gel
Electrophoresis)# il Ly T PCNSL (8 & 3F PCNSL 8
FHOMRBHBCSPHIcB T 57 0T 4 — LAOLERAR
fiziTol,

B. BN

[ESLA At o & — g A op o SR & 7o i
FHEREIZ >V T, EENREETHIRBEED
fa7RIZE = T 2D-DIGE f#HT 4 Fhi L 1=

1. faERm~0al
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TRTOY o T VTHEREELA{EEN TS,
AMEDOFEMNEL LCHBEIIZMT5A 74— A4
Farty hPEAEERSEICSVLWT, Ediit
Y- LIUHABIEA SO MmAFEELERAZD
HEERT, FEEBHOREEH WD, £ ¥
MR BVWELIUCERICOWTL, BEICERL
T %,

2. METFBliH Rk

PCNSL M. i 3% CSF 17 #Ef], JE PCNSL (B4 h 3
CSF 6 fE{# D 2D-DIGE ff#T #1727, 2 oD 5 5,
PCNSL 8 fil, 3 PCNSL3 {Alixo4E o Rgir Li- b
DTHY, SFEEORYNY &P TTF— 2 0B 2T
o7,

3, Ay AR
3—1. ¥-7LEN
CSF D% 73/ HBEIE—ICH A+ meg/dl TH Y,
FME & RIS T L7 S R0 1gG e ¥ DO EER Sy
MERVEOREREDD, FLC, AIABEE L



TRABBIC L TH I A BB L%, T
i/ oREE T, 0K, I T
T bl L, BSOS T ERRE (T MR
# OM F AR 30mM Tris-HCI [pH8.5]. 4% CHAPS,
Fasr7—ELHEA) ICERLLL, Yo s s
NIHBEIZ T 0T A 2T w4 (Bio-Rad)Z AT
#il5E Uiz,

3—2. 2D-DIGE

2D-DIGE [ZRH i+ 24 I i ThEnite
HUNAHE (Cy3 & Cy5:GE ~/ A7 7)) THE#R L,
RELI#, R—os L LTk anERkihziT .
Fl—4 N ECEkEIT5Z Lok, Cy3 & Cy5 TR
BENEF A2 HBFR—DARy b ELTHBES
NAOT, 4o 7LBlorRy h=yFrINES
[ohed, S0pg DY R /Y TR LTI A
FNTANLT I FCEMLEZEEEE (Cy3 =
=1 Cy5) ZARHME 400mM THEML, KET
30 50, EmEISET27, £F2—7C 1yl @
10mM Lysine #7352 L CRIGHILEL, &6
(10 SRk EiC i Lo, 808 L7y o ik
i) C-80C TIRTFE L. 72, 2V T LiERk
FToRA L7z [NEEEYE) % Cy2 THmLL, =
ONEEEETRTOFIICENTAZ T &
MO ARy by F UV ERBALENEICES
IOIEREIZIT 9 = E BFEHEIZ R 2 TV A,

3— 3. 2 WKW & A A — IR

Cy2, Cy3 B XU Cy5 THIMML, RE LY
INEEER pH ¥ 7 Y = b4 (Immobiline
DryStrip. pH 3-10, 24 cm ; GE AWAHT WT 77
4 L, —%ic BITSaaE sk (12 BN, 500
V x 500Vh. 1000 V x 1000Vh, 8000 V x 70000Vh) #
tTo1=. —IRFTCH® SDS-PAGE £ 125 % QR YT
YT I FH L (24 emx20em) &M, 1 WIS L
T—Mp, WERKE L, WAk, FAA—Y
WA F v F—IC &k ) I L7z, Decyder /7 b
=T EHWT, A A= EOAR » R A
MRy b=y F o FHoWVIIRBRLEET, ¥
VIR BORBRT— 4 W PER 7 7 A 7 — Rt
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i TIGR MultiExperimentViewer (2L VW iTofz, &
RO BREROFNVGRERZToo®&, RET D
ZMy FEIERL, 10 H L,

