30 pgp-15 tccaatacaagtgggtgcaa tcacagcgacatggtgattt 1194
31 F33El11.4 tgtaggagaagacgtgggct tgctttgatcgeacttatcg 1191
32 F42A10.1 caacttctctcatgtgecga gttggcatgagttccgagat 1184
33 pgp-4 ttggtcattctggatgtgga cacagcagaggtaacagcca 1160
34 haf-2 ccttegtecggttcataaaa cccaactacacagcccaagt 1162
35 abt-3 acaaccattatgccccaaaa tgaacgaacgagcaaaactg 1115
36 F56F4.6 ctcaagtgatgcttgggtca ggaaattaaagggcagaggc 1110
37 haf-3 gacctccagaaccgaaacaa atatcgagatatgcgccagce 1158
38 mrp-2 gacaattgctccgatggttt caacagatattgggctgcct 1117
39 mrp-1 cctgttectecgtatgeaat gaacgaaagagacaaageeg 1193
40 pgp-1 ccgtagcatccegaagataa cgagattttgtatcacgeca 1200
41 T02D1.5 left=aacaaacctgatgacctccg catttgacccccaattcttg 1109
42 T10H9.5 atatcctccgagctctgeaa cctacccttttcegtgtcaa 1692
43 T17B5.1 aaaaaccgggagtttgcttt acaagggtgcatctggaaac 1172
44 pep-6 atctggtcgagttgggtacg acagcaaaccccatttatge 1194
45 pgp-7 gcaatcgcaatcctttgttt ccgaaacgtctatccaggaa 1109
46 pgp-8 ccgagactgaatgcactgaa tctcggtcgcaataggaaac 994
47 T26A5.1 tttccagatggcacacaaaa cccgaaggtacaaaagacca 1187
48 T27E9.7 attgagcttgacgagcgagt gacaacaatgccgtctgatg 1183
49 haf-4 aaaaccaccaaacccaacaa tgttccgaagattttggagg 1175
50 WO5E10.1 ccatacacaattgcttgatgaga cacggtatgttattttggtcgtt 1179
51 W09D6.6,  tagaaccagatctacgggcaata acaagcctctctagccttcctaa 2040
52 abt-4 tgctaacggetegtttttet agtatgtcagcggtcccatc 1155
53 Y39E4B.1 tcttattcaatttcatcgegttt atcatcttgatcatcgtegtctt 2723
54 Y42G9A.5  agacgaagatcataaacgccata ttttectgtttttcatttgecta 2391
55 mrp-7 aaacccacccaataaaagaaaaa aactctgtcgaatttgccataaa 2129
56 Y47D3A.11 tttcatagttctcgecattecta cttggtgcttatttttagggctt 2476
57 Y49E10.9 tcgatattcecttctecttaace attctacctagcacgaggtttce 1528
58 YS0E8.m tcaaaaatcttccggataacaga tttccatctcgcaatgaagtaat 2452
59 abt-5 aaaaagacacttcaaagtgcagc gagcaaaccgtcttacaaacatc 1031
60 haf-8 ttggatcactggctgttcac ccccatttgaaacaggctta 1459
61 pgp-3 gtgcttegtcaagatgcaaa gcttgcaaatgaactegtga 1178
62 haf-9 cgttatcggcttgatttggt cagcgtccaaagcagatgta 1123
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Table 2-3  Glutathione S-transferase (GST) (ZBH#E 3 28I+ 77 A ~—BELF

