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#1 TLDA 71— FRAIKER U -BEEGF
Gene Symbol Gene Name RefSeq
1 Hamp2 hepcidin antimicrobial peptide 2 NM_183257.1
2 lgfbpt insulin-like growth factor binding protein 1 NM_008341.2
3 Elovl6 ELOVL family member 6 NM_130450.2
4 Psma3 proteasome (prosome macropain) subunit NM_011184.2
5 Gsta2 glutathione S—transferase alpha 2 (Yc2) NM_008182.2
6 Gstm3 glutathione S—transferase mu 3 NM_010359.1
7 Nono non-POU-domain—containing octamer binding protein NM_023144 1
8 Fabpb fatty acid binding protein 5, epidermal NM_010634.1
9 Ly6a lymphocyte antigen 6 complex, locus A NM_010738.2
10  Glul glutamate—ammonia ligase {glutamine synthetase) NM_008131.2
i1 Lpp LIM domain containing preferred translocation partner in lipom NM_178665.3
12 Dscrl Down syndrome critical region homolog 1 (human) NM_019466.2
13 Camkld calcium/calmodulin—dependent protein kinase ID NM_177343.3
14 Gatad2a GATA zinc finger domain containing 2A NM_145596.2
15 Dscrl Down syndrome critical region homolog 1 (human)
16 Aacs acetoacetyl-CoA synthetase NM_030210.1
17 Dditdl DNA-damage—inducible transcript 4-like NM_030143.2
18 Igfpt insulin—like growth factor binding protein 1
19 Ddit4 DNA-damage—inducible transcript 4 NM_029083.1
20 Sultidl sulfotransferase family 1D, member 1 NM_016771.2
21 Jun . Jun oncogene NM_010591.1
22 St3galb ST3 beta—galactoside alpha-2, 3-sialyltransferase 5 NM_011375.2
23  Slc4ad solute carrier family 4 (anion exchanger), member 4 NM_018760.1
24 Cyr61 cysteine rich protein 61 NM_010516.1
25 Mdm2 transformed mouse 3T3 cell double minute 2 NM_010786.2
26 Mbi2 mannose binding lectin (C) NM_010776.1
27 Car3d carbonic anhydrase 3 NM_007606.2
28 Cypdal4 cytochrome P450 family 4 subfamily a polypeptide 14 NM_007822.1
29 Bhlhb2 basic helix-loop—helix domain containing class B2 NM_011498.2
30 Btg2 B-cell translocation gene 2, anti-proliferative NM_007570.2
31  Isg2011 interferon stimulated exonuclease gene 20-like 1 NM_026531.2
32 Ephxt epoxide hydrolase 1, microsomal NM_010145.2
33 Eval epithelial V-like antigen 1 NM_007962.2
34 Lrpt low density lipoprotein receptor-related protein 1 NM_008512.1
35 Mtssi metastasis suppressor 1 NM_144800.1
36 Trp53inpt transformation related protein 53 inducible nuclear protein 1 NM_021897.1
37 Sds serine dehydratase NM_145565.1
38 Phldal pleckstrin homology—like domain family A, member 1 NM_009344.1
39 Cyp2b10 cytochrome P450 family 2 subfamily b polypeptide 10 NM_009998.4
40 Phida3 pleckstrin homology—like domain family A, member 3 NM_013750.1
41 Gadd45g growth arrest and DNA-damage—-inducible 45 gamma NM_011817.1
42 Htrlb 5-hydroxytryptamine {(serotonin) receptor 1BGene mCG4326 (NM_010482.1
43 Ccngl cyclin G1 NM_009831.2
44 Hhex hematopoietically expressed homeobox NM_008245.2
45 Egfr epidermal growth factor receptor NM_207655.2
46 Cdknla cyclin—dependent kinase inhibitor 1A (P21) NM_007669.2
47 Bax Bcl2-associated X proteinGene mCG23178 Celera Annotation NM_007527.2

48 Hs99999901 _s1 Eukaryotic 18S rRNA
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Gene Symbol Gene Name Ref Seq Gene Symbol Cane Nama Ref Seq