3—4, RFFRIRZAVH—T VT4
(PMP)Z X 5% /2 HORE

FumbElhiHEhizg "o { ARy & b
) FoUlE L, BT T FREME R,
Sul O TA #itE (01 %TFA/50% 7 b=k Un)
[Z7Efg L7-. 0.7 ul % MALDI(Matrix-assisted laser
disorption ionization) ¥ vINTL— hoptE, Z Ok
I~ 7 ul @ a-cyano-4-hydroxycinnamic acid (CHCA)#& ik
N A B REM% ., Voyager-DE STR (Applied
Biosystems) % ffl\ ‘7= MALDI-TOF(Time-of-flight)-MS
fEtiic L v, B xiTol. ¥ 232 FOME
[% MS-fit # %L T MASCOT [ZX ¥, NCBI Human
F— A A=A T{To,

C. f5%

1. WEFrifiEmiko & 7 BB I >WT
216 fg#T L 7= PCNSL s L U'9E PCNSL i1 3k CSF

OF Ny HBERE1 17 Lz, PCNSL Tt

CSF D # /37 TR E MR B O EM: ORI O—

Sk ENTVWA, @5 L, 300pg/ml OMEEE 2R &

E

@ PCNSL
B Non-PCNSL

B EREBE

300

Protein concentration (pg/ml)

o
1015 4 44 92701 10 11 3 25 4117 202640 1916 23 21403 N

Sample #
1. CSFHD# /2 HARE

L T. PCNSL-#& # » /5 7 T # € #% (P-High) |
PCNSL-E# # » 37 WM E# (P-NmD) I L U
Non-PCNSL-IE# # o~ 7 B EFN-NmD & L7-.
BEEDH R TREOFERZE 2 IR L,



= 1200 -

= P:PCNSI

o 10001 N:none-POCNSI
53 Nml:<300pg/ml
é I 500 High:> 300ug/ml
S

% 1_; 600

E 40

7

;'_-‘ 200 b i
: 1

-

: , I

N-Nml
n=6

P-Nml

n=3

P-High
n=12

F2 #BOVHZ A7 HRE

2. MIAEKW Y — by 7 HRERR
LS A A & LT, ¥ 7 A#29(P-High

BE) L #27(Non"PCNSL)D F v A A— 72 [ 3 |

- RO A b it#29 (23 ET-fRE D AR
(3#27 I8 £ TR eX
VA A~y vy AL 7 T 240 4

#1 -fa Ak, 118 & bz T
PRIET DS ENRTE o g MO

X 32 filil T

5 3y BB IR O fRbT
1. PCNSL ¥ non'PCNSL M TCRLDEE %
T Y NI H

3.
3

PCNSL & non-PCNSL @] THRE KD 1.7 #LL L
SR /1.7 BLUF(t-test, p<0.05)% 7T # =
o, NGO 7
PCNSL (25 it

A LTS HOICH N {EHL]

CSF @

#29 (IR). #27 (&%)
/e = {0 EE
| _TWA %L

.&imﬁ&M{

A=

2

i+

&)

4 4. Prostaglandin H2 D-
isomerase )% B Lt §:

= =
J7E L

o
* Haptoglobin ., ™
H
Hemopxin, Fibrinogen %> % _
&
Ko F = ‘ .‘;;IJ! 'r‘-. ; a2
DL oo AR F
c o8
mECHMLTWSZ §,
£
3 = ApoE <% | n9
L 3
Transthyretin 2320+ - i
e PONSI
HEFABR NS Ly
RSP R s Prostaglandin H2 D-isomerase & (%
bt oA RSN Z DY T
(#29 B U#16)DHkD il L TnasZ i
B TWoHEEzLNS (H4)
F1-1. Proteins Up-regulated in PCNSL
Master No. Name Av. Ratio  T-test
607 Fibrinogen Fragment D 9.94 0.0023
604  Fibrinogen Fragment D 9.92 0.0011
590  Haptoglobin 5.85 0.032
595  Haptoglobin 5.31 0.014
346 Hemapexin 444 0.01
577 Haptoglobin 1.05 0.0015
1107 Hemopexin 1.61 0.0059
337 Hemopexin 2.92 0.0068
408 Alpha- | -antichymotrypsin 2.33 0.00016
144  Complement component 3 22 0.0002
293  Hemopexin 217 0.00038
160  Alpha-1-antitrypsin 2.16 0.0013
411 Alpha- | -antichymotrypsin 2.14 0.00021
288 Hemopexin 208 0.0015
420 AIpha- 1-antichymotrypsin 207 B.10E-05
511 Alpha-l-antitryp 2.01 0,019
415 Alpha- | -ar moLrypsin 1.97 1.70E-05
} ement component 3 1.94 6.20E-07
153 ilin) inhibitor 1.92 1.60E-05
17 418 Alpha-1-antich) rypsin 1.9 0.00019
389  Alpha-l-antichymotrypsin ].88 0.037
1 1NA Llarmmmmasin I QA Nnnnga