Forward primer

Reverse primer

No. name primer
Sequence 5'-3' Sequence 5'-3'
1 gst-1 gtccacttctcacattegattte tgtatgggaagcagagattcatt 943
2 gst-5 attgtttgtttgcaatccacttt tctcgatccatttcttgatttgt 1183
3 gst-9 agtgagaaatgagaaacgcagac ctcatcgtttcccaagagttatg 2233
4 gst-9 tatttctaaagagcagtgggcag tctcactctacaaagaagtcgece
5 gst-4 catttggtttatcgctttgetac ttagatagttcggtgcttcagga 1092
6 gst-8 caaccagttcattgaaacagaca ttctgcecgeaattttacattact 1128
7 gst-7 tcttcaataataatggcaagegt aaagagaccatgtgaatttggaa 1580
8 gst-10 ccagcttcactaggtcttcttca agctactcccgtaagttgcetttt 935
9 gst-3 tgttatcatgcggagtatcactg ttcgaatttcttcatttcatcgt 1054
10 gst-2 gaaaaacaaaatgaaatggctca gtgaatgggttegtcgatataaa 1364
11 gst-6 atttcaattttaatcggcgaaat tggacggtttgcaatatacttct 1465
12 cdr-1 cacattatgtcatcggggtg tgctegegaattgaagtatg 1555
13 C29E4.7 ttaaatctcccgaaaaccatctt cggagtaacatcaaaagcaattc 1676
14 gst-30 ttagattgttgccgttttaagga gcattctcaaatcacgtaagace 1493
15 gst-42 gattgagtttggtcatgaagagg tagttcgacatcattccgtettt 1860
16 gst-13 acgttttatgtacctgectegta accaatatgtaattcctgaccga 1147
17 gst-11 caagaaaactgggaagaaggaat tgctettccaaccactaattgat 1812
18 R11A8.5 gccaccattcagcaattttt tgcettctttggetggattct 1179
19 gst-33 gtcttgtttccaaatatggcettg ctattttccgtgectagtttgtg 1094
20 gst-12 atgcgcattatttttggttttag gaagcgaaccgagaatttttatt 1960
21 gst-14 gagtattgacaaggacatttcgg aacatgcctattgtgectaccta 1693
22 gst-15 actgaaaaatcatatggagccct tttccactcaattttgtcgattt 1516
23 gst-16 aaataaataaaaatcatggcgcea tttctcatcaattcccactgact 1454
24 gst-18 caaattgacggaattgaaacatt gagccaatcagacatttattcca 1191
25 gst-19 gccgaatattcattttaagccat tgacagaattcaaacaatcatge 1692
26 K10F12.4a  ccggaaaattaggatticcatag caactttggaaagaatttgatgc 1884
27 gst-20 tttatgtctgatgggaaggaaaa ccgecatatccaattacaaataa 1793
28 gst-21 aatgacaagatcagcccaagtaa aatttttcgattttggaagaagce 1537
29 F13A7.10 aaaaatatcccatccaaggaaaa caaaatatggcaatcccttcata 831
30 gst-22 aggttttgtaaagtgaaacgcaa cgcgataagagtcatcgataaag 1359
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31
32
33
34
35
36
37
38
39
40
41
42
43
44
45
46
47
48
49
50
51
52
53
54
55
56
57

gst-38
gst-23
gst-24
gst-25
gst-37
gst-26
gst-27
gst-28
gst-29
gst-30
gst-31
Y53GS8B.1
gst-40
gst-41
gst-36
Y45G12C.3
gst-32
C02D5.3

- C25H3.7b

K01D12.14
KO01D12.13
F17C11.9a
C54D10.2
C54D10.1
F55A11.6
C25H3.7a
W10C8.4a

cacaatcagttttccccaaataa
cttaccaagtttgcagacagctt

tgectactgtcaaaaccatcttt

gactggtgttttcataatcgctc

gtttgtttcattcatcttggete
ttcacatctccattgattgtttg

ctcaacccatttctttattgetg
ggtgtigttgagaatgatgtiga
tatttgcctatttgccagaaaaa
tgctetetetetecttatteect
ttaacacgagctgcatacttcaa
tgaacttgctgaacaaacagaaa
ttgcattcaaaacctccaaatac
aaatcgtcttgccttaattgaca
ggttcaataaagagtcgeageta
tatccctacttegttttcecatt
tatctggacgagtttctacccaa
attacaaaggacaagttccgaca