Aacs acetoacetyl-CoA syrthetase Mm00513427 m1 Igfbpl insulin-like growth factor binding protein 1 MmO0515154_m1
Bax Bol2-associated X protein Gere Mm00432050 m1 Igfbpl insulin-fike growth factor binding protein 1 Mm00833447_m1
Bhihb2 besic helix-locp—helix domain cortaining class B2 Mm00478593 m1 Isg20i1 interferon stimulated exonucleass gene 20-liks 1 Mm00471554_m1
Btg2 B-osll translocation gene 2. anti-proliferative Mm00476162 m1 Jun Jun oncogene MmDO495062 51
Camkid calcium/calmodulin-dependent protein kirese 1D Mm00616508 m1 Lpp LIM domain containing preferred translocetion partner in lipoms Mm00724478_m1
Car3 carboric arhydrase 3 Mm00483018 m1 Lrpl low density lipoprotein receptor—related protain 1 MmDO464608_m1
Cenf syclhin F Mm00432385 m1 LySa lymphocyte antigen 6 complex. locus A MmOQ726565 51
Cengl oyclin G1 Mm00438084 m1 Mbd1 mathy-CpQ binding domain protein 1 Mm00522100_m1
Cdknila oyolin-dependent kirese inhibitor 1A (P21) Mm00432448 m1 Mbiz manncse binding lectin (C) MmD0487623_m1
Cyp2bl0  oytoshrome P450 family 2 subfamily b polypeptide 10 Mm00456591 mi Mdm2 transformed mouse 3T3 cell double minuts 2 MmDO487656_m1
Cyp4ald4  oytoohrome P450 famity 4 subfamily a polypeptide 14 MmD0484132 mi Mpzi2 mysiin protein zero-like 2 MmO0468397_mi
Cyr61 cysteine rich protein 61 Mm00487498 m1 Mrps24 mitcchardrial ribosomal protein 524 MmO0466026_m1
Ddit4 DNA-damage-inducible trarscript 4 Mm00512503 g1 Mtss1 metastasis suppressor 1 MmOO46061 4_m
Dditd) DNA-damags-indusible transcript 4-like Mm00513313_m1 Nono non-POU-dormain-containing octamer binding protein Mm00B34675 g1
Egfr epidermal growth factor receptor Mm00433023 m1 Phidal pleckstrin homology—iike domain family A, membar 1 Mm00456345 g1
Ephx1 epoxide hydrolase 1. microsomel MmD0468752 m1 Phida3 pleckstrin homology—like domain femily A. member 3 Mm00449845_m1
Fabp5 fatty acid binding protein 5, epidermal Mm00783731 s1 Rcani reguistor of calcineunn | MmD0627762_m1
Gadd45g  gowth arrest end DNA-damage-inducible 45 gamme  Mm00442225 m1 Reanl reguistor of celcineunn 1 Mm00517094_m1
Gapdh glyosraidehyde~3-phosphete dehydrogsnase MmE9999915 g Sds serine dehydratase Mm00455126_m1
Gsta2 gutathions S—transferase alpha 2 (Yc2) Mm00833353 mH St3galS  ST3bets slpha-2, 3-sislytt 5 Mm00488232_m1
Gstm3 gutathions S—trarsf mud MmO0833923_m1 Sultldl  sufotrensferase family 1D. member 1 Mm005Q2080_mi
Hamp2 hepoidin antimicrobial peptide 2 MmO00842044 g1 Trp53inpl  transformation related protein 53 inducible ruclear protsin 1 MmD0458141_m1
Hhex h ieticall d homeob Mm00433954 m1 Tubb2c tubulin beta 2c Mm00847804_gH
Htrib 5-hydroxytryptamine (serotonin) receptor 18 Gers  Mm00439377 s1 Hs99999901 51 Eukaryotic 188 RNA

FFE  HLLBIR L =~v——EHEET

B, NEME= Y Fa—LBET

E AN TF—=varoboFRlbEhEy e BRER

Genotoxic carcinogens (4)
1. 4i‘mehﬁinitrosamino)-1-(3-pyridy|)-1-butanone {NNK) . 250mg/kg bw,
olive

o

2. urethane, 1000 mg/kg bw, saline
3. 2-acetylamnofluorene, 300 mg/kg bw, olive oil
4. diisopropanolnitrosamine, 500mg/kg bw , saline

Non-genotoxic carcinogens (3)

5. dg z-ett_ilylhexyl)phtalate (peroxisome proliferator), 2000 mg/kg bw,
olive oi

6. dichloro-diphenyi-trichloroethane (DDT) (not peroxisome proliferator) .
50 mg/kg bw, olive oil
7. furan (not peroxisome proliferator), 30 mg/kg bw, olive oil

Hepatotoxin

8. phenacetin, 400 mg/kg bw, olive oil
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