WESLT (W ttest - p0.05) L72H 4 iy

%1-2. Proteins down-regulated in PCNSL ARy PEBIRTHE, £hFh 21 BEXU 30
Master No. Name Av. Ratio T-test FEThoat., —NEOILEZ AN ITHNRIETER
645 Apolipoprotein E -1.82  0.00059 N g
656  Transthyretin -1.86  0.00075 ARy bER2 L 22ITFRLT,
716  Prostaglandin H2 D-isomerase  -1.79 0.014 o .

1112 Prostaglandin H2 D-isomerase _-1.74 0.015 F2-1. Down-regulated proteins in the P-High group
Bl—# v RO Ry FELTRESATY Master No. Name T-lest Av. Ratio
LBE. BroAity FOREEEATELE. 530 alpha-2 antiplasmin 0.0067 -1.91

531 Alpha-2 antiplasmin 0.0068 -1.86
536 Alpha-2 antiplasmin 0.013 -1.79
549 Alpha-2 antiplasmin 0.0065 -1.73
3— 2. F—MFiIcBIT ¥ 7 {AHRBER 645 Apolipoprotein E 0.0023 -1.88
652 Apoli tein E 0.027 -1.92

YT NH21. #23 BLUH29 BRI —BEFHETR 847 '|-f:l;:’;;::i:m 0.012 -LT71

72 HREMICHRIR S L7 CSF T 0, #29 AR bis 1108 Tronsiveetn L

HERE L ZERERICELNLZLOTHS, 2FT
54 A A—=DdD Db 45 4 A—TLL ETHERR
TAHAZLDTERLARy FOBBT—#2HWTH

#2-2. Up-regulated proteins in the P-High group
G2 7 A5 BT &{T -1, EORKE, #21 L#23 D

Master No, Name T-test Av. Ratio
EHEIIHEBMELLTWALO0, Zhb&#29 T 144 Complement component 3 0.01 1.83
; LA - - g 145 Complement component 3 0.029 1.84
RIpBRB Y — LB ENTs, #29 TREAT 288 Homoperin 0.0 '
A2 OB EES ICELE, 293 Hemopexin 0.018 1.91
316 Hemaopexin 0,009 1.79
337 Hemopexin 0.0065 287
346 Hemopexin 0.0059 523
352 Lymphocyte cytosolic protein-1 0.036 1.75
453 Alpha-1-antitrypsin 1,70E-05 1.96
i 604 Fibrinogen Fragment D 0.036 4.32
5 Huplaglotn 799 Apolipoprotein A-l 7.90E-05 1.95
BO1 Apolipoprotein A-1 0.0025 1.87
802 Apolipoprotein A-| 0.00015 2.26
. 803 Apolipoprotein A-l 0.00072 239
1114 Hantoglobin 1106  Hemopexin 0.0057 2.06
628 Haptoglohin 1107 Hemopexin 0.0054 348
675 Mipoglobin
1124 Haptoglobin + Apo AIV . #ﬁ
s 1. PCNSL & Non-PCNSL [i#] T57, o R
B5. %27 AH29 (i TRBAS TS . Bedansahea:
s ')
BHURIR IR
non-PCNSL & M LT PCNSL (ZBWTHIML T
Haptoglobin @{%7> Cmplement component 3 ##i¥1Z VA & w282 B Fibrinogen, Haptoglobin, Hemopexin,
B/, —7, #21 2423 [T Tal-antitrypsin % al-antitrypsin , al-antichymotrypsin %° Complement
Prostaglandin H2 D-isomerase O/ A538 8 Biudz, component 3 72 XMl s R 2 NRIEEALLETH
o1, ZHHNY 287 Bix TAcute-phase proteins)
3—3. CSFHOZ R HBEDFERLEBR LD ERHERTEY , RIEICKG L THPERNL WS
[t NDYA bIA ALV HBTOEEDS LRI DL

