D Level Descriptor REES

D0098IE 3 BHEMIR Optic Disk DO15017 3 BPEE Yolk Sac

D010786 3 S BEB Photoreceptor D00S092 2 5B Mucous Membrane

DO17956 4 BHHRDYMNEEERS Ivertebrate Photoreceptor D005753 3 HEIE Gastric Mucesa

D020419 4 BH B Vertebrate Photoreceptor D019872 4 BEHH Gastric Chief Cell

D017948 5 84K Cone D004759 4 Bo0v 7088 Enterochromaffin Cell
D017948 5 24K Rod D019863 4 HAM) 533488 Gastrin-Secreting Cell
D012374 6 24k548 Rod Outer Segment 0010295 4 BEMIA Gastric Parietal Cell

D051245 3 HBETEHM Retinal Bipolar Cell D019864 4 YIRRSF 5B Somatostatin-Secreting Cell
D012165 3 A ETHIIA Retinal Ganglion Cell D007413 3 SIS Intestinal Mucosa

D051248 3 FARAKTHE Retinal Horizontal Cell D020895 4 B340 Enterocyte

DO12590 2  FAH3 Sclera D020397 4 #F{R#8B8 Goblet Cell

D014602 2 SESE Uves D019879 4 18— Paneth Ceil

DO18916 3 Mm% KBAF Blood-Aqueous Barrier D00%061 3 ORELEEE Mouth Mucosa

D002829 3 ER#REE Choroid D020545 3 OFBE#EEE Respiratory Mucosa

DO16570 4 FNyIB Bruch Membrane D007820 4 UREAERE Laryngeal Mucosa

DO02924 3 E#{k Ciliary Body 0020337 5 KM Goblet Cell

D007498 3 H§ Iris D009287 4 ALE Nasal Mucosa

DO11680 4 B Pupil D020397 5 MR Goblet Cell

D014822 2  TF{& Vitreous Body D00sg3l S5 IRFEEE  Oactory Mucosa

D009666 1 M Nose D018034 6 Y2 RWE Olfactory Receptor Neuron
D00983t 2 IR¥EER Offactory Mucosa DO12704 2 $2[8 Serous Membrane

D018034 3 RS2 Offactory Receptor Neuron D010496 3 D Pericardium

0019147 2 BHPBE Vomeronasal Organ DO10537 3 RIEE Peritoneum

DO13650 1 BkE Taste Bud D010994 3 K¢ Pleura

D014024 0 #HER Tissue D009132 1 fHBY Muscle

D003238 1 $£8#& Connective Tissue D00S130 2 E#EH Smooth Muscle

D000273 2 PBERFMEE Adipose Tissue D009131 3 e RBEE Vascular Smooth Muscle
D002001 3 1B EIEMEE Brown Adipose Tissue DO17540 4 thfE Tunica Media

D052436 3 BEIEEE White Adipose Tissue D009215 3 FEEE Myometrium

D050153 4 BIERRERE Abdominal Fat D054792 2 HABUAES Striated Muscle

D050152 5§ WAERAERS Intra-Abdominal Fat Do18482 3 B Skeletal Muscle

D050507 & REERE TRERS Abdominal Subcutaneous Fat D012518 4 #5/\BR{K Sarcoplasmic Reticulum

DO50151 4 ETHE Subcutaneous Fat D009206 3 if% Myocardium

DO50507 5 BEaBS FAERS Abdominal Subcutaneous Fat D032386 4 LS4 Cardiac Myoblast

D001842 2 # Bone D032383 4 B4 Cardiac Myocyte

D0o1857 3 BEHE Bone Matrix DO10210 4 FLEARS Papillary Muscle

D002146 3 BHILX Bony Callus D009417 1 FEEHEEE Nerve Tissue

D006253 3 B H{I Haversian System D004805 2 +&K Ependyma

D010521 3 B8 Periosteum DO09186 2 RE¥H Myelin Sheath

D002356 2 BXB Cortilage D009441 3 W Neurlemma

D051472 3 8B Elastic Cartilage DO11901 3 SUEIEE Ranvier's Node

DO51445 3 {24 9XFE Fibrocartilage D009441 2 M Neurlemma

D051478 4 EHBHMEB Triangular Fibrocartilage D009940 1 JRSEFMEBE Organoid

D051457 3 WFET Hyaline Cartilage D054048 1 [I&BAP—< Peritoneal Stoma

D004547 2 TEEHEEL Elastic Tissue D019738 1 FHEBMAE Surgically-Created Structure

D006097 2  BIS#EKE Granulation Tissue D03%021 2  #MB¥E Colonic Pouch

DO02921 3 I Cicatrix DO19739 2 BHEEEIHRLT Skeletal Muscle Ventricle
D040521 2 B T## Subcutaneous Tissue D013524 2 B# Surgical Flap

D004348 1 L Epithelium D0S4047 2 AT AM—T Surgical Stoma

D001485 2  #EJE Basement Membrane D016476 2 EHBIFRJFHEF Continent Urinary Reservoir
DO16570 3 TN yTE Bruch Membrane D002477 0 #EfE Cell

D004727 2 W B Endothelium D000921 1 FEEMM Antibody—Producing Cell

D004728 3 AEAK Corneal Endothelium D001402 2 B'J:s/Ek B-Lymphocyte

Do04728 3 Yo 1EARE Lymphatic Endothelium DO16175 3 B#RH Tt yb B-Lymphocyte Subset
D004730 3 MEWE Vascular Endothelium D010950 3 2 H 488 Plasma Cell

D020286 4 BB Pericyte D000938 1 FARIRTRMBIA Antigen—Presenting Cell

D017539 4 M Tunica Intima D003713 2 BHREAM Dendritic Cell

D0O04817 2 ¥ Epidermis 0007801 3 SUF LN AHRE Langerhans Cell

D018859 3 £48 Hair Follicle D020566 2  ERGEHRIBER Follicular Dendritic Gell

D019573 2  fAB.EE Coreal Epithelium DO01078 1 APUDRAHRE APUD Cell

D010857 2  ERERBIEEM Pigment Epithelium of Eye D001757 1 HAEIER Blastomere

D012670 2  ¥iLE Seminiferous Epithelium D001773 1 [MAAEKE Bload Cell

D019459 2  BREREH Urothelium DO01792 2 M/IMR Blood Platelet

D005088 1 4 5iAR Exocrine Gland Do04912 2 FROER Erythrocyte

D001472 2 s3LBMYER Bartholin's Gland 0004910 3 FRIBREE Erythrocyte Membrane

D002030 2  FREIRER Bulbourethral Gland D004913 3 BERIMER Abnormal Erythrocyte

D007765 2  RER Lacrimal Apparatus D0000S0 4 AHEFRMBK Acanthocyte

Do08321 2  EYPIOFLER Animal Mammary Gland DO04908 4 FMEIRH AL Erythrocyte Inclusion
D042361 2 EFELAR Human Mammary Gland D006366 5 N VIME Heinz Body

D046780 2 BESMSHAED Exocrine Pancreas D008534 4 EXFHFE Megaloblast

D011467 2 BITIER Prostate DO13102 4 RRFMER Spherocyte

DO12469 2  HEAR Salivaery Gland 0012156 3 BYRARMER Reticulooyte

D010306 3 HTER Parotid Gland D006434 2 MBR Hemocyte

D018987 3 BEKARE Salivary Duct D0o7962 2 BMmER Leukocyte

D0i2470 3 INIEHEAR Minor Salivary Gland DO06098 3 SR Granulocyte

D013361 3 ETMR Sublingual Gland D001491 4 $HELRR Basophil

D013363 3 S TR Submandibular Gland D004804 4 $FE4ER Eosinophil

D054838 3 74T T FIVEE Von Ebner Gland D009504 4 IR Neutrophil

p012627 2  [REGAR Sebaceous Gland : 0007963 3 HEEMER Mononuclear Leukocyte

D008537 3 TAR—LAER Meibomian Gland Do0s214 4 Y788k Lymphocyte

D013545 2 SFAR Sweat Gland D007693 5 *5—4ER3 Killer Cell

D001050 3 PHHYIAR Apocrine Gland D007694 5 FFaSNX5—5R3 Natural Killer Cell
D004433 3 TR Eccrine Gland D015979 6 Yot hA EH{EFS—4B Lymphokine-Activated Killer Cell
Do0g221t 1 B8 Lymphoid Tissue DO16131 5 12389 Juk Lymphocyte Subset
D000234 2 (HSEEHEER Adenoid DO16175 6 B#Efa Y 7ty B-Lymphocyte Subset
D002060 2  TPTY¥I AR Bursa of Fabricius ) D016176 6 TiAREY T vk T-Lymphocyte Subset
po188s8 2 FEthiy Germinal Center D001402 5 BlJ:ss3%}% B-Lymphocyte

D020566 3 MR KR Follicular Dendritic Cell D054448 6 BY>/IRATERSARE B-Lymphoid Precursor Cell
DO08198 2 W3 Lymph Node DO16175 6 BRI Y T yb B-Lymphocyte Subset
po18g8ss 3 By Germinal Center D010950 6 F2E4ARE Plasma Cell

D020566 4 MR 4ERE Foliicular Dendritic Cell D013601 5 T1)rs38k T-Lymphocyte

D010581 2 /A IJUIR Peyer's Patch D015496 6 CD4BRTETHARE CDA4-Positive T-Lymphocyte
DO13154 2 [BE& Spleen 0006377 7 AN IS— A Ta1—Y—THII Helper-Inducer T-Lymphocyte
D013950 2 [9AR Thymus Gland Do18417 8 Thi4BH Thi Cell

D014066 2  JRHLAR Tonsil Do184i8 8 Th2#fit8. Th2 Cell

D008566 1 EX Membrane D050378 7 BEETHR Regulatory T-Lymphocyte
D001485 2 E[ERE Basement Membrane D018414 6 CDSFBtETHERR CDB-Positive T-Lymphocyte
D001489 3 BEZEIR Basilar Membrane D013602 7 ARRUBEETY 2Bk Cytotoxic T-Lymphocyte
DO16570 3 FYTE Bruch Membrane D054504 6 TYL s ABRATEEMEM T-Lymphoid Precursor Cell
0003886 3 FRAE Descemet Membrane DO16176 6 THIMYTyh T-Lymphocyte Subset
D050533 3 HERBEEE Glomerular Basement Membrane D008215 5 RJUSEE Null Lymphocyte

DD05321 2 FEfE Extraembryonic Membrane DO16246 5 ESRE)/8k Tumor-Infitrating Lymphocyte
pooo4sz 3 REE Allantois D0090C0 4 B Monocyte

D0006S50 3 #f& Amnion D016260 5 SEMEXS—BER Activated Killer Monocyte
p049033 3 MERIE Choricallantoic Membrane D001854 1 BEAHIF Bone Marrow Cell

D002823 3 #MEM[ Chorion D006098 2 ERMER Granulocyte
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iD Level Descriptor

D010861
D0O05407
0013082
D008871
DO16501
D020439

HIERE Bacterial Fimbriae
HE Flagella

H|TREE Sperm Tail
RWE Microvill

MR Neurite
ARS8 Growth Cone

D006412 2 MM Hematopoietic Stem Cell
D054503 3 121 ABRRTER AR Lymphoid Progenitor Cell
D054448 4 BY) s ABRHIERMIEE B-Lymphoid Precursor Cell
D054504 4 TY s BRNTER#HRE T-Lymphoid Precursor Cell
D023461 3 BMFRIERMER Myeloid Progenitor Cell
DO15672 4 R MBRAIEEHAER Erythroid Progenitor Cell
D004300 5 FR3FBK Erythroblast
D008534 6 EXHRFEH Megaloblast
D008533 5 E#BR Megakaryocyte
D012156 5 BAHRFMBR Reticulocyte
D042381 4 FAREBRAIEEMAR Granulocyte Precursor Cell
D00S000 2  BiBk Monocyte
D002478 1 EHAARY Cultured Cell
D002460 2 #k{LAHAA Cell Line
D002461 3 BRERMIR Transformed Cell Line
D019556 4 COS4K COS Cell
D045744 3 B4 Tumor Cell Line
D018938 4 Caco—2#if3 Caco-2 Cell
D045325 4 HCT11648 HCT116 Cell
DO06367 4 Hela#l# Hela Cell
D007624 5 KB#fi8 KB Cell
D018922 4 HL-60#A2 HL-60 Cell
DO19073 4 HT29812 HT29 Cell
0019169 4 Jurkat#HR Jurkat Cell
D020014 4 K5624088 K562 Cell
DO16716 4 PC12§f3 PC12 Cell
D020298 4 U93748R8 U937 Cell
DO16466 3 CHO##2 CHO Cell
D007739 3 L#HMA L Cell
D018374 3 LLC-PK1#3 LLC-PK1 Cell
DO16475 3 3T34AR 373 Cell
D041702 4 BALB 3T3#iR2 BALB 373 Cell
D041681 4 NIH-3T34HB2 NIH-3T3 Cell
D041701 4 Swiss-3T34M Swiss 3T3 Cell
D041721 5 3T3-L14ARE 3T3-L1 Cell
D014708 3 Veroffilil Vero Cell
D002999 2 0— 48R Clone Cell
DO06825 3 HIEMMME Hybridoma
D006822 2  MTEHMEFD Hybrid Cell
Do06825 3 MIEHSE Hybridoma
D018874 2 HMMR7zO04F Cellular Spheroid
DO014407 2 BIMEHMAY Cuttured Tumor Cell
D045744 3 BB Tumor Cell Line
D018938 4 Caco-2§i8 Caco-2 Cell
D045325 4 HCT1164EE8 HCT116 Cell
DO06367 4 HeLa#if Hela Cell
D007624 5 KB#ii KB Cell
D018922 4 HL-60§if8 HL-60 Cell
DD19073 4 HT2948R8 HT29 Cell
D019169 4 “Jurkat#ilR Jurkat Cell
D020014 4 K562408 K562 Cell
D016716 4 PC12#I18 PC12 Cell
D020298 4 US37#Ik8 U937 Cell
D054278 3 PRt MEPMAY Embryonal Carcinoma Stem Cell
D018914 1 [EE{LAARA Immobilized Cell
D022082 1 #AERAHHE Cellular Structure
D002462 2  #ARAE Cell Membrane
D021961 3 $RMABItHE Cell Membrane Structure
D021982 4 MBI ML AEEE  Cell-Matrix Junction
D022001 5 B3 A Focal Adhesion
D022002 5 HIEEB Hemidesmosome
D003034 4 BB M/E Cell-Membrane Coated Pit
D021941 5 HR*S Caveolae
D019276 4 X Glycocalyx
D007365 4 #RIRI$ES Intercellular Junction
D022005 5 B S Adherens Junction
D003896 5 FRAEY—L Desmosome
D017629 5 FryTEBE Gap Junction
D054351 6 BRI +FR Electrical Synapse
DO31425 § R Plasmodesmata
DO13569 5 SF TR Synapse
D054351 6 BAF+ 7R Electrical Synapse
D009451 6 AEBRBIEAE Neuroeffector Junction
D009469 7 REBFHEAE Neuromuscular Junction
D009045 8 ZBEIE Motor Endplate
D017729 6 LFTAUMLEK Presynaptic Terminal
DO13570 6 L+ FAM Synaptic Membrane
D019108 5 WHES Tight Junction
D021962 4 HMRETAY0OF AL Membrane Microdomain
D021941 5 HRFZ Caveolae
D009186 4 RE¥Y Myelin Sheath
D009685 4 %% Nuclear Envelope
D034881 5 #5534 Nuclear Lamina
D045524 4 2432EYJ—L Phycobilisome
DO11801 4 SUETRE Ranvier's Node
D004910 3 FIMBRE Erythrocyte Membrane
D007425 3 KA Intracellular Membrane
D051336 4 ShaVKRY PR Mitochondrial Membrane
D009685 4 #%E8 Nuclear Envelope
D018717 3 & Purple Membrane
D012508 3 RAMIRREE Sarcolemma
D013570 3 237 RBE Synaptic Membrane
0022081 2 MAAREZBAY Cell Surface Extension
D0O1369 3 BFR Axon
D020439 4 REF# Growth Cone
D044603 3 +JLAY—L Ceilulosome
D002923 3 BE Cila
D003712 3 BRI Dendrite
0049229 4 KB Dendritic Spine
0020439 4 AR Growth Cone
3
3
4
3
3
4
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D011554
D002473
D017358
D002875
D019847
D022201
D022202
D022221
D022222
D027042
Dot8244
D002876
D022202
D015825
D018244
D033481
D022221
D022222
D002877
D022222
D002300
D002878
D002889
D002893
D002905
D002894
D002895
D002906
D002896
D002897
D002898
0002899
D010677
D002878
D002880
D002881
D041321
D002301
D002882
D002883
D002884
D002902
D002885
D002886
D002887
D002903
D002888
D002890
D002904
D002891
D002892
D010677
D041322
D032461
D018404
D012303
D012730
Do12728
D014960
D041321
D014998
D041322
De0s110
D045604
D005109
D050533
D020834
D015044
D019897
D002479
D0C4908
D006366
D0O07181
D045586
D016631
D042541
D002467
D022003
D042581
D002466
D002875
D022004
D002503
D018386
D002842
D002843
D022041
D006570
Do12728
D009707
D009697
D013573
D016615
D020541
DO15530
D034881
D017381
D009685
D034881
D022022
D048648
D048629
D048631
D003593
D022083
D003594
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Hp