ctccactcgggataatagtgttg
tttgtgccaatgcaacgtat

~ cccggatatcaaaaactgga

gctcttetettcggagetga
aatctctttgcgaacacget
aatcattttcaagggcatcg
agtttttggatcagcatgge

ctccactcgggataatagtgttg

gaagagactcaaaagtctggcaa

tcaattcagattctcaacggttt
tttattgtttcccatttccactg
aacaatgccacaatacaagctct
ttttgtcatcatatttcactgeg
tcatcataaaacgccttgaaaat

cagacagatcactatgccttcct

atccatttcttggtttttggttt
taaaaagggttggcaaagtigta

tacattcagcgagaaatcgaaat
caaaaacttatgggacaacctga
agtgaaaccactatgccaaccta
gagtaattattgggtagggcgtce
tggaaactttttaagctgttgga
taaccagataacgtcctgttcgt
atgcacgcttatgatagcatttt
gggaaggatgagttgaattcttt
ggcaaatattgggaaaagagatt
tctgettcaatctctccaaaaag
acagtaaccacctgcacatttct
tatgctcttectgegagaca
ttttgettetgetgetgeta
cgaagtctceccteccacata
attcgtgcaaaaccagaacc
tggtetttgteccatccaat
accatcatgtcaaatccggt
acagtaaccacctgcacatttct

ttcttgacggaacaaaagagttc

807
1625
932
2024
1463
999
839
1414
1651
967
1196
1165
1088
2296
1410
1657
679
2651
1983
1476
1122
1567
909
1110
1063
1983
1517
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Table 2-4 e {CH

(Lipid Metabolism :LM) BIEB{=FE DS 7 A < —ES

Forward primer

Reverse primer

No. name product
Sequence 5'-3' Sequence 5'-3'
1 B0272.3 caagtgtctgctaacgccaa gcgacttcttceggatactg 990
2 B0303.3 cagcagtcacagttccgtgt cttttcagaagatgctecge 955
3 B0310.5 ttttgtgtettcggatteee cecatttgetgetccagtat 1686
4 B0395.2 tctetatttgecagetceegt gitccgecgaaaatgaagta 1433
5 C05C10.3 gcagccgatgtagatggttt tctctcaaaaatatgggegg 1165
6 C06B3.4 tcteggttgaaccttegttt ttcattctttgccagagect 1050
7 C06B3.5 aaaagaaggctggtgcttca attctggaaacaatgccagce 979
8 C29F3.1 actgcttgegtagcattgtg tttggetttggaaaacatee 1102
9 C37A2.3 cacctgcacttgcacagttt catcatgacctcatcgcaac 1159
10 C46F4.2 cattgcettgcaccagcttta gttggttagggctaggageg 1137
11 C48B4.1 atacaacgcccacgagtttc tttgggtcaaacttgggaac 1660
12 C50D2.7 gtccagtgggatctctteca cacgacgtgttcagaaggaa 1184
13 C55B7.4 ggaggctctggatcctcttt ccattgcagcttctcgtaca 915
14 C56G2.6 ccggtggtatctgaggtatt tgcaccttgcatcttttctg 1150
15 D2063.1 cattcacacaatttgtctctcea tttgagtctttcgecaagtectac 1009
16 E04F6.5 cttgaaacagccaacccaat gaccaattcgctgagcetagg 1195
17 F01G10.2 titcttatagccggagegaa ggctgtaattggaggtggaa 1055
18 F01G10.3 tcatcggtccaccactatga getcgggaaaaatcattcaa 1194
19 F01G4.2 ttcegtcttagticgagattttg ttctgttgagcteggtttctaag 2618
20 FO8AS8.1 gcacagatttatgggggaga tgatctttgcatgtggtggt 1199
21 FO8A8.2 cgatttccgtcaagagcettc atgggaatagacgatgetge 1162
.22 FO8AS8.3 gtcaaagaatgaaccgecat catgttcaccacaagccatc 927
23 FO8A8.4 tagttggagatattggcccg aaggggaccgctagtaagga 1123
24 FO8F8.2 tgaaaatcaagatcgggctc ctttttccggagagaaggct 1077
25 FO9E10.3 aaaaccaaaaagagccaattttc agttttgttaaaccttcgtgcaa 2252
26 F10G8.9 cagatataaaatgcgtggaggag tgctcatatgaaacgatcgagta 1687
27 F11A5.12  tcgtgtcttctgtccaaacg cattgctggggtgatagett 1106
28 F19H6.4 tttttgactctccecteect gggttgacggtggactagaa - 1605
29 F25B4.6 gctgacgcetagaccacttec gcaacagcaaatgggattct 1191
30 F25C8.1 atgcaaatcgggtagcaaag gctcgecgagaagtagaaaa 1116
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31
32
33
34
35
36
37
38
39
40
41
42
43
44
45
46
47
48
49
50
51
52
53
54
55
56
57
58
59
60
61
62
63
64