PCNSL @ CSF > 7 /LT 300pg/ml LLED # SN TULHA, PCNSL & OBMFHATIZARY .
SN EMEA L P-High #8L, £hLTF® P-Nml
HoMTs "2 AR T o7 74 LR E{To 2. CSFYDH sy FEDER L P R
7=. P-Nml & H#s LT P-High BETEBLA<1/1.7 5 XAy R0 H
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13 EERF(P-High) &

k-8 Sample #

L REaT | P-High T

45
46
47
S0

7B iZi2, Hemopexin % Fibrinogen
Acute-phase proteins 7%

<
SALT LV v7gb A, Acute-phase proteins r3 54
4 z. FT e : 1 13 5¢

| HET 7, o2-antiplasmin I i

P-High iz TH + 33

WL

Fibrinogen -7t < i Ta2-antiplasmin 72%]

'

L i, TLitk %5

1| Rl

11

35T Fibrinogen

REDSRBREEE L OT

P

athology

#3.GBM #>7n
DA

AO? .
GBM”
GBEM
GBM
GBM
GBM
NB™

GBM
GBM
NB-

GBM
GBM
GBM
GBM
GBM

I} OA Ohgoastrocytoma

2y AD: Anaplastic

i1 GBM . Ghoblastoma

3) KSR iF W2 L

E. &% R

PCNSL |2 4%

k45437  CHAPS.
-%7=iz, 2D-DIG & R

#i & 3 PCNSI

CSF (z35 7 /DR

+ PCNSL (23w T

H
) e A<

OB ZITo/z, £

1) acute-phase proteins (Z

HLAVBHRRIZHML TvwaH Z =7
PCNSL @ CSF ¢ > (RS = S
> b3 i 3 [
god il

§ 2. WRBMO S T A — LT
A. WFEBEM

L85 >

& Al (Glioblastoma, GBM) C. &%

PRSI HOR

2D- 1.

DIGE

070815_Geld

H- & 2= 11 -

B. HFR bk

B2 Al v & — o e “ i &
GBM #7271 y A Rl A4

DEEZRIZTE > T 2D-DIGE fgY

Ad W (L CSF

1. Y 7 ro @i
MRAT I T fEEY TR IICE L DT
(F 59 2 Non-GBM 1=

| 6.
:'J_Zr__-._.' ) GBM TN 0T A—

2D-DIGE figtr 1% koo CSF gy ol

PMF REH

7 W Bk ik CSF &[RRI H)iE L7

2, UV ARBMTE LY 82 HORE

AlERICTT-

z 4

. DeCyder i\

Hr |-

WRIKWy 7 — b 5 7 TRERR

E50 non-C 5N )

GBM @ —FcMsikih A A — 7



GBM @ 2D-DIGE #'/vA A —TO—fl %[ 6 IZ7 L
o 6 Mb, T UMTRAEAEBRERT Y
RO EDFENTEEND, PMFEITZ1TV, 75
ARy FCY AT EERE LI, 482 HOM
Bz 41 Thot,

2. GBM X non-GBM D7 1 7 #— AL

@6 Ta LI-fSHRI213, GBM & non-GBM DZER
RS FH Al kT 2 CEER O ER 2
ELEEhBETHEND, £IT, 12 BlED GBM

L AREO non-GBMMTO # 37 HEREZHBIL .,

W CRARNRED ARy FEBRIE L, GBM/

non-GBM O FEBRE A 1.7 5L EH D0 1/1.7 L F T,

22 p<0.05 E7aB ARy 2R LT (F4). GBM
TREARMS D WVIZMDT5 ARy b, ENE
A7 fE, 29 @, RtiEhic, ZheDiI L7 N
ZEBREShi-boER4ITTT,