{2 Pseudopadia
#BHIEE Cell Wall
KIS FE Cell Wall Skeleton
/4 Chromosome
HHE RSB Archacal Chromosome
AL Arificial Chromosome
1’OTIF ALRBE Bacterial Artificial Chromosome
HFHBATRREE Mammalian Artificial Chr
EFAI MU Human Artificial Chromosome
P17~ A L& B Pl Bacteriophage Artificial Chromosome
BFATHREK Yeast Artificial Chromosome
M B Bacterial Chromosome
1IOFYP ATEBIE Bacterial Artificial Chromosome
HERAHE Fungal Chromosome
BB ATREER Yeast Artificial Chromosome
HIER M Mammalian Chromosome
WEBALREE M lian Artificial Chr
ERAISEIE Human Artificial Chromosome
Eh& @ Human Chromosome
ERAIHBE Human Artificial Chromosome
EhB:{&1-3F 1-3 Human Chromosome
ERBRRBE Pair 1 Human Chromosome
Eb2ERER Pair 2 Human Chromosome
ER3BHRE Pair 3 Human Chromosome
Eh$EEI-5F 4-5 Human Chromosome
EraF S BIK Pair 4 Human Chromosome
Er5E R Pair 5 Human Chromosome
EhSfEE6-12FLXRBH 6-12 and X Human Chromosome
Er6ES B Pair 6 Human Chromosome
ErIERBIE Pair 7 Human Chromosome
ersERBHE Pair 8 Human Chromosome
ErIER MBI Pair 9 Human Chromosome
4TI 7+ PR Philadelphia Chromosome
Er0FEREE Pair 10 Human Chromosome
ERBLRBLE Pair 11 Human Chromosome
Er2F S Pair 12 Human Chromosome
EFXS IR Human X Chromosome
ErFEEK13-15F 13-15 Human Chromosome
ER3B LB Pair 13 Human Chromosome
ER4ESBEE Pair 14 Human Chromosome
ER5ESEE Pair 15 Human Chromosome
ERAE16-18E  16-18 Human Chromosome
EF6FESRRH Pair 16 Human Chromosome
ER7ERER Pair 17 Human Chromosome
EMSERBE Pair 18 Human Chromosome
ErgEEA19-20F 19-20 Human Chromosome
ERIBRBE Pair 19 Human Chromosome
Er20FEREE Pair 20 Human Chromosome
EbEE21-22F LY BE 21-22 and Y Human Chromosome
EF21B B Pair 21 Human Chromosome
eh22& 4K Pair 22 Human Chromosome
4TI T4 T B Philadelphia Chromosome
ErYRBEE Human Y Chromosome
12 Ed Plant Chromosome
FIBISRE Isochromosome
BRSRBHE Ring Chromosome
tE4f{k Sex Chromosome
% EE Sex Chromatin
X B X Chromosome
ERX$RH Human X Chromosome
Y#E{E Y Chromosome
EhYEEHE Human Y Chromosome
ARSI AIRA Extracellular Space
$REAS B Extracellular Fluid
Rast B Extracellular Matrix
REKFRER Glomerular Basement Membrane
202747YN Microfibril
BEAF Zona Pellucida
RAE Periplasm
# A Inclusion Body
FROERF AL Erythrocyte Inclusion
NAYIME Heinz Body
JAILAH AL Viral Inclusion Body
HAH A Intranuclear Inclusion Body
LE—/M& Lewy Body
MIEAERM Intracellular Space
#ER34% Cell Nucleus
ARRILERE Cell Nucleus Structure
P Intranuclear Space
#iME  Cell Nucleolus
#B4k Chromosome
Sk HE Chromosome Structure
thOAF Centromere
BFE Kinetochore
SBE Chromatid
HAE Chromatin
HiE$BK Euchromatin
REPLAR Heterochromatin
428 Sex Chromatin
XYLAY—L Nucleosome
HMERS R Nucleolus Organizer Region
L+ T THEE Synaptonemal Gomplex
TAAF Telomere
a4 JL/ME Coiled Body
#IM)YI R Nuclear Matrix
#T37F Nuclear Lamina
RS54 — L - Spliceosome
¥ Nuclear Envelope
#3374 Nuclear Lamina
HZIRF. Nuclear Pore
B#% Macronucleus
A KRRIBRUME Chromosome-Defective Micronucteus
&7tk Germline Micronucleus
4838 Cytoplasm
MR HEE Cytoplasmic Structure
T EH Cytoplasmic Granule




ID Level Descriptor e

D020460 6 *3/—L Melanosome DO41681 4 NIH-3T3488 NIH-3T3 Cell

DO0883C 6 Mk Microbody D041701 4 Swiss~3T3HIRE Swiss 3T3 Cell
D020676 7 HJUtxy—Uh Glyoxysome D041721 5 IT3-L1M8 3T3-L1 Cell

D020675 7 RUF ¥ y—L Peroxisome D050527 3 AY X LB Mesangisl Cell
D009562 6 ZwAJLAME Niss! Body D008264 2 THYOTIP—Y Macrophage

D020302 6 IR L1 85—F ik Weibel-Palade Body 0015622 3 E g 48Ea Epithelioid Cell

D003593 5 #2883 B 4 Cytoskeleton 0005487 3 KM Foam Cell

D007382 6 B D454 Intermediate Fitament D015743 3 RYE4E Foreign Body Giant Cell
D008841 6 WANEY Microfilament DO15744 3 SY N ABH Langhans Giant Cell
D022502 7 BABE Stress Fiber D00GE44 3 $ER Histiocyte

D022101 6 BRSO Microtubule~Organizing Center D007728 3 491X —4888 Kupffer Cell

D018385 7 thiisfk Centrosome D016676 3 ifa<T0277— Alveolar Macrophage
D002502 8 r & Centriole DO17737 3 M50 7— Peritoneal Macrophage
D008870 6 #ME Microtubule 0010010 3 HREM Osteoclast

D054468 7 % Axoneme D008407 2 TAME Mast Cell

D019600 7 AR EY Neuropil Thread D009804 2 RIFFAMER Odontoblast

D008941 6 #heEtk%®E Mitotic Spindle Apparatus D010006 2 @EF4RAY Osteoblast

D009210 6 BREH Myofbril po10011 3 HHI Osteocyte

D009454 6 HERBM Neurofibril DO17154 2 MEHBH Stromal Cell

D016874 7 HEFBUEL Neurofibrillary Tangle DO13799 2 SRBREIARE Theca Cell

D015388 5 MNEBE Organelle D004847 1 _LEAHRA Epithelial Cell

D020130 6 HFLRFEE Bacterial Chromatophore D000565 2 X FALEHFHEIA Ameloblast

D002467 6 $#Fa4% Cell Nucleus DO18938 2 Caco-24fif@ Caco-2 Cell

D048648 7 E# Macronucleus DO19872 2 B4 Gastric Chief Cell

D048629 7 #EERIBBY/IE Chromosome-Defective Micronucleus DO16466 2  CHOMERI CHO Cell

D048631 7 4§ R Germline Micronucleus D002856 2 R FEM Chromatophore

D022162 & #BAST/EE Cytoplasmic Vesicle Dp008s47 3 AS5=F A Melanophore
D003594 7 A H SR Cytoplasmic Granute D020460 4 A5/ —.I Melanosome

D002837 8 40374 Chromaffin Granule D052680 2 BIREEFBAILELF B Corticotroph
D020460 8 A5/ —In Melanosome D003713 2 HiiRMBA Dendritic Cell

D008830 8 RNME Microbody 0007801 3 SU4ILINSA$ERE Langerhans Cell
D020676 9 S1*%SY—1I Glyoxysome D042783 2 MMM Endothelial Cell

D020675 9 RNVAFL)—L Peroxisome D020895 2  RBHEAA Enterocyte

D020302 8 NARJN135—F Ik Weibel-Palade Body D018858 2  BAEWM4 4B Enteroendocrine Cell
DO11932 7 IKY—L Endosome D004758 3 BHy0<T 74888 Enterochromaffin Cell
0008247 7 Yyyy—L Lysosome Do19861 3 B7OLBIEMEREY Enterochromaffinlike Cell
Dooo177 8 %k Acrosome D0o19863 3 HAR) 53 BB Gastrin-Secreting Cell
DO10588 7 B8 Phagosome D050416 3 THhT 5B Glucagon—Secreting Cell
D022161 7 #E/NER Transport Vesicle D050417 3 ARSI Insulin-Secreting Cell .
D018699 8 BW/NE Coated Vesicle D0SO418 3 ERBRYRTFEIHHEE Pancreatic Polypeptide—Secreting Cell
D021941 9 HRFET Caveolae DO19864 3 YREARBF 4K Somatostatin-Secreting Celt
D022163 9 5528 Clathrin-Coated Vesicle D020397 2  #F{R&ERE Goblet Cell

Dpoz2181 9 O—,T—=E OB EE/R COP-Coated Vesicle 0052681 2 HMERRRAIBARAELSHHHBE Gonadotroph
D022142 8 43#/NB Secretory Vesicle D006107 2  $EMIEIARAY Granulosa Cell

DO13572 8 L+ F RN Synaptic Vesicle D054885 3 BREAEME Cumulus Cell

DO14617 7 Z2F8 Vacuole D006367 2 HelLa#fif8 Hela Cell

D004721 6 /MRatE Endoplasmic Reticulum D007624 3 KBARH KB Cell

D018870 7 $BE /MK Rough Endoplasmic Reticulum 0022781 2  EF#EY Hepatocyte

D009562 8 =R JLIME Nissl Body DO19073 2 HT294RM8 HT29 Cell

Do188711 7 BE /BAtE Smooth Endoplasmic Reticulum DO15603 2 7 S5F/HAh Keratinocyte

DOi2519 8 /I RREK Sarcoplasmic Reticulum D007760 2 EERIIFHAT Labyrinth Supporting Cell
DO06056 6 TStk Golgi Apparatus D052682 2  FLERWIRAILEL B Lactotroph
Do21601 7 FSAT AR trans-Golgi Network D018374 2  LLC-PKI#E LLC-PK1 Cell

D008928 6 SFaUKY7 Mitochondria D008544 2 ASTRIALMERY Melanocyte

D00893¢ 7 FFEh3a R P Liver Mitochondria D020460 3 A5/ —1y Melanosome

D008931 7 FFShaLRU P Muscle Mitochondria D052717 2 AS=UHMRFIRALEEEM Melanotroph
D008929 8 LEFZRALFYP Heart Mitochondria D018862 2 XL4JLAEES Merkel Cell

D013367 7 BIFAFYFHIF Submitochondrial Particle D046563 2 43 b RAERA Neuroepithetial Cell
Do18087 & BB Plastid D046568 3 83 FRAME Neuroepithelial Body
D002736 7 4K Chioroplast D019879 2 sik—h4ARE Paneth Cell

D020524 8 F5OAF Thylakoid 0010295 2  EBHHARE Gastric Parietal Cell

D012270 6 Jiv—L Ribosome 0050199 2 A RMAR Podocyte

Do11132 7 A —L Polyribosome D012708 2 JLRUSERD Sertoli Cell

po18g70 8 $E/ME Rough Endoplasmic Reticulum D052683 2  RLRAILELSBHEE Somatotroph
D009562 9 =9RJLiME Nisst Body D052684 2  FRIRWBAILEL B Thyrotroph
D054657 7 Yiy—ALHF1=y+ Ribosome Subunit D014703 2 Veroff@ Vero Cell

D054658 8 Yly—hLXH4 T3 yb Large Ribosome Subunit D041905 1 FRIMER&HES Erythroid Cell

D054748 9 HHEYRY—LKS T Uk Archaeal Large Ribosome Subunit D004912 2  FRIMER Erythrocyte

D054681 9 MEIRY—LKYT1=yb Bactenal Large Ribosome Subunit D004913 3 RKRUEF MR Abnormal Erythrocyte
D054683 9 BEHEMIEY—LKSHT1=yb Eukaryotic Large Ribosome Subunit D000050 4 HEEFHRMIE Acanthocyte

D054679 8 YRY—LiYTa=yh Small Ribosome Subunit . D008534 4 E AR Megaloblast

D054749 8 HHBAYRY—LIYTL=v Archaeal Small Ribosome Subunit DO13102 4 BR{RFRMIR Spherocyte

D054680 9 HE Y — LT 1=k Bacterial Small Ribosome Subunit DO15672 2  FRMIRFTEZHARA Erythroid Progenitor Cell
D054682 9 EiEmIRY—LpH Tz yk Eukeryotic Small Ribosome Subunit D004300 3 FRHFBR Erythroblast

D012518 6 fi5fi Sarcomere D008534 4 EXFHFFBX Megaloblast

D020394 6 Fr—ILbJRBER OB F Vault Ribonucleoprotein Particle D020014 3 KS624ERE K562 Cell

DO03600 4 HAR/IL Cytosol D008533 3 B3R Megakaryocyte

D007424 3 BRI (ntraceltular Fluid Do12156 3 HARFMBR Reticulocyte

DO03E00 4 4 Ak /Il Cytosol D005057 1 F{#HARA Eukaryotic Cell

D013347 2 MRS SE Subcellular Fraction D005854 1 4FEAIRR Germ Cell

D002474 3 MR Cell-Free System D010063 2 #F Ovum

D007424 3 $M8ARE Intracellular Fluid D0098E5 3 ERFF4NRY Oocyte

DO03600 4 HA/)L Cytosol D009867 3 BARAIM Oogonia

D007425 3 MIBIAEE Intracellular Membrane D015044 3 HH Zona Pellucida

DO51336 4 ShaVFYZEE Mitochondrial Membrane DO15053 3 BE Zygote

D009685 4 4B Nuclear Envelope 0013034 2  F4F Spermatozoa

Dp034881 5 #5=F Nuclear Lamina . D013077 3 FFIRE Sperm Head

D008861 3 2HavY—L Microsome Dooo177 4 %4K Acrosome

Do0sse2 4 RFs40y~—L Liver Microsome D032961 3 BF PSS Sperm Midpiece

D008928 3 ShaFYF Mitochondria D013082 3 HFRELB Sperm Tail

D008930 4 FFEFaEYF Liver Mitochondria D013087 3 BB Spermatid

D008931 4 HEhaVKYP  Muscle Mitochondria DO013090 3 4R Spermatocyte

D008929 5 DEZR3IRIJF  Heart Mitochondria D013093 3 FARMEE Spermatogonia

D013367 4 BEIbaRYPHF Submitochondrial Particle DO15726 1 B4R Giant Cell

D013574 3 4 F /=L Synaptosome DO015743 2 R¥EHA Foreign Body Giant Cell
D019439 1 YOLBHIEHE Chromaffin Cell D015744 2 SN AEMR Langhans Giant Cell
DO16716 2  PC12§8f PCi2 Cell D007985 1 JAT4vEiiRR Leydig Cell