F25G6.5
F28F8.2
F32H2.5
F35H8.6
F37C12.7
F38H4.8
F42F12.3
F43H9.1
F46E10.1
F47G6.2
F53A2.7
F54C8.1
F54D5.7
F54D8.3
F56B3.5
F59F4.1
KO04F1.15
KOSF1.3
K06A5.6
K07B1.2
K12GI11.3
K12G114
R06C1.2
RO6F6.9
R07C3.4
RO7HS.2
RO9B5.6
ROSE10.3
RO9E10.4
T02GS5.4
T02GS5.7
T02GS5.8
T04H1.7
T04H1.8

tacctttccatgatcctttcaga
tgagaaatgcaccacgatgt
agcttcgtagaacaacactggag
tgaacagtgaacccagtgga
acccttgacacttcacgacc
tcgtttgtgtgctcgaagtce
gcacacacaaaccagtgacc
gcaaaacgattattttcaactgc
ggaaactcaaccagatgactcac
aaagaaattctggaagttttgge
cctatcttatcggcccaaca
tgccaattcgatagetecett
ggagacaaaggccacgtaag
gggagtctgeggacagatta
ttggtttttcagtaggtggagaa
agggtacacgtttccgtcac
ttgggtgttcctgtttictttta
agctgctccgatctgtttgt
aaacgccgtaggagatgattatt
ctgaatatttcaggggccaa
acgtatggctcggagatttg
gagaatccagcaatttccga
attatcggcttctggtgattttt
ccgcaagtgtaagtctgcaa
gagccaagtgcaggataagc
gatggtggacttttcgcaat
cgtttttctgecaagctttc
tgttccaccaacaccagaaa
ttaagacctcactcgeggtt
aagccgagttcaattcagga
cagtctatcgcaatgtcgga
cttctgggctgaaagcaate
ggggccacaatgttgtaagt

tcgtcttcaatgcactcace
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catttctacatctcgggagtttg
ttgtgagagggaaticggac
ttattggaatcaactctttcgga
ccttttcagtccgacatcgt
cttctggtaggecatttgga

ttttcagggaaactcggttg

tcaacggaatgtgaggtgag
ctttcagcgagcacttttgtact

aacattttcttctgaatttggea
cagtttatcagggaccaactcag
cgacagcagaataggcaaca
ccactggaattgtgttcgtg
cttgcaggtcattgctgaaa
cagggaaagcgaaaattcaa
ggttttcatcgaaagattgactg
gtcaccgagcagcttacaca
accagtattgcataacggtgaat
atttttccgctttectgtga
cgagattccagaaaagtatggtg
tgagcttcttcgggacttgt
acggcacgagagttgatctt
atcgccgtctacatattgee
tttcgttcgttcagattcaaagt
taatcctttgcagtttggge
tgggagtgagatgtatggea
gagttggttggctcaategt
ccacaaaacatggtgcaatc
ctggatctgggacaacgatt
gatcacctcgagaaaacccea
titttgatgaaagcaagggg
tcgctactgeacctectttt
aaccattccacttgagccac