#&4-1. Proteins down-regulated in GBM

Master P Ave T-test
5pot o, Prowi Nams raIE:F value
2405 beta S-tubulin -2.22  0.000509
1107 ATP synthase -1.94  29E-05
1621 Lactate dehydrogenase B -1.79  0.00017
1822 14-3-3 Protein Zeta -1.70 0.001529
F4-2. Proteins up-regulated in GBM
Master : Average  T-test
Spot no, JEiis e ratio value
718 Vimentin 439 2.77E-11
534 Transferrin 4.26 0.000709
719 Vimentin 418  R.03E-10
535  Transferrin 4,12 0.004159
1923 Apolipoprotein A-1 388  1.76E-05
529  Transferrin 36l 0.000328
656 Albumin 3.54 0.001853
520 Transferrin 349 0.01298
657  Abumin 342 0.001829
1924 Apolipoprotein A-l 327 3.64E-05
606  Moesin 3.17 1 47E-14
2412 Abumin 282  6.32E-05
1679 Annexin 5 239 923E-05
607 Moesin 233 1 45E-07
2408  Albumin 223 0.000149
1680 Annexin § 208  0.001479

D. %
nonGBM & i LT GBM IZE W TRENXEMT 5
I H

GBM IR W TREARMNT 52 282 HiZid
Albumin, Transferrin %2 ApoAl 72 X ifu ¥ & > /37 B4
Ront, LirL, Zhooftiic Vimentin, Moesin
DV L Annexin 5 R ERBHLMIZHMLTWASZ
LB AN, Vimentin 1384 Zflilaic T
MEZ 4T A2 bR T2 EELAREREST
HY., HIAOEOHER: KRB MiaBEZE D
EEXHRTWS, ARICPMBEZ 47 A &R
54 % glial fibrillary acidic protein & & %= GBM T3
AR5 L@ &N T, Mosin i3 Ezin X
Radixin & & & (CHIRIIEIZ7RTE L. AEAQE & MR-
TIFr747 A bEEKBLTVA, Moesin (Ll
HasyZditk, 7 o 7 MRl IR0 72 K iC RfE L,
MR D IIRER 3 B WIEEENC B > T Y | A
AOHER b L E B4 5% 2 5TV 5, Annexin
5 1t Ca{kfEtEY VIRRICRERT AT R¥ V77
TNV—O—RTHHN, BEaF—Fr - Lers
—TEMEA B AMS AR 0 | MIREERE & OBLEEANER
ShTwd, —h, BRIV TLS 7 ICR
I hav FY 7RSSR R THS ATP synthase
AR ORREMTEL Y B EA S I T S
LDH ¥R AF—EEICBbS L0 RN,
b GBM IZBWTRENBEM T L7 o HE
HMRIE L ol B T A AR AETSIC
E., E6IZEL OENEZBRITLILELRSH D,

E. &

fEAE#ED 5 5, GBM &8-S 54 0|
O A E L, 2D-DIGE {:IZ X Y Non-GBM i
SO L T T A — ARBEIToT, TORRE.
GBM [t W TREMOMmMME S /32 Hofh, #
Ha B 5 # 22 2 BT (Vimentin %2 Moesin) <
Annexin MM+ 52 &, —FH, =FNLF—EL
(ZP4>% ATP synthase %2 LDH 2345 Z &8
[ =% R /Loy
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HERROFITICHT S —-RRLAT T+ (8%5)