D003238 1 45S4EMBEE Connective Tissue Cell D008184 1 FEAHAER Luteal Cell

DO17667 2  REEGHARA Adipocyte . D032342 1 FFHARE Muscle Cell

D052437 3 BEIEMEI Brown Adipocyte 0018485 2  E5#R#ft Muscle Fiber

D052438 3 B &R White Adipocyte DO18656 3 SHEERE Fast-Twitch Muscle Fiber
D019902 2  ¥X|AERR Chondrocyte D018657 3 B Slow-Twitch Muscle Fiber
D005347 2 fR#EFMEE Fibroblast D009210 3 HREHE Myofibril

DO19556 3 COS#ER2 COS Cell D032383 2  WLHHMA Cardiac Myocyte

D007739 3 LABRA L Cell D032389 2  FREEMEAY Smooth Muscle Myocyte
DO16475 3 3T34ERA 3T3 Cell D022423 1 HEERMAI Myeloid Cell
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P ERR Basophil
MR Eosinophil
FARIBRBIERMIFE Granulocyte Precursor Cell
HL-604AR8 HL-60 Cell
$FHOER  Neutrophil
<7027~ Macrophage
B LR#MA Epithelioid Cell
FASKEEAR Foam Cell
RMEMAT Foreign Body Giant Cell
S2YNUREMM Langhans Giant Cell
$%IR Histiocyte
D9:3—HIR  Kupffer Cell
T 2077—2 Alveolar Macrophage
B2/ a77— Peritoneal Macrophage
B4 Osteoclast
B Monocyte
FEEXS—HIBK Activated Killer Monocyte
U937#8Il U937 Cell
BT AIEIMAIA Myeloid Progenitor Cell
=t uksq:nf ) Granulocyte Precursor Cell
B55F4HH Myoblast
LEASHIRE Cardiac Myoblast
ERPFHMA Skeletal Myoblast
BV TS MER Skeletal Muscle Satellite Cell
ERATSFARM Smooth Muscle Myablast
R Neuroglia
FArOHYAb Astrocyte
20457 Microglia
Za—R/34 Neuropil
HBABEY Neuropil Thread
FYIFUEASYT Oligadendroglia
#A¥H Myelin Sheath
Z2—0rBEYTS5AHBIA Perineuronal Satellite Cell
227 4R8 Schwann Cell
fE¥ Myelin Sheath
LSS Neurilemma
SUETHEE Ranvier's Node
—=21—A2s Neuron
[SRe:gut 2yt oE Postganglionic Autonomic Fiber
BB HRRM Postganglionic Parasympathetic Fiber
TERBEEHSEHE Postganglionic Sympathetic Fiber
[=Ee 2t 308 ok Preganglionic Autonomic Fiber
B Axon
HRMA# Growth Cone
BREBEREIE Hippocampal Mossy Fiber
SFTAUMBE Presynaptic Terminal
BHRZEE Dendrite
BRREM Dendritic Spine
ARFMSE Growth Cone
AARFI#E Growth Cone
NE=21~—0 Interneuron
TR AR Amacrine Cell
$HRTBMRD Retinal Bipolar Cell
LE—/M& Lewy Body
HMBRBH Myelinated Nerve Fiber
R4 Myelin Sheath
38 Neurilemma
SEIRE Ranvier's Node
FEERE Neurite
FHREFBH Neurofibril
HERBMLE(L Neurofibrillary Tangle
RiME=a—02 Afferent Neuron
HWEREMM Auditory Hair Cell
RAEEME Inner Auditory Hair Cell
SAHEMIA Outer Auditory Hair Cell
WIEH EHHE Vestibular Hair Cell
IRE BRI Olfactory Receptor Neuron
F2EEE Photoreceptor
BYHBMAZSER (nvertebrate Photoreceptor
FiBMRMAL Vertebrate Photoreceptor
$#{& Cone
1B ARSI Retinal Ganglion Cefl
1245 Rod
124&5M1 Rod Outer Segment
H#AMAY Posterior Horn Cell
BBHHE Substantia Gelatinosa
FABMHSHTMAL Retinal Ganglion Cell
FAEKTHI Retinal Horizontal Cell
JOE=2—0A> Efferent Neuron
BB =2—0> Motor Neuron
BIFA#EY Anterior Horn Cell
HTER=a2—02 Gamma Motor Neuron
Za—B/31JL Neuropil
HERBEN Neurcpil Thread
ZWRJLIME Nissl Body
—R{EERFEE=2—0O> Nitrergic Neuron
FIHLTHIEE Purkinje Cell
S8(K4BRT Pyramidal Cell
EABR Senile Plaque
SFRAITAAR Oxyphil Cell
B4 Pericyte
REHI Phagocyte
90T 7—Y Macrophage
FLEMM Epithelioid Cell
SABKMME Foam Cell
KYEHMAE Foreign Body Giant Cell
SN AEMI Langhans Giant Cell
AAMBR Histiocyte
S913—$8M Kupffer Cell
M 2a77—2 Alveolar Macrophage
BEIP077—2 Peritoneal Macrophage
BER Monocyte
SEIEEFS5—BBR Activated Killer Monocyte
BFRBk Neutrophil
FREMR Prokaryotic Cell
FOrISAE Protoplast
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#apa

Z7x0FSRk Spheroplast
KT Spore
$BMMF Bacterial Spore
WHMF Fungal Spore
R®BMF Protozoan Spore
F—L b Oocyst
ARDYJ Ak Sporozoite
SRE Schizont
20V A+ Merozoite
KB Trophozoite
48R Stem Cell
FRARMBRE Adult Stem Cell
I8 #08 Embryonic Stem Cell
FEME B4R Embryonal Carcinoma Stem Cell
BAESMEBA Fetal Stem Cell
RS MR Fibroblast
HIME$AR Hematopoietic Stem Cell
U ERATER4ERA Lymphoid Progenitor Cell
BYZ//A\BRBIER#EM B-Lymphoid Precursor Cell
T /3BREIBRAAM  T-Lymphoid Precursor Cell
BRERNEMM Myeloid Progenitor Cell
FRIERAEIMAEI Erythroid Progenitor Cell
IR MAA Mesenchymal Stem Cell
#5428 4BM Multipotent Stem Cell
HEFHMM Myoblast
WLEASFHIRE Cardiac Myoblast
BIEHFHAR Skeletal Myoblast
BBEY TS5/ MEBE Skeletal Muscle Satellite Cell
FBHFMM Smooth Muscle Myoblast
B HA Neoplastic Stem Cell
BETEBE A Embryonal Carcinoma Stem Cell
S HEMEBMRA Pluripotent Stem Cell
LSREMERRMIIE Totipotent Stem Cell
SREE Trophoblast

{EBES B Fluid and Secretion

¥3K Amniotic Fluid
K3 Bodily Secretion
fBit Bile
HiR Cerumen
7L Colostrum
B Gastric Juice
BM Gastric Acid
B@53 8% Intestinal Secretion
ENY Mik
AZL Human Milk
5 Mucus
FEH®E Cervix Mucus
BEF Pancreatic Juice
IE& Saliva
BKA8 Sebum
A Semen
AAS T Smegma
% Sputum
T Sweat
B Tear
B Venom
B&H8 Vernix Ceseosa
&8 Body Fluid
MBIk Ascitic Fluid
1% Blood
AR 0% Fetal Blood
%% Plasma
BMPIRMEE Platelet—Rich Plasma
;% Serum
flE Immune Sera
U BRIHE Antilymphocyte Serum
##ERE Body Fluid Compartment
{5K$ Body Water
[AEERARSHE Bronchoalveolar Lavage Fluid
$BASE Extracellular Fluid
EREXK Aqueous Humor
BSERATE Cerebrospinal Fluid
ME MRS Extravascular Lung Water
BB Follicular Fluid
MEZ& Labyrinthine Fluid
#1280 Endolymph
)2s8 Perilymph
Y13 Lymph
PLEE Chyle
%8 Plasma
BRI Platelet-Rich Plasma
& Synovial Fluid
HRAAE Intracellular Fluid
Mt Nasal Lavage Fluid
R Urine
BHBLRUMB Exudates and Transudate
BIE Cyst Fluid
W4 Dentinal Fluid
HPIRBHE Gingival Crevicular Fluid
RE Feces
BB Meconium
Tl Melena
BIENEY Gastrointestinal Content
WFHE Hyalin

RMBEHIS  Animal Structure

SE Air Sac

HIF9§E Anal Sec

<HIEL Beak

277X 2§ Bursa of Fabricius
B HE Cloaca

BB EAE Comb and Wattle
#8HIR Arthropod Compound Eye
TS5k Corpora Allata

€M7 Avian Crop

BPA% Egg Shell

BEAB/E Electric Organ
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ZIrJEE Chick Embryo
#MERIE Chorioallantoic Membrane
fRI5EE Fat Body

F1E Feather

BiIBX Forelimb

MBOFEIR Animal Carpus

3 Wing

ERHDNER Invertebrate Ganglia
£ Gil

s\—4—fR Harderian Gland
fY2s% Hemolymph

FFBE Hepatopancreas
BEREAEDR High Vocal Center
#EX Hindlimb

$®ERBAR Stifle

WD EH Animal Tarsus
BELEAM Hoof and Claw

& Hom

HA Antler

RA%ER Interrenal Gland

Qi3 R Lateral Line System
TAE—XE Malpighian Tubule
KO FLER Animal Mammary Gland
FEFHRBER Metrial Gland

#M ¢k Mushroom Body

BHEE Nictitating Membrane

JEGBFLIHRE Nonmammalian Optic Lobe

BRE Oviduct
BRE Fallopian Tube
FIFAFREEAR Perianal Gland

ERHDYALRER Invertebrate Photoreceptor

#8083 Salt Gland
KR Scent Gland
MJB  Avian Stomach
B Gizzard
B Proventriculus
RHBE Ruminant Stomach
$BmEB Abomasum
$BZH Omasum
$=H Reticulum
#—H Rumen
B Tail
888#¢& Ultimobranchial Body
BWE Vibrissae
$£ Wool
FOMR Stomatognathic System
$8 Cheek
BAMAS Facia! Muscte
TE Jaw
%R Alveolar Process
8 Tooth Socket
®M S Dental Arch
TER Mandible
Chin
THBMEHRE Mandibular Condyle
LB Maxilla
O#F Palate
BEO#HE Harcd Palate
RRIFAE Masticatory Muscle
B2 Masseter Muscle
HIREE Pterygoid Muscle
QIEIA% Temporal Muscle
O Mouth
W3 Dentition
ESHH Mixed Dentition
KA®P Permanent Dentition
FL#H! Primary Dentition
ERHEE] Diastema
HBEER Periodontium
EINREE Alveolar Process
1718 Tooth Socket
tA/RH® Dental Cementum
LR+ Epithelial Attachment
BBy Gingiva
RAPBRALAR Perapical Tissue
4R Periodontal Ligament
& Tooth
AEIW Bicuspid
X Cuspid
Y1t Incisor
KEE Molar
$Z=KREIE Third Molar
S8 Deciduous Tooth
HHEE Natal Teeth
SKAHE Unerupted Tooth
B4R, Tooth Component
A Dental Cementum
WX F ALK Dental Enamel
EEAEEE Dental Pellicle
#f8 Dental Pulp
A Dental Pulp Cavity
#F R/ Dentin
WMo|/FH/ Secondary Dentin
WA Tooth Cervix
M5 Tooth Crown
B Tooth Germ
WM Dental Pepilla
B# Dental Sac
I+ AILEE Enamel Organ
{818 Tooth Root
HIEA Tooth Apex
& Up
OB/ Labial Frenum
CRRE Mouth Floor
OB Mouth Mucosa
0FE Palate
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BMREIE

BEOE Hard Palate
®OFH Soft Palate
OFF Uwula
BE/BAR Salivary Gland
ETH§ Parotid Gland
EEBRRE Salivary Duct
AMERRR Minor Salivary Gland
ETFHR Sublingual Gland
| TIR Submandibular Gland
P42 TTHNER Von Ebner Gland
& Tongue
FN# Lingual Frenum
¥ Taste Bud
UHEA Pharynx
TU@EEA Hypopharynx
LIHEE Nasopharynx
IRER Oropharynx
RELER Tonsit
IREEME Pharyngeal Muscle
FEEHIEHN Upper Esophageal Sphincter
SHBAES Temporomandibular Joint
RS Temporomandibular Joint Disk
MiE")73% Hemic and [mmune System
& Blood
MR Blood Cell
/Mg Blood Platelet
FREER Erythrocyte
FRONFREE Erythrocyte Membrane
FEAFMER Abnormal Erythrocyte
HHGRMBR Acanthocyte
FOERE A Erythrocyte Inclusion
NAYIME Heinz Body
BEXRHRFR Megaloblast
BRIRFMBK Spherocyte
WBRFMBR Reticulocyte
MR Hemocyte
BAIXR Leukocyte
EHBR Granulocyte
YHEEE Basophil
FEARR  Eosinophil
¥R Neutrophil
BB MR Mononuclear Leukocyte
1J2 238k Lymphocyte
*5—481 Killer Cell
FFaFL%5—MM Natural Killer Cell
JabhA B EF5—HE Lymphokine-Activated Killer Cell
Y847 yk Lymphocyte Subset
BARFAY Tt ub B-Lymphocyte Subset
TAIRAH T yb T-Lymphocyte Subset
BBk B-Lymphocyte
B3RS Y T vb B-Lymphocyte Subset
RSEABE Plasma Cell
T 238k T-Lymphocyte
CD4FRET4RER CD4-Positive T-Lymphocyte
A= AT 1—H—THIKE Helper-Inducer T-Lymphocyte
Th1$883 Thi Cell
Th248R8 Th2 Cell
REIETHEIA Regulatory T-Lymphocyte
COS[R1ETHEEY CDB8-Positive T-Lymphacyte
MAABFETY /38R Cytotoxic T-Lymphocyte
THIRY 7 vk T-Lymphocyte Subset
XL Null Lymphocyte
FE#2/Y> 38R Tumor-Infiltrating Lymphocyte
BBk Monocyte
FEE{EFS—HBR Activated Killer Monocyte
BRMAB Fetal Blood
¥} Plasma
B/ RMmE Platelet-Rich Plasma
% Serum
#AMF Hematopoietic System
BRA4EE8 Bone Marrow Cell
B Granulocyte
I BRATARMERA Granulocyte Precursor Cell
A MM Hematopoietic Stem Cell
)2 AR BTER$ERA  Lymphoid Progenitor Cell
BERIERMAR Myeloid Progenitor Cell
FRIMERATEEEBA Erythroid Progenitor Cell
FRIER Erythroblast
EXFFR Megaloblast
E#BR Megakaryocyte
HBRFMBR Reticulocyte
BRI PROTER4BAE  Granulocyte Precursor Cell
BABK Monocyte
®REHR Immune System
RIKEESEAERS Antibody-Producing Cell
BY>siBk B-Lymphocyte
BB T zvb B-Lymphocyte Subset
T ABRY Plasma Cell
NRIBRMM Antigen—Presenting Cell
BHRHER Dendritic Cell
S AR Langerhans Cell
MIEHRMRE Follicular Dendritic Cell
&% Bone Marrow
2907742408 Enterochromaffin Cell
BMER Leukocyte
SAHIER Granulocyte
FFEETR Basophil
$FEAIR Eosinephil
#¥chEk Neutrophil
BZBaMmBk Mononuclear Leukocyte
1)1 Lymphocyte
*5—4858 Killer Cell
FFaZNE5—HEK Natural Killer Cell
Yok hA &L X S5—4R8 Lymphokine~Activated Killer Cell
Y84 JT4wbk Lymphocyte Subset
BHESY T vt B-Lymphocyte Subset
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B1): /33 B-Lymphocyte
8#18a472ub B-Lymphocyte Subset
FE40A Plasma Cell