ggcatcaaaaacgaaggtgt
cattcggttccagtectgtt

1607
1078
1153
1062
1151
1049
1336
847

1182
2281
1149
1189
1146
1159
2232
910

1099
1186
1131
1138
972

1115
2263
962

995

890

1108
1124
1182
1089
1142
1153
1020
1141



65
66
67
68
69
70
71
72
73
74
75

T05G5.6
T07CS.1b -
T08B1.6
T08G2.3
T10E9.9
T25G12.5
W09B6.1
Y38F1A.6
Y65B4BL.5
Y69F12A.2
Y76A2B.3

aaaagcggtcattccttcct
aaagaagtgagttccgattttce

caactgcaagctggaaatca

. gtcagcaagcatgaactgga

tecgtgttgcttcatacgag
aagttccctegtagatttggaag
cacaatattgcgttcatcgg
gagtgctgataatttcacgatcc

aaggtgagggaaaatggaaataa

agtaagcaacttttccgettttt
agcgatgagccatctgaagt

gcattttcaagcaaagctcc
agacaacgaaattaaggagggag
tcecgtetgtecataacecte
agcgaaacccaaaaggagat
acgtttttcgatgctgetet
catttctcttgagtacaccaccc
tcatggcegatcctcttatee
tcgaagcaattcgatagtttcat
accggtttcaatacatttgtgac
atacaattttcacgtccatgtce

acgtcaggaaccactggaac

1075
1664
1604
1065
1198
2277
1195
1147
928
2446
1132
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Table 2-5 Vitellogenin (VIT) BEFET 7 A ~—H&7

Forward primer

Reverse primer

No. name product
Sequence 5'-3' Sequence 5'-3'
1  KO9F5.2 (vit-1) catgcttgcttigtggagaa tttgagaatcctgggaaacg 1128
2 (C42D8.2 (vit-2) aaattgttgcccaactccag gttcaacaaaacccttcgga 1186
3  F59D8.1 (vit-3) tcaaactccccgtttctgac tgagcacattgctgaccttc 1110
4  F59D8.c (vit-3) attgtctctctcaccgtcattgt tactcccaacttceacttttcaa 2434
5  F59D8.f (vit-3) tccagagacctgaaaatttgtgt atgttgctccgataaagtcaaaa 1113
6 F59D8.a (vit-3) gaatc;ccaatggagtgtggagac gagatgagccaagatcagaaaga 2384
7 F59D8.2 (vit-4)' tettettgttggaagtcttcteg agatggactacatcgttcttcca 2493
8 F59D8.d (vit-4) ttgggtaaagagtttcttggaca acatgtatctttcaatttgegct 1564
9 F56B6.1 (vit-4) cgcattcctgaaaacgaaat caaggctgctegtcttaace 922
10 CO4F6.1(vit-5) ccaacaaacctgggaaaaga ttggtgcaaagcetgtgttte 1196
11 KO7HS8.6 (vit-6) caatcaatgttgaaccacgc ctectecatttgtggttggt 1170
Table 2-6 WML &7 ¥ —(NHR) 7 A ~—#{aF
No. Hame Forward primer Reverse primer product
Sequence 5'-3' Sequence 5'-3'
1 nhr-8 aatgccatcgcaatatccte geecttgacttttgtgcaat 1152
Table 2-7 AEMREHEEGF T T A < —
No. Hame Forward primer Reverse primer
Sequence 5'-3' Sequence 5'-3' product
1 act-1 tccccacgtgttetgtgtta tagatcctcegatccagacg 1199
2 act-2 atttaaaatcggggtgtgaaaat tttgaccgattggaaatagttgt 1116
3 act-3 tttgttattgccccaaaagg gtcggtatgggacagaagga 1195
4 act-5 cctgcttggagatccacatt cacccagttctccttaccga 1166
5 ama-1 ggacgacgtgttcctacgat gttggcgaataactgggaga 993
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