i
FERAL | MXIA bgh (BB | & OB £ AR | HINE | HHARE| ~—
MREL
Pt BRI O (Mg ([ VA—< |27 Y| KA | 2006 | 7-20
FRUE & TG YH—eT
x 7
7t
Pt —ROHE 47 0 B - EAER BRI AR A F A B | 2007 | 412
WOENE EHE V7 L F
Z1 1
P — B R AR B O (R AR X A E S B | 2008 (163-158
2 i As3— b RS
% - fisA%E
BIFE |7 Y A—=IicB IR {E R, |Annual Review [F14RE S BH | 2008 | 96-100
H7EY O I FHERIEA, #2008 as
V4 o R,
i A A,
FAMN
Rk
FENFE [ LuMesesns SRR |V VA —~  £(A A W | 2009 | T4-79
DI B R B a—t
MERE
REERA M A bV RBEL | BF | SV |HEE
Narita Y., |Cases with Carcinomatous MeningiJpn. J. Cli
Shibui §.  [tis and Cerebral Infarction. n. Oncol. . 676 | 2006
Mishima K., |Increased expression of podoplanin
e in malignant astrocytic tumors as |Acta Neuro 4
Nishikawa R.. a novel molecular marker of maligpathol 111 1485:4851 2000
et al, nant progression.
lshizawa T., [Papillary glioneuronal tumor with H Pat
Nishikawa R., [minigemistocytic components and iho‘;;“““ a4 37 |637-630| 2006
ot al ncreased proliferative activity, gy
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Uchikawa H., [Brain- and heart-specific Patched-lBiochem Bi
wr taining exon 12b is a dominan
Igl 1Ka . S . . . ¥
shikawa R, t negative isoform and is v.=:xpar\‘assecl%':'h]"El Res | 549 |277-288/2008
et al. in medulloblastomas. GuLTN
Batistaton. A, Expression patterns of dysadherin |y, o Arl 448
Nakanishi Y., l[and E-cadherin in lymph node met }:rc WO ) 763-767| 2006
lustases of colorectal carcinoma. i
et al.
Kyzas PA., |Dysadherin Expression in Head an
i d Neck Squamous Cell Carcinoma:Am J Surg
nishi Y Association With Lymphangiogene{Pathol. 30(2) |185-193| 2006
g
et al. sis and Prognostic Significance.
Nishizawa: A, Muir-Torre Syndrome with intrigui —
Nakanishi Y., [ng squamous lesions: case report af\ = "\ f’m 28 | 56-59 | 2006
nd review of the Literature. opatio
et al.
Eguchi T Histopathological criteria for additi
" lonal treatment after endoscopic mupy, o Patl
Nakanishi Y., [cosal resection for esophageal cance| - ern Yal 19 [475-480| 2006
¢ al r: Analysis of 464 surgically resect)
Al led cases.
Huang JF., |Primary hepatocellular carcinoma d!
—_ tected long after tumor markers aj.. : .
ay e ! il
Nakanishi Y nd lymph metastases. Beyond our Dig Dis Sci | 51(3) |610-615( 2006
et al. vision?
Izumi T., Pragnostic_ sig‘niﬁca.nce _of dysadheri
n expression in epithelioid sarcom
Nakanishi Y., | and its diagnostic utility in distinMod Pathol 19(6) |820-831| 2006
i guishing epithelioid sarcoma from
PGB malignant rhabdoid tumor.
Mateumeto: 3., Frequent EGFR mutations in braing ., 1491-14
Nakanishi Y., | metastases of lung aldfznoit:a\rv::inu:nrnr s 119 94 2006
et al. e
Fukaya M., Hedgehog signal activation in gastr~ oo ¢
Nakanishi Y., lic pit cell and in diffuse-type gastr asiroentenl 131 | 1429 | 2006
bl ic cancer. ology




Takahashi H.,

Classification of intramural metast]