TYL/SBR T-Lymphocyte
CDARBIETABIR CD4~Positive T-Lymphocyte

AJLIR—- A2 Fa—4—THIE Helperinducer T-Lymphacyte
Th1$888 Thi Cell
Th2#fIR Th2 Cell
AL TAERR Regulatory T-Lymphocyte
CD8ER#ETHAEE CD8-Positive T-Lymphocyte
MM EIET! ) /3B Cytotoxic T-Lymphocyte
Jurkat#i8 Jurkat Cel)
THMEY Ty T-Lymphocyte Subset
XJLEEFE Null Lymphocyte
@SR 788 Tumor-Infiltrating Lymphocyte
BTk Monocyte
L T—HBR Activated Killer Monocyte
1J)213% Lymphatic System
1J213% Lymphatic Vessel
) 3EME Lymphatic Endothelium
HI% Thoracic Duct
Y488 Lymphoid Tissue
IHEERAHEAR Adenoid .,
Z77Y¥ AR Bursa of Fabricius
ESils Germinal Center
RAIBRMRD Follicular Dendritic Cell
2 s Lymph Node
By Germinal Center
MR RHRY Follicular Dendritic Cell
ISM IR Peyer's Patch
28 Spleen
KIAR Thymus Gland
RBHBIR Tonsil
AR Mast Cell
REHIE Phagocyte
877 —% Macrophage
S B4R Epithelioid Cell
QKA Foam Cell
RMEMM Foreign Body Giant Cell
ST NAEMM Langhans Giant Cell
{B&EER Histiocyte
29+13—3B88 Kupffer Cell
T 077—2 Alveolar Macrophage
<9077 — Peritoneal Macrophage
BBk Monocyte
SEMA{LFS—BIER Activated Killer Monocyte
$FhER Neutrophil
BiZR4RA Mononuclear Phagocyte System
H#1K#IRR Dendritic Cell
SIS AMIEE Langerhans Cell
?UA77— Macrophage
B L RMAY Epithelioid Cell
/5K Foam Cell
RYMEMI Foreign Body Giant Cell
SN AEHIE Langhans Giant Cell
R Histiocyte
29—#I88 Kupffer Cell
w2077 — Alveolar Macrophage
MEETI077— Peritoneal Macrophage
HER Monocyte
FEHESS—BIIR Activated Killer Monocyte
E#iE Embryonic Structure
BRAEIER Blastomere
288 Branchial Region
BA%)HY Ovum Cleavage Stage
“HEHEE Cloaca
MR Mammalian Embryo
FEA2A8 Blastocyst
EMRRIBMEAAL Blastocyst Inner Cell Mass
$BL Trophoblast
FEER Extraembryonic Membrane
R Allantois
¥ Amnion
#EMB Chorion
fEBEME Chorionic Vill
BPEE Yolk Sac
FEFALEIE Nonmammalian Embryo
BRI Blastoderm
AR Blastodisc
RE Blastula
ZJJBE Chick Embryo
BERI Choricallantoic Membrane
FIBEE Gastrula
BEB Yolk Sac
B&'R Fetus
B8R Aborted Fetus
27K Amniotic Fluid
BRMAE Fetal Blood
RERWE Fetal Heart
BAURE Ductus Arteriosus
iDABEE Endocardial Cushion
FEARE? Truncus Arteriosus
R4 Meconium
B% Umbitical Cord
BAHEIAR Umbilical Artery
BH#HRIR Umbilical Vein
R&lE Vemix Caseosa
¥’ Germ Layer
SR Ectoderm
HEE Endoderm
HEEHE Mesoderm
R4 Pericyte
{68 Somite
B3 Limb Bud
i Mesonephros
ZRE Morula
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D003656
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D008815
D0088os
D008806
D00sso7
D008809
Do08s10
D018101
D008308
Do18181
D008s11
D008812
D008813
D019463
D016688
D008814
D018632
DO11818
DO11912
D011913
D011914
DO11915
D020303
D011916
D020332
DO11917
D020334
D011918
D011920
Do11921
D00o830
D020296
D020297
D017849
D020296
D020257
D008815
D008805
D008806
D008807
D008s0g
DO08810
Do13101
0008808
0018181
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Doogs14
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#2412 Neural Crest

BB Neural Plate

fB2E Neural Tube

#7% Notochord

B —7#+ A — Embryonic Organizer
BBF Ovum

BRE Ege Yok
HRFAE Viteline Membrane
EI# Zona Peliucida

A% Placenta

#MEBME Chorionic Vill
&M Decidua
BiERME Deciduoma
$3E Trophoblast

[R% Primitive Streak
RBE Urachus

SRS Vitelline Duct

I+ LIE Wolffian Duct
BAK Zygote

B R Integumentary System
£ Hair

B Eyebrow
EEE Eyelash
£ Hair Follicle
¥£ Wool

M Nail
B Skin

B Dermis

&R Epidermis

£8 Hair Follicle

EN§AR Sebaceous Gland
FFiR Sweat Gland
FHRIYUAR Apocrine Gland
IHYUER Eccrine Gland

B Animal
BEYMHE Animal Population Group

B Domestic Animal
EXFREY Inbred Animal Strain
2Lz yHE Congenic Animal
aVx=9IT IR Congenic Mice
BZEFRT DA Inbred Mouse Strain
EXFRATDR Inbred A Mice
SH3ERAKRI™ R Inbred AKR Mice
JEZEFBALB/CY™IR Inbred BALB/C Mice
SEREFRCIHTY R [nbred C3H Mice
JEIREFRCS5IBLR ™A Inbred C57BL Mice
EZFmdx TR Inbred mdx Mice
ERZFCBAR2 R Inbred CBA Mice
EEFRCFTRYDA Inbred CFTR Mice
X FRDBATI R inbred DBA Mice
SE3EFRHRST™IX Inbred HRS Mice
EZRICRYIA Inbred ICR Mice
SEXFRMRL-pr¥™2 R Inbred MRL Ipr Mice
AR FRNODT ™R Inbred NOD Mice
ERFNZBRIA Inbred NZB Mice
WE3EFRSENCARY ™R Inbred SENCAR Mice
BEXEFRSvb Inbred Rat Strain
iEXFACIZ Y Inbred ACI Rat
3EXFABBS Vb [nbred BB Rat
L3 FRBNSVE Inbred BN Rat
EXFRBUFSVE Inbred BUF Rat
3i3EFDahl5 vk Inbred Dahi Rat
i3 FFI44T U Inbred F344 Rat
SBEREFLECTVh Inbred LEC Rat
B3 FlewS Vb Inbred Lew Rat
3B FROLETFS b Inbred OLETF Rat
3B FSHRFGVE Inbred SHR Rat
A RWFSwh Inbred WF Rat
SEXEFRWKYS b Inbred WKY Rat
REEY Laboratory Animal
AV UEY Congenic Animal
ATz mwYTIA Congenic Mice
EXZEY Inbred Animal Strain
V=g EY . Congenic Animal
APz =y IR Congenic Mice
HERFR TR Inbred Mouse Strain
EZFRATIAR Inbred A Mice
SEXEFRAKRTH R Inbred AKR Mice

B RBALB/CYTIA Inbred BALB/C Mice

EXFRCIHT™IA Inbred C3H Mice
3E3EFRCSIBLY ™R Inbred C57BL Mice
ERXFREmdxI A Inbred mdx Mice
SEEFCBAR™MA Inbred CBA Mice
JEXFRCFTRT IR Inbred CFTR Mice
EXFRDBAR™A Inbred DBA Mice
SEZFRHRS TR Inbred HRS Mice
SELEFRICRYA Inbred ICR Mice
SEZEFAMRLAprI™ X Inbred MRL Ipr Mice
SEZEFRNODT ™R Inbred NOD Mice
SEIERNZBRH R Inbred NZB Mice

iU 7%

SEXEFRSENCARY™I R Inbred SENCAR Mice

SEXEFRT Vb Inbred Rat Strain
SE3ZFACIT Y Inbred ACI Rat
5EXFRBBS Y Inbred BB Rat
SEXFRBNZ Y Inbred BN Rat
SEXFRBUFSwh Inbred BUF Rat
¥ FDahlZ vk Inbred Dahl Rat
SEIEFF3445 vk Inbred F344 Rat
AR FRLECT Y Inbred LEC Rat
EX FLewSvh Inbred Lew Rat
EEFROLETFSwh Inbred OLETF Rat
3% FSHRSwE Inbred SHR Rat
B3ERWFSYE Inbred WF Rat
SEZEFRWKYS Uk Inbred WKY Rat

& fF Newborn Animal
JER3EF WY Outbred Strain Animal
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D000833
D00083s
D000836
D002678
0018183
DO11828
D030781
D030801
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D002816
D024561
D006198
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D002938
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D0C0663
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D002025
D002022
D002023
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0011894
D011895
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D000558
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D009337
D009338
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D019185
D009673
D010999
D012454
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D001717
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D005777
D046081
D046082
D010856
D046093
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D046388
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D046708
D010240
D046408
D046409
D020304
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D020305
D046429
D020305
DO05399
D024541
D002397
D007059
D003531
DO03530
D002347
D006054
D015027
D004524
D008 11
D01894C

Level Descriptor

PN LD ADABRNBDARADD NI UAEdADOADTNERDND AR N ENAN VAR NNENTOUNSEUTNENEANUALDDODDIDNDIONONNDINLONONDNNUNDIUNDOINEWNBERRELON=NAONDILONNNDNG

&AL Poisonous Fish
BRI Suckling Animal
FERY Wild Animal
BDHEOWHY Zoo Animal
*A3 Chimera
B X A5 Transplantation Chimera
BEBENRFAS Radiation Chimera
BEFHMIE Genetically Modified Organism
REFHRER Genetically Modified Animal
PSRz =PI R Transgenic Mice
JYYFINTIR Knockout Mice
HEEY Chordata
HHUHLISA ORI Nonvertebrate Chordata
A5+ X4 Hyperotreti
F957FX Hagfish
BB Urochordata
2L 4KEY Ciona intestinalis
ALY Vertebrate
mER Amphibia
B|EB Anura
E¥ATIH Bufonidae
EP7AYHEXH I Bufo arenarum
3—0w/e¥HTIL Bufo bufo
AAEXHTIL Bufo marinus
E/{# Pipidae
YAHI Xenopus
FPIVRYAHII Xenopus laevis
FHHILE Ranidae
)L H XTI Rana catesbeiana
F—0ws/HIHIIL Rana esculenta
3 AH I Rana pipiens
"I343 L)V Rana ridibunda
3—0v/{PHHIIL Rana temporaria
HREEB Urodeta
52423 0%H Ambystomatidae
543094 R Ambystoma
A%3a7HRO—k)L Ambystoma mexicanum
HRSAE Proteidae
TyF/E—B Necturus
YK/ — Necturus maculosus
A%E)# Salamandridae
TF4EMR Notophthalmus
TFALEY Notophthalmus viridescens
P ALEYR Pleurodeles
#5354 —R Salamandra
3—0w(EYR Triturus
B Bird
#LhER Anseriformes
FEJ Duck
HF3 Geese
FF1B Charadriiformes
R Columbiformes
/\hE} Columbidae
%8B Falconiformes
A—% ]l Eagle
47 Hawk
*TH Galliformes
=k Chicken
X3 Qusil
YL XSE Colinus
HXSR Coturnix
LFAFT Turkey
HETH Palaeognathae
IZa—7%} Dromaiidae
LPH Rheiformes
HFa2R Struthioniformes
FEE Poultry
=7k Chicken
7EJL Duck
HFay Geese
SFALFIT Turkey
AXAB Passeriformes
BEBH Songbird
HSR Crow
Z142F Finch
#131)% Canary
ARXHA Sparrow
ZH—VY Starling
Wit Swallow
A LHE Psittaciformes
138242 Cockatoo
#2 L Parrot
KA LR Agapornis
HBL A aB Amazona
422 Parakeet
XL A440R Melopsittacus
R A 4aR Psittacula
ZEH Raptor
349588 Falconiformes
A—4 1V Eagle
43 Hawk
74098 Strigiformes
ARU¥ ¥ Spheniscidae
249078 Strigiformes
M Fish
#2738 Batrachoidiformes
33X Catfish
FAYAFTXH Ictaluridae
A48 Cypriniformes
4% Cyprinidae
a4 Carp
*2¥3 Goldfish
H¥IT574v2 Zebrafish
4% Eel
+¥R Anguila
iRE2% Elasmobranchii
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D0C4284
D048250
D048251
D012860
D014101
D004555
0023702
D004593
D012860
D014101
D023681
D017859
D017877
D005400
D005412
D005432
D048388
D048389
D006196
D007798
D048428
D036441
D010473
0001492
D023681
DO17210
D010471
D021541
D014413
D017858
D012487
D012474
D017683
DO17685
0017684
D020317
D014337
D017683
D017686
D023701
D023761
D009930
D003532
0023781
D007695
D011036
D023721
0023741
D008322
D0o01188
D012418
0000866
DO16164
D002020
D002161
D002162
D002417
D003670
D0186868
D012053
D006041
D048608
D012756
D034581
DO034561
D013552
D034421
DO013556
D002335
D053822
D046028
0046029
D004285
D00S589
D046030
D046031
D019596
D053826
0045989
D002612
D045981
D002415
D046008
D046009
D008045
D046010
D046011
D008988
D045968
D012889
D045969
D005289
D008907
D010041
D053827
D010872
D046069
D046070
D046048
D04604g
D014856
0045988
D011821
D001503
D045949
D002591
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A Dogfish
U/FAR Sgualus
FPIS5U/H A Squalus acanthias
Rr—}b Skate
SELIA Torpedo
R Electric Fish
Fox+¥B Gymnotiformes
Fo 494X Electrophorus
ARlr—b Skate
SPLIA Torpedo
hIHhIAB Esociformes
ADHIAH Esocidae
TYFS/—% Umbridae
B Poisonaus Fish
HUAH Flatfish
ESX Flounder
458 Gadiformes
44373435 Gadus morhua
#9593 % Hagfish
¥UAIFE Lamprey
DI UAR Petromyzon
#3722 948 Osmeriformes
AX% B Perciformes
/XA Bass
HIXXA Cichlid
T4SET Tilapia
AX% Perch
S4 Sea Bream
250 Tuna
448 Salmoniformes
Y4 % Salmonidas
Y4 Salmon
BAALT9Y4 R Oncorhynchus
44 Oncorhynchus keta
X244 Oncorhynchus kisutch
2444387 Salmo salar
<A Trout
BANLIYY 7B Oncorhynchus
ZUIA Oncorhynchus mykiss
AAYTENLIE Smegmamorpha
A#'JB Beloniformes
A4 HB Oryzias
HHEX B Cyprinodontiformes
IUFYILART Fundulidae
HEXL Kilifish
MIFYFPR Poecilia
75 E Tetraodontiformes
FSZTR Takifugu

HAE Mammal

@B Artiodactyla
REBY Ruminant

FPo70—7 Antelope

1342 Bison

K4 Buffalo

FHASVTE New World Camelid

594 Camel

2% Cettle

<71 Deer

HRITH Muntjac

tFH4 Reindeer

¥ Goat

4 EFR Rupicapra

£V Sheep

AA /Yy Bighom Sheep

E'YY Domestic Sheep
74 Swine

A4 /3% Sus scrofa

2=J4 Ministure Swine
BB Carnivora
Lyt —r 358 Alluridae
AX# Canidas

a3—7 Coyote

AR Dog

FYA Fox

Lxvhil Jackal

/XX Raccoon Dog

AAHE Wolf
RFHANNT T —AH Eupleridae
*20% Felidae

F—Z—@& Acinonyx

3R Felis

23 Cat

AA 2RI Lynx

E3™7BR Penthera

S44 2 Lion

+J Tiger

Ea—= Puma
T =A% Herpestidae
INAIZHF Hyaenidae
AN V% Mephitidae
A5FFH Mustelidae

S FHARF Ferret

=29 Mink

HI79Y Otter
% /i8S xa¥ Nandiniidae
#5313 Pinnipedia

FubtA{ Fur Seal

FPLAH Sealion

FPH I Earless Seal

IYIFHSL Phoca

TAIF Walrus
FPS545<H Procyonidae

P54 Raccoon
228 Ursidee
Sxaryxaf} Viverridae
JU58 Cetacea

k)
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D050685
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D019576
D050741
D014907
D050616
D050617
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D050642
D050640
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D004606
D007043
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D006364
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D012788
D007793
D034621
Do11817
D008394
DO07614
0009893
D048293
D048309
D048329
D048330
D048368
D048328
D00GS007
D004442
D010987
D010527
D018387
D006736
D011323
D00088s2
D051078
D002520
DO16663
DO16664
D016665
D002521

D002522
D016669
D004901

0008251

D008252
D008253
0008254
D008255
D048528
D010215
D048530
D048548
D048529
0048531

D048549
D016671

D016673
DO03104
DO15186
D008071

0006801

DO19974
D002679
DO11148
DO16674
D006922
D051078
DO1664S
D001029
D051077
D016661

D000508
D053819
D002427
0016646
D002428
D002143
D016647
D002144
DO51039
D012452
DO16648
D012453
D053820
DO51098
DO16699
DO11443
D016565
D007901
D007900
D008142
D005701
D012377
D002682
D004173
D046348
D006168
D019577
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Descriptor

ISUF94 L7 Bottle-Nosed Dolphin
IANH Common Dolphin
IHSLVAR Stenells
L% F Killer Whale
TUF9255 Pilot Whale
FXZAIH Porpoise
FXIAIHAR Phocoena
995 Whale
+HAYLS5R Balaenoptera
+HRHL5 Fin Whale
S99Y5 Minke Whale
A4 /L5 Beluga Whale
RuX¥39905 Bowhead Whale
W95 Humpback Whale
IvaAPHTS5 Sperm Whale
RFB8 Chiroptera
"y Elephant
NATYP A hyrax
BHE Insectivora
JV)FXE Hedgehog
E)N Mole
FHYRZXZ Shrew
4 ¥B Lagomorpha
/9% ¥ Hare
24X Rabbit
H%H Marsupialia
hoHIL—F Macropedidae
FHYs L Opossum
A4y LR Didelphis
URX3ARYY LR Monodelphis
DA A% Phalangeridae
290X YRB Trichosurus
275%# Phascolarctidae
FXIHUH N —F Potoroidae
BAH Monotremata
NYEJT Echidna
HE/NY Platypus
#BE Perissodactyla
J3# Equidae
*JX Horse
BEHB Primate
ERBRER Haplorhini
A TE Catarrhini
#*+HYFILE Cercopithecidae
AFHHFILEH Cercopithecinae
RHAAR Cercocebus
A—T4—HAA Cercocebus atys
*+3H¥ILE Cercopithecus
%133 EF— Cercopithecus aethiops
139 XEF—R Erythrocebus
13824 L Erythrocebus patas
IHYE Macaca
H=H A4l Macaca fascicularis
FHFHIL Macaca mulatta
TSH4 I Macaca nemestrina
KR ybELF— Macaca radiata
TURYILR  Mandrilius
R Papio
FXEAEE Papio enubis
*40kEkE Papio cynocephalus
I/Mck Papio hamadryas
¥=FEE Papio papio
Fx Ik Papio ursinus
FSHEER Theropithecus
aOJRFEH Colobinae
207 XR Colobus
Eb# Hominidae
45 Gorilla gorilla
£k Human
AR/H Pan paniscus
F2138— Pan troglodytes
*59—%2 Pongo pygmaeus
TF+HHFILE Hylobatidae
FFHHFILER Hylobates
BERTE Platyrrhini
L Aotidae
AL Actus trivirgatus
FIXFILE Atelidae
RIHFILEH Alouattinae
RIFILE Aloustta
VESILEF Atelinae
Y—Et UM Cebidae
ARXHILEFH Cebinae
AIFYPILR Cebus
T—E4fUbEH Callitrichinae
FNT4ELX—R Callimico
I—ELYMR Callithrix
S4A8TY IR Leontopithecus
BB Saguinus
YA HEH Saimirinae
YAHFILR Saimin
#%¥ Pitheciidae
FIHRFNTFE Torsi
AR ILE Tarsiidae
EMIBTEE Strepsirhini
AERXYRFNE Cheirogaleidae
FURFILE Lemuridae
FYRFIL Lemur
AR Lorisidae
#H53R Galago
WWH Rodentia
FFS Chinchilla
HoHn—>xZXZR Dipodomys
FYERXZ Gopher
ENLEYF Guinea Pig
Fs3RXZ Mole Rat
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D008810
Do18101
D008s08
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D008811
D008812
D008813
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D018632
D008817
D038602
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D008818
D018345
D008818
D008819
Do08s20
Doogs21
D016513
D008g22
D018345
D051381
D011919
DO11912
D011913
DO11914
DO11915
0020303
DO11916
D020332
DO113917
D020334
DO11918
D011920
DOo11921
D020318
D011922
D011910
Dot1911
D054772
D011923
D011924
Do17207
D017208
D016205
D010542
D046308
D046330
D046329
D046328
D012589
D008392
DO16675
D014418
D014417
D020453
D020454
D020455
D020456
D020457
D004490
D001135
D012896
DO12104
D000489
D025061
D008116
D007076
D012911
Do17821
DO17812
D017815
D017838
D017842
D017857
D017818
D017836
D017837
0017838
D017840
DO17841
D014426
D007448
D000845
D007865
D047708
D009835
D011077
Doo1181
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R XZf Muridae
NERXIHEH Arvicolinae
FRY2XIHEH Cricetinae
X532 X3/ Cricetulus
T—ITFToNLARAS~R Mesocricetus
ERF RS RZXSR Phodopus
FLFHXIEH Gerbillinae
FAZFEH Murinae
TIA Mice
2Vx=yHIH X Congenic Mice
SEXFRTIA [nbred Mouse Strain
AZFRATDA Inbred A Mice
BXFRAKRT™IA Inbred AKR Mice
JEXFBALB/CTIA Inbred BALB/C Mice
BEXFCIHII A Inbred C3H Mice
BXRCSIBLRI X Inbred C5TBL Mice
X FEmdx TR Inbred mdx Mice
EXFRCBAR IR Inbred CBA Mice
EXFRCFTRT™IR Inbred CFTR Mice
BERDBAT IR Inbred DBA Mice
BEZFEHRST™H X Inbred HRS Mice
SEXRICRIVA Inbred ICR Mice
JEXZFMRL-IprT™ IR Inbred MRL Ipr Mice
SEXFNODTI R Inbred NOD Mice
AXERNZBY™ R [nbred NZB Mice
X FRSENCART™I A Inbred SENCAR Mice
ERTIARB Mutant Mouse Strain
Biozzi?™J X Biozzi Mice
EZFRmdxIDR Inbred mdx Mice
CUE—TIR Jimpy Mice
J9DFTIRRIA Knockout Mice
BEBEFEERIIR Neurologic Mutant Mice
X—KT722R Nude Mice
BT YR Obese Mice
BB TDR Quaking Mice
SCIDTrI R SCID Mice
FSURDI=ZyH IR Transgenic Mice
JYDF IR IR Knockout Mice
vk Rat
ERXFRSYh Inbred Rat Strain
SEXRACIT Vb Inbred ACI Rat
EXFEBBS Y Inbred BB Rat
A FRBNT UL Inbred BN Rat
SE3EFRBUFSwh Inbred BUF Rat
WEZ FDahiFuh Inbred Dahl Rat
JEEFF3445 b Inbred F344 Rat
AR FALECT vk Inbred LEC Rat
BXFLewS Vb Inbred Lew Rat
SERXROLETFSwh Inbred OLETF Rat
IEZFRSHRS Y Inbred SHR Rat
ELEFRWFS UL Inbred WF Rat
SELFRWKYS b Inbred WKY Rat
05 L8R5k Long-Evans Rat
ERSvhRH Mutant Rat Strain
F5vbi0—3vk Brattleboro Rat
GunnPwk Gunn Rat
RESYM Hairless Rat
X—FSwhk Nude Rat
AyH=Fwk Zucker Rat
SDT vk Sprague-Dawley Rat
74 R3—5vk Wistar Rat
PHYHFZXIFEH Sigmodontinae
AP XZR Peromyscus
AH9S52XZR Spalax
238 Myoxidae
T —B/ Octodon
YIFPS5L Porcupine
UYA# Sciuridae
T—EYrR Marmota
VsS4 B Scandentia
WiM4E Tupaiidae
VISAR Tupaia
ELUB Sirenia
$a3Y Dugong
X+ T4— Trichechus
FJ 2w FF14— Trichechus inunguis
FAYHIFT4— Trichechus manatus
RME Xenarthra
FARIA Armadillo
FYrE/ Sloth
e Reptile
=% Alligators and Crocodiles
B® Dinosaur
+h4 Lizard
A5 P+ lguana
AL Snake
K7 Boidae
AEH# Colubridae
375%# Elapidae
FRHYAER Bungarus
375 Cobra
IAEH Hydrophidae
HYYAEH Viperidae
TLUR Agkistrodon
FAYHAER Bothrops
H3HSAER Crotalus
FvILIYYAE Russell's Viper
NTR Trimeresurus
HhAt Turtle
SEHHRY Invertebrate
BEBMP] Annelida
EJL Leech
EJLE- 27433 Y R Hirudo medicinalis
HEM Oligochaeta
ZEM Polychaeta
i E@¥PFY Arthropoda
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Descriptor

=8 Aceri
Y8R Mite
3= Acaridae
Fa9t 9 =% Psoroptidae
FUS=# Pyroglyphidae
a+baryEH = Dermatophagoides farinae
A7/reae 4 = Dermatophagoides pteronyssinus
E¥ ¥ =# Sarcoptidae
e ¥ = Sarcoptes scabiei
N =%} Tetranychidae
UUH LS Trombiculidae
TH=H Tick
EXS=H Argasidae
FHEAS =R Argas
EAS =R Ornithedoros
TH¥=H Ixodidae
H93Z =R Dermacentor
THZB Ixodes
a4/48TH =R Rhipicephalus
AHy4O0344 T4 = Rhipicephalus sanguineus
+/'] Scorpion
%€ Spider
Had45 %€ Black Widow Spider
BEIM Crustacea
5B B Amphipoda
BB Anostraca
FILTETF Artemia
2R B8 Arguloida
308 Cladocera
IU 2R Daphnia
18 Copepoda
+6#8 Decapoda
BIRH Anomura
1)} =Lk Astacoidea
$GR¥ Brachyura
XET+42% Crangonidae
FHhHIEH Nephropidae
F+HIE# Palaemonidae
1EIEH Palinuridae
£3/3LEH Pandalidee
INTIEH Penacidae
#%PZH Euphausiacea
&M B Isopoda
72 URB  Thoracica
H7+H = Horseshoe Crab
BH Insect
HTbLY Beetle
AL Firefly
TF2LUH TS Tenebrio
JIVXAMERF Tribolium
I L Weevil
%7 Cockroach
Fo T T3 Blattellidae
T5JYR Periplaneta
IAE Diptera
XHAHT} Ceratopogonidae
aRYH# Chironomidae
H# Culicidae
YTHR Aedes
NIHS5HE Anopheles
HEFPINTIHSH Ancpheles gambiae
AIHER Culex
AN THER Ochlerotatus
£33 ¥ Drosophilidae
$a¥a 9/ LR Drosophila .
F403,3%3r9/3T Drosophila metanogaster
v Jz/ATH Glossinidae
WrWT/VL Tsetse Fly
AT/AXH Muscidae
AL/ Housefly
F39/3I# Psychodidae
#3Fa/{L Phlebotomus
7a# Simulidae
SAIF Tephritidae
FFa9HAL2/ L Ceratitis capitata
/% Flea
HE Hemiptera
F73L Aphid
RIBH Heteroptera
raPS52H Cimicidae
Fa5S Bedbug
433 A# Reduviidae
AAYH AT Triatominae
ROAPOF LA Panstrongylus
arF=< A& Rhodnius
YL HAR Triatoma
B Hymenoptera
Py Ant
IYINF Bee
R AIF Wasp
HiHE Isoptera
438 Lepidoptera
F377 Butterfly
# Moth
A4 Bombyx
AXAHR Manduca
ARFFFSB Spodoptera
53 Lice
“5ZB Anoplura
LSER Pediculus
4 IUSEM Phthirus
NUS5ZH Mallophaga
HTXYHE Mantodea
BHEE Orthoptera
13943 Grasshopper
k/43739% Locusta migratoria
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37 LUHE Bryozoa
FERDLSA DB R Nonvertebrate Chordata
29594+ XH Hyperotreti
#9594 % Hagfish
BRHE Urochordata
AL AHEY Ciona intestinalis
WK Cnidaria
ER4A Anthozoa
IELAB Renila
AJXFxY) Sea Anemone
#ARA Cubozoa
EFDREA Hydrozoa
EFS Hydra
#4548 Scyphozoa
HEHE S —2 vkl East Coast Sea Nettle
FEBHYF Ctenophora
BEMHMA Echinodermata
4<% Ses Cucumber
%22 Cucumaria
772 Holothuria
43 Stichopus
*J= Sea Urchin
LFY¥ =R Anthocidaris
FAR$OV=R Arbacia
13209 =@ Hemicentrotus
=R Lytechinus
185t hASAR Paracentrotus
FA1379=@ Strongylocentrotus
ASH 9= Strongylocentrotus purpuratus
EMT Starfish
EFTR Asterias
A-TFEFFR Asterina
tRRE¥ Helminth
SITARNMPY Acanthocephala
$HTER  Moniliformis
BRI Nematoda
T4 Adenophorea
I/7NARB Enoplida
Wk E# Dioctophymatoidea
ALITPLEH Mermithoidea
EMEREH Trichuroidea
EHBRRMR Capilloria
BEERR Trichinells
SEEH Trichinella spiralis
@HRE Trichuris
TR Secernentea
[l E Ascaridida
BEIRM Ascaridia
[ t$ Ascaridoidea
F=Y9 AR Anisakis
GIRB Ascaris
[El®R Ascaris lumbricoides
J4EIH Ascaris suum
FEHAN) AR Toxascaris
FUHSR Toxocara
AXEHR Toxocara canis
¥39FaH Oxyurida
HahFay L Oxyurcidea
F39Fa1 2R Enterobius
1R E Rhabditida
RiZm L Rhabdiasoidea
RBAR Strongyloides
R XIRER  Strongyloides ratti
FKE R Strongyloides stercoralis
RBH R EH Rhabditoidea
8hE Caenorhabditis
8 Caenorhabditis elegans
ERBRE Spirurida
H235=+TFB Cemallanina
SEREABLEH Dracunculoidea
AUFH Dracunculus Nematode
ERBREH Spirurina
2477 EH# Filaricidea
ILXFR Bruga
TL—%KRB Brugia malayi
13\ %A Brugia pahangi
TFAREOFTW Dipetalonema
ARHRE| Dirofilaria
AR%AKR Dirofilaria immitis
O7P AR ARM Loa
)3T Mansonella
=I074FYF Microfitaria
A2t AR Onchocerca
ElfERIRH Onchocerca volvulus
4 FH#R Setaria Nematode
HKAR Wuchereria
nooazkRRAR Wuchereria bancrofti
ERBAR LR Spirurcidea
FIVF L Thelazioidea
FHO®RB Gnathostoma
MA®RE Strongylida
$5h EF Ancylostomatoidea
£RAR Ancylostoma
FHR—ILE Necator
FA)HER Necator americanus
AYSEYEALATALE Helignosomatoidea
RYLACOAF AR Nematospiroides
RIPAEDALTAFHE™A Nematospircides dubius
ZwRAFOLFIL AR Nippostrongylus
B#RBHALH Metastrongyloidea
Mg RE Angiostrongylus
KRS Angiostrongylus cantonensis
Ao EF Strongyloidea
B RE Oesophagostomum
MA®RAR Strongylus
EHBAEH Trichostrongyloidea
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Descriptor