Eses and lymph node metastases orﬁﬁ

Biosci Bio

Nakanishi Y., | esophageal cancer from gene exp 5 102 | 46-52 | 2006
¢ al ssion based on boosting and proje/ " ®
AL ctive adaptive resonance theory.
Kim DH. ? ‘
' |Array-based comparative genomic h s
Nakanishi Y., lybridization of circulating esophage oo °8Y ¥ 16 |103310] 590
ot al fal tumor cells. po
Nishizawa A., [Syringoid eccrine carcinoma with
Nakaniahi V. pparently aggressive transformatiaint J Derm| 45 [1218°12( 5000
' In! case report and review of the litatopathol 21
et al. lerature.
Hotta K., Usefulness of Ki-67 for predicting
Nakanishi Y., |metastatic potential of rectal carcin/Pathol Int 56 1591-596| 2006
at il oids.
Takada H., |Genomic loss and epigenetic silenci
=S ng of very-low-density lipoprotein r 655465
Nakanishi ¥., Izceptor involved in gastric carcinomonmgene = 62 08
et al. nesis.
i (AT s o mers) B 160) |642-648] 2006
AR5 i #8 O i ®s |2 X9 % T A E2 e 10(4) [320-327| 2006
ALY ) AT DILEWIE —
OB (KHRBERERE T — T — A FaREMEAR | 15 | 39 |2006
JCOGHIEE 7/ )V —7 ; Ldiifigrade
A — B 3/41Z % HACNU vs ACNU+PCZIZ|Neuro-Oncol 15 | 5053 | 2008
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. g@ﬁ%mﬁﬁﬁfggggﬁgggﬁuwﬁ 9-12
= % Temozolomide H 7 2] ¥ 1279-1
PR BB, |3} e bR B — 2 RSt 11| 88 Mgy | 2006
it A BER —
] o 2 PR AIRNE  J 0 2 i &AM 16 |129-135| 2006
74| AP LSBT OO 3 AT 61 Lgf__&ﬂ;ﬂ 15 |171-176| 2006
)11 hb _?'_" Zﬁ%?ﬁhﬂj L’%Mﬁmfﬁﬁimﬁk 918 [1037°10| 90
o TE K 38
)1l e R R 00 Y S 2006 [ HEAR 15 |694-699| 2006
W FLVESRE-T TR S K- [l 58 |103519] 9006
. Pharmacokinetic study of temozolo
Aoki T 5
¥ mide on a daily-for-5-days emheclu.tleh]t J Clin
Nishikawa R.. | in Japanese patients with relapseoncol : 12 |241-249| 2007
| d malignant gliomas: first study i
et al. n Asians.
Hu B, Neuropilin-1 promotes human glio
ey ma progression through potentiatin 5577-55
Nishikawa R.. |5"01.6") tivity of the HGF/SF autoe| OnCoBene | 26 |7 gg ™| 2007
et al. rine pathway.
Jarzynka M.J., | ELMO1 and Dock180, a bipartite
oo Racl guanine nucleotide exchange |Cancer. Re 7203-72
Nishikawa R.. factor, promote human glioma cell s. 67 11 2007
et al. invasion.
Dysadherin expression as a signific
Izumi T., |ant prognostic factor and as a dete
gl rminant of histologic features in sy/Am J Surg ’
Nakanishi Y. novial sarcoma: Special reference t| Pathol 31(1) | 85-94 | 2007
et al. o its inverse relationship with E-ca

dherin expression.




Nobeyama Y., Silencing of tissue factor pathway ilnt 3 Cance
Nakanishi nhibitor-2 gene in malignant melan . 121 |301-307| 2007
et al omas,
Batistatou A. ; ;
* |In breast carcinoma dysadherin ex ’
Nakanishi Y., |pression is correlated with invasive Br d :]anoe 96(9) 14%‘;“ 2007
et al ness but not with E-cadherin.
Nakayama R., |Gene expression analysis of soft tis
; sue sarcomas: characterization and | Mod. Patho B
Takahashi H.. reclassification of malignant fibrou L 20 |749-759) 2007
et al. s histiocytoma.
Takahashi H., |[New cancer diagnosis modeling usi
ng boosting and projective adaptive| Biochem. E :
Honda H., resonance theory with improved r| ng. J. 83 |100-109| 2007
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Clinial and molecular-biological analyses of malignant brain tumors by the
TRI (Translational Research Informatics) System
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Abstract: Glioblastoma is one of cancers with the worst prognosis. Because malignant brain tumors including
glioblastoma are relatively rare cancers, it is difficult to do a large-scale clinical trial and develop a new treatment in a
single institute. To improve the prognosis of malignant brain tumors, clinical and biological information of an individual
case should be accumulated and analyzed in detail. We accumulated many cases of malignant brain tumors in multi
institutions and developed the TRI (Translational Research Informatics) system based on data bases of clinical
information, radiological and pathological findings and the gene (microarray) and proteome information, etc. This

system is expected to analyze and forecast the therapeutic effect of an individual patient.
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