AELHYXE Haemonchus
FRAFNLE—J M Ostertagia
EWRBEE Trichostrongylus
N}EUFa9 B Tylenchida
Nt Fao b Tylenchoidea
R Platyhelminthes
&AM Cestoda
REA%RA Diphyllobothrium
R Sparganum
@AR Echinococcus
BAg%h Echinococcus granulosus
BAFEHR Echinococcus multilocularis
&R Hymenolepis
B/ ER Hymenolepis diminuta
PRIZR Hymenolepis nana
HBERR Mesocestoides
AEQARSIR Spirometra
PAR Sparganum
&RE Teenia
#H Cysticercus
ISR Taenia saginata
HEGER Taenia solium
BR# Trematoda
WM BE Dicrocoeliidae
BERRR Dicrocoelium
WOHmNRF Echinostomatidae
WOWKEAE Echinostoma
FF4EH Fasciolidae
FF4ZE@ Fasciola
fF4E Fasciola hepatica
REMBE Heterophyidae
AERAMLERH Opisthorchidae
F® R Clonorchis sinensis
BB Opisthorchis
MOMHF Paramphistomatidae
HEMEHRHE Schistosomatidae
B RE Schistosoma
EL/ LI MIR R Schistosoma haematobium
BAEMmMB R Schistosoma japonicum
AT R Schistosoma mansoni
rOaSarLTH Troglotrematidae
R RE Paragonimus
DIATNTIHRE Paragonimus westermani
BRE Turbellaria
75+ Planarian
WA Rotifera
BRI Mollusca
A Bivalvia
IRHAH Arcidae
FhHAR Scapharca
HIHALH Cardiidae
YUEA Corbicula
NIRRT (B Dreissena
RUE /R A Mercenaria
AA/HAR Mya
15 4% Mytilidee
AHAR Mytilus
LS5YFALHA Mytilus edulis
NILFR Perna
AR XH Ostreidae
THER Crassostrea
18RI LR Ostrea
18X HAH Pectinidae
48X 4 Pecten
FPaAvHAR Pinctada
Ry HAE Spisula
AL H 4% Unionidae
FF#H 1B Anodonta
ALHAB Unio
FHEH Cephalopoda
+BEH Decapodiformes
A HR Loligo
29 4HBR Sepia
FOLHAE Nautilus
J\BBB Octopodiformes
B 2E# Gastropoda
TP AISL Aplysia
Y% 2 Clione
AEH A Conus Snail
ILFZ/ V5B Hermissenda
32209 & Pleurcbranchaea
HAVLY Snail
E#d>7757F Biomphalaria
TUF2E Bulinus
HREIYLY Helix
E/FS5HA Lymnaea
HROPF9YIYL Tritonia Sea Slug
ESYHAE Polyplacophora
FER Parasite
TSk Plankton
B TSS9 Zooplankton
HRIHMPM Porifera
FPUSSAR Agelas
THVARSE Axinella
YS5HhAAVE Callyspongia
952R_RD4 Ay Crambe Sponge
VFAOhA AR Dysidea
S ACTFR Geodia
LSYFh44RB Haliclona
AINA4L B Petrosia
5%+ B Piakortis
ANIHAAIE Suberites
FA*3R Theonella
SXHANLFAUB Xestospongia
RERMP Protozoa
FEILTUHIHE Apicomplexa
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FAAJFPE Eimeriida
VT AASH L Cryptosporidiidae
HUFRRRYS LB Cryptosporidium
) TRARYSy Les ULt Cryptosporidium parvum
FAAYFPH Eimeriidae
490K —5®& Cyclospora
ZMIaVL T LR Eimeria
ZOMEBRIVL UYL Eimeria tenella
A IAR—S@ Isospora
DI=ORIILUH Sarcocystidae
RAARSE Neospora
B FRER Sarcocystis
FYFSXIM Toxoplasma
Ha%4 U LB Eucoccidida
EMAFRE Haemosporida
TSRAETF4ILR Plasmodium
FSRETFAY LRI A Plasmodium berghei
TSRET A9 L2439 T4 Plasmodium chabaudi
FNTSUFRA Plasmodium cynomolgi
RAWEMTIYFIRR Plasmodium falciparum
FTSRAETFAILFHF YL Plasmodium gallinaceum
ZBRIFUPRER Plasmodium knowlesi
BRYSUFPHR Plasmodium malariae
BT S3U7RA Plasmodium avale
ZARISVFHER Plasmodium vivax
FTSRAETF 4 L-3TY Plasmodium yoelii
EaFSXTER Piroplasmia
EAFS5X<E Piroplasmida
ISRV PR Babesia
)2 13_LF Babesia bovis
FX3/RL P Babesia microti
SALYTPR Theileria
BALYT +PRX548 Theileria annulata
BALYP-s3Ls% Theileria parva
13444 Ls Biofilm
I FHFE Blood-Borne Pathogen
#ERP Ciliophora
¥RXFTSY2/T4—58 Kinetofragminophorea
EOE Trichostomatida
EOHEB Trichostomatina
NSLFOY LR Balantidium
REO#M Oligohymenophorea
2X4 LB Hymenostomatida
RZINLNREH Peniculina
JLYBR Peramecium
AT DY LY Paramecium aurelia
J) Ll Paramecium caudatum
IVEAS DY LS Paramecium tetraurelia
FSEAFER Tetrahymenina
FhSEAFM Tetrahymena
ThIEAF-EYTH LS Tetrahymena pyriformis
FhIEAF-Y—FT745 Tetrahymena thermophila
RYA/I+—S8# Polymenophorea
FEH Hypotrichida
AIRSEM)FFEB Sporadotrichina
BEBRESR Euplotes
FXIMINR Oxytricha
NFORKRSE Haplosporida
5 Myxomycetes
EhkaYBE Physerida
EUHRAYR Physarum
EU4HIY Physarum polycephalum
B TS529h> Phytoplankton
B ERP] Sarcomastigophora
WEHS Mastigophora
HARMHEEERE Phytomastigophorea
FRMERE Dinoflageliida
TATRFI)P-EAXAH Phesteria piscicida
SFJLY B Euglenida
SFYLYUR Euglena
aA—=J L+ -US5LUR Euglena gracilis
ALY AB Volvocida
HSEREF AR Chlamydomonas
a#3K1Y LY Chlamydomonas reinhardtii
Bt E R Zoomastigophora
F470E+AB Diplomonadida
SPALUFR Giardia
SUTNEER Giardia lamblia
X3RrFSRAFB Kinetoplastida
k)X )—IIER Trypanosomatina
DYUFTAFR Crithidia
DVFTAF-I70%25—48 Crithidia fasciculata
J=2T=PR Leishmania
FSUNY—=21=F Leishmania braziliensis
E//3:/)—2 2 =F |eishmania donovani
V=197 T IvFA Leishmeania enriettii
XFPH+1)—2T=7F Leishmania guyanensis
MNRY—31ZF Leishmania infantum
HHYRW)—27=F Leishmania major
A%, =2 I=F Leishmania mexicana
R —222F Leishmania tropica
FJR/Y—T B Trypanosoma
FTI=—=ZM)13/)—T Trypanosoma brucei brucei
HEPRIR))—2 Try brucei bi
R—FL PR3/ —T Trypanosoma brucei rhodesiense
2228/ — Trypanosoma congolense
2I—ZMJsR7)—T Trypanosoma cruzi
FJsS/Y—=+)LL R Trypanosoma lewisi
b8/ Y—T-EsyD R Trypanosoma vivax
MJIEFZXB Trichomonadida
=87 A—/{B Dientamoeba
FJIEFRBR Trichomonas
BERJOEF R Trichomonas vaginalis
FJRYIEF AR Tritrichomonas
IURFHIIEFR Tritrichomonas foetus
BIRE Sarcodina
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4313y hE B Dictyosteliida
AIFAER Dictyostetium
EFLHRJB Physarida
EUHRa)R Physarum
FU7Ral} Physarum polycephalum
FEHRRERE Lobosea
FA=—=13H Amoebida
WEBE Acanthopodina
FHUFPA—1AR Acanthamoeba
HAFS5—=FA—s\ Acanthamoeba castellanii
TSRV AFRER Blastocystina
TSAPVAFAR Blastocystis
EFTSRAFSRAF A Blastocystis hominis
EHEB Tubulina
FA—:% Amoeba
IR yDAR Endolimax
TP A—s3 Entamoeba
Fr#i 7 A—s% Entamoeba histolytica
NLRRA5E Hartmanpella
FULYTFE Schizopyrenida
UL PR Naegleria
T4 —5—3JLYUF Naegena fowteri
BE Algae
183 Brown Algae
FAA74ILLR Ascophyllum
E/XT2E Fucus
LY Kelp
av7R Leminaria
2HOVAFAR Macrocystis
HRHISE Sargassum
JHhAR Undaria
HEE Golden—Brown Algae
#90%F+AE Ochromonas
8F Green Algac
HY/)@E Acetabularia
A X45B/ Caulerpa
9532FEF AR Chlamydomonas
aF 5K LY Chlamydomaonas reinhardtii
2aL3R Chiorella
2aL3-FNHYA Chiorella vulgaris
FOrTHR Prototheca
ERTFALAE Scenedesmus
FAHR Ulva
RILEYIRE Volvox
#{& Red Algae
/8@ Chondrus
I /YR Gracilaria
/R Laurencia
ahUR Plocamium
F/'BR Porphyra
F/UER Porphyridium
134A 4L L Biofilm
&N HERSE Blood-Borne Pathogen
xU0FH Characeae
S0P HER Chara
25 X3ER Nitella
SUTHEYF Cryptophyta
P /74FPR Cyancphora
R Diatom
SKY L8 Euglenida
SN LUE Euglena
aA—4L+ 45U R Euglena gracilis
aA—4L4-A2H Euglena longa
A Lichen
4L AHERE Usnea
BREFY Oomycetes
IEHER Achlya
P27/3tRR Aphanomyces
INAL¥R Lagenidium
waHER Peronospora
J4F7hSR Phytophthora
INAHER Pythium
SXHER Saprolegnia
BB Seaweed
v Kelp
8 Bacteria
REMERRS Atypical Bacterial Form
LEE L Form
AT7xOFS5AF Spheroplast
$FSRIEE Aerobic Bacteria
BA1EE Anaercbic Bacteria
19704 T AP] Bacteroidetes
’UFO4F2RH Bacteroidaceae
197, TAR Bacteroides
NOFAATR-TSVUYR Bacteroides fragilis
R T74OFFRB Porphyromonas
HRILILOEF R -TURFUBY R Porphyromonas endodontalis
TP RE Porphyromonas gingivalis
FLHETSE Prevotella
FURT S 48— AT4F Prevotella intermedia
FUEFS-A5=/4'=h Prevotella melaninogenica
FUKRTS- =Lt Prevotella nigrescens
FUHTS-LE=35 Prevotells ruminicola
758079 L¥ Flavobacteriaceae
X v T/ A+77—HR Cepnocytophaga
HtA 9T 3 LR Chryseobacterium
25HEROFYH LR Flavobacterium
FI=UrRHFYH LE Ornithobacterium
ILFL 1305 —F Flexibacteraceae
HA+7P—HB Cytophaga
FUEL 1392 —R Flexibacter
AK4—< AR Rhodothermus
A4 1972 LR Sphingobacterium
1347A2¢)L L Biofim
BN HRE Blood-Borne Pathogen
REOFRMEA Chlorobi
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D041862
D041861
D000458
0017033
D046868
D046869
D046870
D046890
D046889
0046891
D046931
0046932
0046937
0050501
D050502
D054300
D046938
DO053545
D046940
D046939
D004725
D016936
D016937
D001406
DO01407
D001408
D001409
D001410
Doo1411
D001412
D001413
0003013
D046969
D046970
D046971
D003014
D047013
D047014
D047968
0047969
D047970
D047971
D048568
D046972
D046973
D046974
DQ46975
D016360
D047009
D047010
D003016
D052557
D047989
D047981
D048009
D048010
D003017
D048012
D048013
D048014
D008848
0008847
D016930
D013306
D013302
D013303
D013304
D048372
D013305
D048170
D045182
D005673
0005675
D016967
D045183
D045184
D013288
D006030
D000710
D0C0709
D042321
D042322
D042323
D041081
D004536
D041061
D018469
DO016995
D041102
D041103
Do41101
D0208640
D001475
D001473
D045503
0018416
D018413
D017400
D017401
D020635
D002167
D017000
D002168
D044862
D016123
D044863
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k7]

BREFRAMEM Chloroflexi

2007L594% AR Chloroflexus

S>3 Cyanobacteria

FF+AF+R Ansbaena
FFARF-YUFYH Anabaena cylindrica
F+AR+-I0AFHF Anabaena flos—aquae
T30 FEYR Anabaena variabitis
Aphanizamenon
Cyanothece
Cylindrospermopsis
PAIE Microcystis
Nodularia
/Ry B Nostoc
A395% Nostoc commune
Nostoc muscorum
Oscillatoria
Plectonema
Spirulina
%3y hHAR Synechococcus
SRV AT(AR Synechocystis
HNERFHRME Endospore—Forming Bacteria
HSLARERERFRAAEE GramPositive Endospore—Forming Bacteria
HSLBERERFHRIEHE GramPositive Endospore-Forming Rod
IRFIJILAH Bacillaceae
IRFLRR Bacillus
BtfHE Bacillus anthracis
L HAHE Bacillus cereus
EXH® Bacillus megaterium
ISFIR-RATFPOY—FTJLA Bacillus stearothermophilus
HEE Bacillus subtilis
IRFIILAR-Fa—=Y5 LA Bacillus thuringiensis
SRR LR Clostridium
SRR L-FHrTFYhL Clostridium acetobutylicum
SORMI DI L-RA4D2) % Clostridium bejjerinckii
Clostridium bifermentans
RYYRXXHE Clostridium botulinum
ARGV ABE Clostridium botulinum type A
BEIAIYYRRE Clostridium botulinum type B
CEIAY)RABE Clostridium botulinum type C
DG XAB  Clostridium botulinum type D
EZIATYYRXAH Clostridium botulinum type E
FERIRVYRAE Clostridium botulinum type F
GRS RAE Clostridium botulinum type G
B  Clostridium butyricum
SaAMTY LN )T 4HL Clostridium cellulotyticum
HYOAR S L NS A Clostridium cellulovorans
SKEEHEME Clostridium chauvoei
SRR DY LT 4D42 )L Clostridium difficile
EXRJFHAE Clostridium histotyticum
JRRARITD L2541 Clostridium kluyveri
x)Niafl Clostridium perfringens
SURMI S L TF4HL Clostridium septicum
SOARICI LT Clostridium sordelli
AR TP LRT49D5 T4 Clostridium sticklandii
HRRROH LS ER Y L Clostridium symbiosum
Clostridium tertium
H{BELE Clostridium tetani
Clostridium tetanomorphum
QRO Lo —F41T L Clostridium thermocellum
Clostridium tyrobutyricum
2HNE/ARS5H Micromonosporaceae
2HOFE/ARSR Micromonospora
HuhaR) ARSR Saccharopolyspora
AT A4 RE} Streptomycetacese
AMUTRTALRB Streptomyces
AFLTRTAL 2R PFEFFIRX Streptomyces antibioticus
AT MTAER-F =LA IPU IR Streptomyces aureofaciens
AL FPT LR EYHS— Streptomyces coelicolor
AL FRR AR Y1) R Streptomyces griseus
AT LR -YEH R Streptomyces lividans
2139572 P Fusobacteria
21355 LB Fuscbacterium
TYNRZTFIY L2 H01kS5 L Fusobacterium necrophorum
P IROFY LRI FPH I Fuscbacterium nucleatum
LFRMIX 7R Leptotrichia
Propionigenium
AMUTRIRF AR Streptobacillus
SFSLBEEE Gram-Negative Bacteria
F+FS5X<# Anaplasmataceae
F+FSXZTR Ansplasma
Anaplasma centrale
FFFS5XT¥P+—L Anaplasma marginale
FFFS5XT-FER Anaplasma ovis
FPH+FS5X2 - 77ITYA+D4IL L Anaplasma phagocytophilum
I—YXFR Ehrlichia
I—1j%F-H=R Ehrlichia canis
I—YXF7 -L42xY R Ehrichia chaffeensis
Ehrlichia ruminantium
#A)r9FFR Neorickettsia
KAV FYFP-YAFL Neorickettsia risticii
Neorickettsia sennetsu
FP—2394—R Arcobacter
3L 325# Bartonellaceae
7ULERSR Bartonella
13LRARS-AVYRILER Bartonella bacilliformis
. A4S 8 Bartonella henselae
Kii§2AE Bartonella quintana
TSXAE SR Brachyspira
TS5 AES-£4F1EFTUF Brachyspira hyodysenteriae
TI25R Buchnera
A3 48—@ Campylobacter
A0 s3H%8—-31) Campylobacter coli
A8 — DT8R Campylobacter fetus
Campylobacter hyointestinalis
HEQIRGE—-TxP 2= Campylobacter jejuni
HhoEQsi5%4—-351) Campylobacter lari



ID Leve!  Descriptor HE

D044884 3 Campylobacter sputorum D020580 § AFQDF1) 2 LR Methylobacterium

D044885 3 ARS8 —-HTH YT R Campylobacter upsaliensis D020601 6 AFANRGTYGL-IXAMITIURX Methylobacterdum extorquens
D002695 2  HS3IUPH Chlamydiales Do08772 4 AFOaYyhAT Methylococcaceae

D002693 3 2527 Chlamydiaceae D020618  § AFA3yHAR Methylococcus

D002689 4 HSIUPR Chlamydia 0020618 6 AFOIVAR-HTASHA Methylococcus capsulatus
D023502 5 DSV F-LYF UL Chlamydia muridarum D020620 5 Methylomonas

D002692 5 F5a—< 253 F Chlamydia trachomatis D042762 4 AFATLNAXE Methylophilaceas

D023501 4 DTEFI43R& Chlamydophila D020631 5 Methylobacillus

DO16993 5 #9352 LF Chlamydophila pneumoniae D020629 S AFA74 VAR Methylophilus

D002691 5 A9 LFEISIVF Chlamydophila psittaci D020630 6 AFOTLFR-AFORATFR Methylophilus methyiotrophus
D041861 2 /ADTILYY AR Chioroflexus D044007 4 E57158 Moraxellaceae

0006088 2 JSLMESFRIEE Gram-Negative Aerobic Bacteria DO00150 5 FLRb98—R Acinetobacter

D016934 3 H70s395—R& Ceulobacter D040981 6 FoRbIDB— ")/ = Acinetobacter baumannii
DO16935 4 AR E—-JLEBR Caulobacter crescentus D016954 6 FLRMG8— A AP ET4HA Acinetobacter calcoaceticus
D043372 3 3174 25% Gallionellaceae DO09016 5 ES5T1TB Moraxella

D016946 3 T3 LRMEFRIERABESIURA Gram-Negative Aerobic Rods and Cocci D001936 6 HBILIRE Moraxella catarrhalis

D016947 4 FLhiO8—H Acetobacteraceae DO16955 6 Moraxella bovis

D000091 5 MBI Acetobacter D044096 5 B490:378—R Psychrobacter

D041801 5 Acidiphilium D009346 4 F 4 7H Neisseriaceae

0020576 S Gluconobacter DO17881 5 F¥2758 Kingella

0020600 6 Gluconobacter oxydans D017882 6 X575 X7 Kingella kingae

D042763 4 FIREMELER Acidithiobacillus D009343 5 FAEYFPR Neisseria

DO13856 5 Acidithiobacillus thiooxidans D042804 6 FARYT -V RLTF Neisseria cinerea

D020622 4 FIEFPR Afipia D042805 6 FAEYF-IAUH—4 Neisseria elongata

D042401 4 FPILAVS R RE Alcaligenaceae 0009344 6 #HBE Neisseria gonorrhoeae

D042402 5 FHAE/UE—R Achromobacter D042806 6 F AT -5985hH Neisseria lactamica

D042422 6 Achromobacter cycloclastes D009345 6 BAMAE Neisseria meningitidis

D042441 6 Achromobacter denitrificans D038381 7 MFEBIA%REIR A E Serogroup A Neisseria meningitidis
DOO0421 5 FUNITRAR Alcaligenes D03g541 7 MREBHMARE Serogroup B Neisseria meningitidis
D042481 6 PIAVFRXIDTHYA Alcaligenes faecalis D038542 7 Serogroup C Neisseria meningitidis

0001884 5 HKILTTS5E Bordetella D038582 7 Serogroup W~135 Neisseria meningitidis

D042482 6 HRILTFTS5-PEL Bordetella avium 0038581 7 Serogroup Y Neisseria meningitidis

DO16950 6 FEXMMESN Bordetella bronchiseptica D042807 6 Neisseria mucosa

D042483 6 135HBBE Bordetella parapertussis D042808 6 Neisseria sicca

D001886 6 B BBE Bordetella pertussis D043369 4 ZhAYVEFAH Nitrosomonadaceae

D042502 5 Taylorella DC09606 5 =rAvEFAM Nitrosomanas

D020625 6 Taylorella equigenitalis D043370 6 =ZFAYVEFR-2—0OE7 Nitrosomonas europaea
D020591 4 Alteromonas D042041 ¢4 Foa/9F7) 9 LR Ochrobactrum

D020583 4 FIYJED LB Azorhizobium D020621 5 Fo0s30TFYH L-PAAE Ochrobactrum anthropi
D020599 S5 FIUTED LDy /2R Azorhizobium caulinodans D042802 4 F¥40/3H48—# Oxalobacteraceae

£001501 4 FAOEIUAR Bdellovibrio D042803 5 ANRREVYS LB Herbaspirillum

D041841 4 52 JE LT Bradyrhizobiaceae D010230 4 R’S5avyhAR Paracoccus

D020622 5 F7EFR Afipia D010231 5 BME4® Paracoccus denitrificans

D020363 5 TSUUYJEY LR Bradyrhizobium D042084 5 Paracoccus pantotrophus

Do09576 5 FHERE] Nitrobacter DO31161 4 Pseudoalteromonas

D012241 5 BFL2—FE+ XM Rhodopseudomonas DO11548 4 S a—F¥+R# Pseudomonadaceas

D020369 4 TISLYJEY LR Bradyrhizobium D001335 S PS5 —M Azotobacter

D042021 4 458 Brucellacese D016948 6 PR —- 2450 — Azotobacter vinelandii
D002002 5 FNE5E Brucella D020633 5 HIET AR Celivibrio

D002003 6 DUFEM Brucella abortus DO11549 5 a—FE+XR Pseudomonas

D041002 6 ARFE® Brucella canis DO11550 6 BEHE Pseudomonas aeruginosa

DO17347 6 YXFEM Brucella melitensis D044202 6 2 a—FEFRPILHYS XA Pseudomonas alcaligenes
D042061 6 EVUTER Brucella ovis DO11551 6 #KB Pseudomonas flucrescens

D041021 & FSFER Brucella suis D044206 6 Pseudomonas fragi

D042521 4 =T YUFF Burkholderiaceae D044203 6 a—FEF X AR F Pseudomonas mendocina
DO18117 5 N=9FRILTFYPM Burkholderia D044204 6 Pseudomonas oleovorans

D042602 6 /8 PHEE Burkholderia cepacia complex D044205 6 A—FEFR-a—FPILHJSRA Pseud doalcali
D016956 7 474 PH Burkholderia cepacia DO16958 6 FFHHE Pseudomonas putida

D042725 6 BERHRE Burkholderia gladioli D044223 6 La—=FEFR-ZAYYYTi) Pseudomonas stutzeri
DD42726 6 MIHBH Burkholderia mallei D044224 6 SAJUN B Pseudomonas syringae

DO16957 6 BREHN Burkholderia pseudomallei D012230 4 YJETI LK Rhizobisceae

D049921 5 HFYPEF R Cupriavidus 0012231  § HPEE Rhizobium

D020118 6 HhFYFEZR-FHb—IL Cupriavidus necator D042163 6 AT RME Rhizobium etli

D043367 S SILAFZPE Ralstonia DO16961 6 TIUR4RHE Rhizobium leguminosarum

D0499206 6 Ralstonia pickettii D042161 6 Rhizobium phaseali

D043368 6 HHHE Ralstonia solanacearum D016960 6 UVED 5541308 — Rhizobium redicbacter
D042063 4 Hhya,3548—% Caulobacteraceae D042162 6 Rhizobium tropici

DO16934 5 H0/398—R Caulobacter D020579 5 S /WJEI LR Sinorhizobium

D016935 6 AR E—HL B Caulobacter crescentus Do42181 & Sinorhizobium fredii

D042621 4 ATEF A Comamonadaceae D016962 6 - FRIPLIPHHEE Sinorhizobium meliloti

D020585 S AT EF AR Comamonas D012244 4 BRAEYS LT Rhodospirillaceae

D020604 6 ATEFAR-FAPATH—Z Comamonas testosteroni DO16949 5 FYREYSLMR Azospirillum

D042742 S Delftia D015806 6 FIAEYS LTSt Azospirillum brasilense
D020605 6 Delftia acidovorans D042081 6 Azospiillum lipoferum

D042743 5 Leptothrix D042201 5 RTRPREYSLE Magnetospirilium

D042744 5 Sphaerotilus D012246 5 AFAEYS LR Rhodospirillum

D044125 4 2V XI5F Coxiellaceae Do42182 6 ORREYS LT+ L Rhodospirillum centenum
D003381 5 A9V IS5E Coxiella DO12247 6 AFREYSL-5TF5 L Rhodospirillum rubrum
DO016997 6 QRIS IS Coxiella bumetii D045245 4 BF4—<AM& Rhodothermus

D041965 4 25143951 Li¥} Flavobacteriaceae D045249 4 A2 135 7 LB Sphingobacterium

D045247 S 2UtF 3059 LR Chryseobacterium D020578 4 A21sdEFRA@ Sphingomonas

0005417 5 FSHRNOFYG LB Flavobacterium DO13824 4 H$—IXR Thermus

D045246 5 A=V T Y LR Ornithobacterium D016963 S5 EESFRE Thermus thermophilus

0041964 4 FLF 5% —F1 Flexibacteraceae D020584 4 ¥k 8—B Xanthobacter

0003583 5 HA+7P—H M Cytophaga D044166 4 XY hEF A Xanthomonadaceae

0045248 5 FUXLIU58—M Flexibacter D053528 5 Lysobacter

D005603 4 752 15A Francisella D020588 5 AF/LRFREFRXB Stenotrophomonas

D005604 5 BRFEE Francisells tularensis D020615 6 AF/FA7AFFX-TILRT4)TF Stenotrophomonas maltophilia
D041821 4 FIasTeki95—E Gluconacetobacter DO14974 5 HbEFAR Xenthomonas

D041822 & TP D8 —X21)F R Gluconacetobacter xylinus 0016959 6 FUrEFR-HUARRMA Xanthomonas campestris
D044123 4 N\AEF AT Halomonadaceae D044184 6 Xanthomonas vesicatoria

D020632 ] Halomonas D044167 S FLUSE Xylella

D044222 4 Halothiobacillus D015045 4 X—JLFPR Zoogloea

DO16951 4 LIF 51 Legionellaceae DO06091 3 {LFERBMBRBSSLIREME Gram-Negative Chemolithotrophic Bacteria
D007875 & LUAFXSR Legionella DO13855 4 TREEE Thiobacillus

D044128 6 Legionella longbeachae D041962 3 FArYSA# Thiotrichaceae

DD16952 6 EBEARBE Legionella pneumophila D053524 4 Beggiatoa

D016953 4 UFERESH Leptospiraceae 0053525 4 Thiothrix

D007919 S VFRRESR Leptospira D020589 3 EMALSRE Vitreoscilla

0007921 6 LFPRES-428—0HUA Leptospira interrogans D00608S 2 YSLMEIEIEKIEE Gram-Negative Anaerobic Bacteria
D041281 7 Leptospira interrogans serovar australis D016964 3 JSLESEMEIERRE GramNegative Anaerobic Cocci
D041301 7 Leptospira interrogans serovar autumnalis D045851 4 AHATxSB Megasphasera

D041341 7 Leptospira Interrogans serovar canicola D020586 4 FAHATHB Thiocapsa

D041343 7 Leptospira interrogans serovar hebdomadis D020616 5 Thiocapsa roseopersicina

D041383 7 Leptospira interrogans serovar icterohaemorrhagiae DO16965 3 IILBERSIERESLUSEABE Gram-Negative Anaerobic Straight, Curved, ar
D041401 7 REHMELTFRAES Leptospira interrogans serovar pomona D045854 4 PLAE/avhAF Acidaminococcacese
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ID

D045852
D020357
D014678
D044064
D001438
D001439
D001441
DO017861
D045202
D016966
D018720
D018713
D001443
D045242
D045243
0045282
DO017400
D017401
D045856
D041883
D002844
D003s01
D045284
D045285
D045286
D016969
D045287
D020376
D042001
D020587
D020608
D020607
D045848
D005673
D005675
D016967
D045302
D045183
D020624
D045184
D020357
D013143
D0O1898
D015748
D025065
D013142
D014208
D048373
D014210
D044063
D020628
D020124
D046949
0016968
D006092
0000188
D016976
D044131
D016977
D044133
D044132
D044044
D000333
D016980
D048409
D020627
D002206
D044065
D044066
D020376
D002861
0016970
D016124
D004755
D002157
D002954
D016971
D041041
D044082
D020594
D020610
D020609
D004754
D021902
D016972
D044083
D004885
D044084
D004925
D004926
D054308
D054307
0048168
D054323
D054324
D019453
D020595
D020611
D007709
Do41121
D007711
D044086
D020596
D020613
D020636
D044043

Level

AN AP DNEO AN RO ENBANNTETNENNUNEEWSDWLDAEARORWANDRWELELEARAWNSLEALLAILIDNN N NONE AR RAVUARNONELEELNNANDERLELENE2LEIIRARANARTNANE LGN

Descriptor

Pectinatus
Selenomonas
RA4ORSRE Veillonella
Anaerabiospiriilum
1’970/ FA$ Bacteroidaceae
1R’OFA4FAB Bacteroides
1$OFOAFA-FFPYRX Bacteroides fragilis
HFAI40FF AR Porphyromonas
R 24O0FFR-TURFUEYR Porphyr dodoritali
ST )AE Porphyromonas gingivalis
FURTSR Prevotella
TUEF S A5—AT4F Prevotella intermedia
FLAFF-A5=/%=H Prevotella melaninogenica
FLAFS5- =Lt R Prevotella nigrescens
FUEFS-JLE=35 Prevotella ruminicola
13487458 Bilophila
75%AESR Brachyspira
ISXZAES-eAF 1t TYF Brachyspira hyodysenteriae
Butyrivibrio
HEBREE Chlorobium
2av5747.LR Chromatium
FALFKETYAR Desulfovibrio
FARIKRETYA-FI)HRA Desulfovibrio africanus
FRIWKRETYF < FRILTIHUR Desulfovibrio desulfuricans
FANKETYF-F¥H R Desulfovibrio gigas
FRIAKRETYA-TLHUZR Desutfovibrio vulgaris
Desutfuromonas
Falr0s98—-/F—4 A Dichelobacter nodosus
IHMFAOFAYSH Ectothiorhodospiraceae
IHMFAORAESR Ectothiorhodospira
Ectothiorhodospira shaposhnikovii
Halorhodospira halophila
Z470/358—R Fibrobacter
TV FUI LR Fusobacterium
FINGFIY L2045 L Fusobacterium necrophorum
FJ139FY Y LRI F AL Fusobacterium nucleatum
#4192 —B Geobacter
LFFRJA PR Leptotrichia
FEH0/808—KILIHRA Oxalobacter formigenes
Propionigenium
Selenomonas
A¥OA—%% Spirochaetaceae
HLYPR Borrelia
SALKEE Borrelia burgdorferi Group
SALBRLUTF Borrelia burgdorferi
AO~A—4R Spirochaeta
FURER—TEB Treponema
FLRR—=+F 5435 Treponema denticola
HWEMARR—T Treponema pallidum
Y9 =¥ TYFH Succinivibrionaceae
Thauera
H—FpH T4 Thermotoga maritima
H—ErH -2 PH12F Thermotoga neapolitana
)4 SE Wolinella
BIEREIETSLEREIR]E Gram—Negative Facultatively Anaerabic Rod
FOFI/FALRAR Actinobecillus
FPHOFINRFLRFTHF/ZEHLIZEL X Actincbacillus actinomy

Actinobacillus equuli

FHFINAFLR-FILB=21—FEZF Actincbacillus pleuropn
Actinobacillus seminis
FHOFINFILA-AALR Actinobacillus suis
IREFAF Aeromonadaceae
IOEF AR Aeromonas
IAEFRNAFOT4T Aeromonas hydrophila
Aeromonas salmonicida
FPIPILHRR Azoarcus
X0 F )Y A+27—HR Capnocytophaga
ANDAIHT ) L# Cardiobacteriaceas
HNTHSFYH LR Cardiobacterium
F4 0398 —- /F—H X Dichelobacter nodosus
HOENAYTYILR Chromobacterium
IAr25R Eikenella
IA4H5-20—~F2R Eikenella corrodens
BBMSAEF Enterobacteriaceae
HYRPSTY S LR Calymmatobacterium
< hOs948—[& Citrobacter
ShQH8—-0(F A Citrobacter freundii
YhA/HZ—-04") Citrobacter koseri
Sha/IY8—-0—FF L Citrobacter rodentium
IFI—UISE Edwardsiella
Edwardsiella ictaluri
IFD—UIS5-4H Edwardsiella tarda
I TR/949~B Entercbacter
I F0/948—-TO5 KR Entercbacter acrogenes
I 708 —-90FH Enterobacter cloacae
Enterobacter sakazakii
IAI4=FR Erwinia
KIBFHEBE Erwinia amylovora
KEBHE Escherichia
KE#E Escherichia coli
BESREXE®E Enteropathogenic Escherichia coli
ERFMXISE Enterotoxigenic Escherichia coli
KEBEKI2 Escherichia coli K12
SEEBEBEELEXKIIBHA Shiga-Toxigenic Escherichia coli
BEH Mt XBE Enterohemorrhagic Escherichia coli
XEBHO157 Escherichia coli 0157
NT=FR Hafnia
INDZF-FILRA Hafnia alvei
SLTFUISR Klebsiella
HLT L I5-FF kD Klebsiella oxytoca
Bi##88 Klebsiella pneumoniae
95458 Kluyvera
ENLHFSER Morganella
ENLHE Morganella morganii
13T FR Pantoea
Pectobacterium
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D016974
D020637
D016981
DO11511
DO11513
D044095
DO11514
D011532
D012475
D012476
D019779
D012477
D012482
D012484
D012479
D012485
D012486
D012705
D044080
DO12706
D012760
D012761
DO12762
D012763
DO12764
D044106
0020593
D015007
D015008
0015010
DO15011
D044124
DO16975
DO006194
D034221
DO15661
D006190
0006181
DO006193
D019741
D044134
0044135
D044136
D044137
D044138
DO31124
D016978
0010325
D016979
D044142
D020638
D020592
D020614
DO13288
D014737
D053526
0010776
D014733
D044149
D014734
D044163
D041241
D041242
D048308
D044164
D014736
D044165
D041261
D017355
DO19688
D000458
0017033
D046868
D046869
D046870
D046890
D046889
D046891
D046931
D046932
D046937
D050501
D050502
D054300
D046938
0048928
D048929
D019681
D019692
D046940
D046939
D016998
D044922
DO18247
D044923
D045502
DO16480
0020639
D020581
D020602
D008973
D000129
0000127
D000128
D045582
D045622

T19

#HE

P, h

F ium chry: hemi
74+5TH AR Photorhabdus
TJUTFET AR Plesiomonas
7TOTHRR Proteus
JAFOR-ZFEYR Proteus mirabilis
Proteus penneri
FaFHR-TAHYR Proteus vulgaris
JaEFLL PR Providencia
HILEXFE Salmonella
P'JJ+ & Salmonella arizonae
HILERTHE Salmonella enterica
EB## Salmonella enteritidis
ISFIAAHE Salmonella paratyphi A
1{SF I ABH Salmonella paratyphi B
185FIXCH Salmonella paratyphi C
FIXHE Salmonella typhi
FXSFIAHE Salmonella typhimurium
+5FFR Serratia
YSFF TP IR Serratia liquefaciens
B Serratia marcescens
FREEMR Shigella
2754 T 1 Shigella boydii
ERIRAIE Shigella dysenteriae
S5-Iy 2 AR1)  Shigella flexneri
V3B Shigella sonnei
4T LA A—FFR Wigglesworthia
H/57H AR Xenorhabdus
IAL=FH Yersinia
I503YFHE Yersinia enterocolitica
ARAME Yersinia pestis
I Yersinia pseudotuberculosis
Yersinia rucker
H—FRLS@ Gardnerella
H—BRRULS5-23 ¥+ YR Gardnerella vaginalis
Moritella
18X YL 5F Pasteurellaceae
ANET AR Haemophilus
BtETHEM Haemophilus ducreyi
AUTILIHE Haemophilus influenzae
AETLIVALV T FBE Haemophilus influenzae type b
AETLILA285HYF L Haemophilus paragallinarum
18542 L T HE Haemophilus parainfluenzae
Haemophilus paraphrophilus
AETLIR ISR ALA Haemophilus parasuis
AFETAIAILFA Haemophilus somnus
TUAZFR Mannheimia
AFEFHE Mannheimia haemolytica
1{AYLSR Pasteurella
RAYLT-TIEH Pasteurella multocida
B/ SZX YL SHE Pasteurella pneumotropica
Rahnella
22D #3@ Shewanella
21935 FrL TPV I A Shewanella putrefaciens
AMUTPAFILAR Streptobacillus
EJYA% Vibrionaceae
Listonella
FF9FYS LR Photobacterium
ETUFR Vibrio
EFYF-PILX/FHR Vibria alginolyticus
ALSH Vibrio cholerae
FEO1RYaLSH Vibrio cholerae non-01
aALSHO01 Vibrio cholerae O1
ALSE0139 Vibrio cholerae 0139
ETUz-21xY) Vibrio fischeri
EFUA-ESIHR Vibrio mimicus
B#ETJA Vibrio parshaemolyticus
Vibrio salmonicida
ETYF-1L=T4HX Vibrio vulnificus
FALEEFTAR Zymomonas

YSLBEMRBRRESLLARME GramNegative Oxygenic Photosynthetic Bacteria

% Cyanobacteria

F+RF+R Ansbaena
FFR4+-21)UFYH Anabaena cylindrica
FFRF-TOAFHF Anabaena flos—aquae
FFRF-sWFEYRX Anabaena variabilis

Aphanizomenon

Cyanothece

Cylindrospermopsis

P43 Microcystis

Nodularia

JAPYVR Nostoc
4395% Nostoc commune
Nostoc muscorum

Oscillatoria

Plectonema

Prachlorophytes
Jo4snaayh AR Prochlorococcus
“Josoar® Prochloron
JasoakyyH AR Prochlorathrix

330y hAR’ Synechococcus

SRXAVATL AR Synechocystis

AYs{542—R Helicobacter

AN/ 8—Dx!) A Helicobacter felis
AYYB—+ AL LT = Helicobacter heilmannii
ANAIRDE— AT 4B A Helicobacter hepaticus
AY/H8—- LAFSI Helicobacter mustelae
PO Helicobacter pylori

Lawsonia Bacteria
AFQY AT R Methylosinus

AFAYAFR-M)ARNY2 L Methylosinus trichosporium

E)¥Fa—+ Mollicute

FaALFS5X7H Acholeplasmataceae
FaALFSXIRE Acholeplasma
Acholeplasma laidlawii

4+ FS5X<R Phytoplasma

IVFEFS5XTEH Entomoplasmataceae
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TAATFS5XTH Mycoplasmatales
RAAF5X T Mycoplasmataceae
TAIFSXTR Mycoplasma
Mycoplasma agalactiae
RAATSXT-PILRAYFLR Mycoplasma arthritidis
Mycoplasma bovigenitalium
Mycoplasma bovis
RAIAFS5XT-HFY—aL Mycoplasma capricolum
Mycoplasma conjunctivae
Mycoplasma dispar
TAATSXT-DP—A B Mycoplasma fermentans
RAATSXT-HYTFHhL Mycoplasma gallisepticum
TAATSXT- % =8 L Mycoplasma genitalium
TAAFFXT-HKhI=ZX Mycoplasma hominis
RAATSXT-INAA=2—FE=T Mycoplasma hyopneumoniae
RA4aATFXT-£F =X Mycoplasma hyorhinis
Mycoplasma hyosynoviae
Mycoplasma iowae
Mycoplasma meleagridis
IA4aFSXT-ZA4F A Mycoplasma mycoides
RAATFXT A F—L Mycoplasma orale
Mycoplasma ovipneumoniae
TAATSXT-RRXSU A Mycoplasma penetrans
Wist<2/2F3X<Y Mycoplasma pneumoniae
Y 4375X< Mycoplasma pulmonis
TAATFXT-4YsW Ly Mycoplasma salivarium
Mycoplasma synoviae
YLPFTFXTE Ureaplasma
ILPISXR-ILPUFHL Uresplasma urealyticum
APOFS5XIF Spiroplasmataceae
AEOTSX 2R Spiroplasma
AEOFSX7-L M) Spiroplasma citri
FEF/AEYILLF Oceanospirillaceae
A= 9FYS LR Omithobacterium
EXFYT9FFPH Piscirickettsiaceae
OF/394—R& Rhodobacter
AT ONEREE Rhodobacter capsulatus
AF/3948—-X2x04F X Rhodobacter sphaeroides
Rhodomicrobium
BFJSLR Rhodovulum
JrvFFPH Rickettsiaceae
UruFFER Rickettsieae
FULTF4F - UH LY Orientia tsutsugamushi
i uF PR Rickettsia
87 YFF Rickettsia akari
Y oFF /)4 Rickettsia conorii
YryFF IR Rickettsia felis
RS F IR 9FFP Rickettsia prowazekii
WruFP-UT9F A Rickettsia rickettsii
KB TIFT Rickettsia typhi
4% TFE Wolbachia
Roseobacter
ALY LE Spirillaceae
AEYA LR Spirillum
YSLEBEE GramPositive Bacteria
HEREPY Actinobacteria
FEEE B Actinamycetales
FPOF/31 AT Actinomycetaceae
FO2F/38R Actinomyces
FHOF/ZHR-ERO—HY R Actinomyces viscosus
EEILLHXR Mobiluncus
TLE/RYFYY LB Brevibacterium
+ILaEFRA Cellulomonas
YRS TFYS LR Corynebacterium
Brevibacterium flavum
CITUPHE Corynebacterium diphtheriae
AVFIDFUD LT ILEES L Corynebacterium glutamicum
EVUHEHE Corynebacterium dotuberculosis
AYAITTYDLEF SRR Corynebacterium pyogenes
I5%FR Frankia
Gordonia Bacterium
2/039hR¥H Micrococcaceae
FIILAO/948—R Arthrobacter
3/03vHAR Micrococcus
NTIRHE Micrococcus luteus
270/ ARS8 Micromonosporaceae
SU0E/ARSE| Micromonospora
RA239TYFPH Mycobacteriaceae
RAANRSTUDLR Mycobacterium
JEREABE Atypical Mycobacteria

RAIIFIDL-FPEI LA TL YDA Mycobacterium avium Complex

TADTYD Lk — Mycobacterium chelonae
RAIIRITID L D —F 2481 Mycobacterium fortuitum
H9 B Mycobacterium kansasii
A FY D L= R L Mycobacterium marinum
TAITFIIL-RHAT589 L Mycob ium scroful

AAY R Mycobacterium smegmatis
TADFNI LI ILETX Mycobacterium ulcerans
TANDTYILHE/E Mycobacterium xenopi
RA239F) 2 - PE® L Mycobacterium avium
3—3E Mycobacterium avium subsp. paratuberculosis
TAGTF) 9 L-BEX Mycobacterium bovis
TADGTFY D L-ANED(IL L Mycob ium h hitum
S48 Mycobacterium leprae
Mycobacterium lepraemurium
TAYFY YL -FU A Mycobacterium phlei
$58E Mycobacterium tuberculosis
JHNTFH Nocardiaceae
JHILCPR& Nocardia
JANDTF -FATAALTA Nocardin asteroides
AFavYHZX Rhodococcus
AFayAR-TH4 Rhodococcus equi
ZFOEF=sUFYPH Propionbacteriaceas
FTarA=, 57" LB Propionibacterium
FYX®E Propionibacterium acnes
By AR RMSE Saccharopolyspora
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APLT R AR Streptomyces
RAMTRRALBRPUFEFFHA Streptomyces antibioticus
ARTRRAERF—LF TP IR Streptomyces aureofaciens
ArLTRRAER 15— Streptomyces coelicolor
ARLTRRAEX Tt R Streptomyces griseus
ARLTRRAEA-JEHF /R Streptomyces lividans

Tropheryma
E24XXH Bifidobacterium
H—-FRLSR Gardnerella
H—FRLS/3¥+UR Gardnerella vaginalis
JSLEBERE Gram-Positive Cocci
F4/3yhAR Deinococcus
F903vyhA# Micrococcaceae
FH/aavhRR Micrococcus
LT )RE Micrococcus luteus
RIbayHAE Peptacoccaceae
RIFayHhRR Peptococcus
ARIPAMNTFAYHAR Peptostreptococcus
NE/3avhAR Ruminococcus
NHERER Sarcina
A274009HAF Staphylococcaceae
TEOBRER Staphylococcus

REBTEYBE Staphylococcus aureus

BEIFOBE Staphylococcus epidermidis

AB2402VHRA-AFEYFHR Staphylococcus haemolyticus

AH2403vhXIREZ R Staphylococcus hominis

SBEHERET Streptococcacese
FRBREB Enterococcus

ZIHYARE Enterococcus faecalis

7z AH Enterococcus faecium
S7b3vhAR Lactococcus

FIMIVNA 59T 4R Lactococcus lactis
A4a/AFyI@ Leuconostoc
ARF(AVNAR Pediococcus
HEEIBREM Streptococcus

ARLTFavhRPHSIFF Streptococeus agalactiae

AL FPavhARER Streptococcus bovis

BRREM Streptococcus equi

AZRLFPDvAR-TILK= Streptococcus gordonii

I IRE Streptococcus pneumoniae

{ERRIEBBERE Streptococcus pyogenes

T4 BHERE  Streptococcus suis

ARTRAYAR H—FTLILR Streptococcus thermophilus

BEBMERE Viridans Streptococci
ZMLFTRashR-ELYE Streptococous milleri Group

AMTPIVAR T /YR Streptococcus anginosus
AL TPIYHR AV RTS—HRX Streptococcus constellatus
AP FPAVHR L B—AF L™ A Streptococcus intermedius
AMTPOYAR-ET(R Streptococcus mitis
Sa—RAM Streptococcus mutans
ARLTPIYHR-ASYR Streptococcus oralis
H X AW Streptococcus sanguis
ARLTRavhR-UTYF R Streptococcus sobrinus
FSLRENERTFRAEMBE Gram—Positive Endospore-Forming Bacteria
JSLBIENERFHREIZE Gram—Positive Endospore-Forming Rod
I’FJLAH Bacillaceae

NFJLAR Bacillus
RAB Bacillus anthracis
€U AME Bacillus cereus
EXH Bacillus megaterium
IRFNRZFFAY—EI(ILR Bacillus stearothermophilus
BEME Bacillus subtilis
NFNR-Fa—)FL R Bacillus thuringiensis

IBAMTI LR Clostridium

QAR DIL-FEETFUAL Clostridium acetobutylicum

JARMID L RAVx1)o% Clostridium bejjerinckii

Clostridium bifermentans

HRVYRAHE Clostridium botulinum
ABRIAYYRZHE  Clostridium botulinum type A
BEIAY)XRABE Clostridium botulinum type B
CEIAYVYRXRAHE Clostridium botulinum type C
DEIRYYRRE Clostridium botulinum type D
ERIRYYXXBE Clostridium botulinum type E
FRIAYYXRE Clostridium botufinum type F
GRIAYVYRAHE Clostridium botulinum type G

BB Clostridium butyricum

ORI LN O)F1h L Clostridium cellulobyticum

I0RPY DI LA ARSLA Clostridium cellutovorans

KMEHEE Clostridium chauvoei

DORMDCI L F1I420 Clostridium difficile

EAMJFHAE Clostridium histolyticum

JRRN DT L D54 Clostridium Kluyveri

Dz A Clostridium perfringens

HRARN Y L FF4hL Clostridium septicum

IaAR) T LY LTY Clostridium sordellii

DRAM DI L AT 49D 5T« Clostridium sticklandii

AR D) L EA Y L Clostridium symbiosum

Clostridium tertium

B{®EE Clostridium tetani

Clostridium tetanomorphum

JRARI T LG —F 4S5, Clostridium thermocellum

Clostridium tyrobutyricum

Desulfotomaculum

HOF/ARS5H Micromonosporaceae
IHOE/ARSE Micromonospora
HuhaRARSE Saccharopolyspora
ARLTRTLtERH Streptomycetaceae

ARLTFTA2AR Streptomyces
APTETAER-PUoFEAF IR Streptomyces antibioticus
ARLTR A ER-F—LFTFPL IR Streptomyces aureofaciens
ARLTRRLER B HS5— Streptomyces coelicolor
ARLFFRAERTYH™HR Streptomyces griseus
APUTRRLEAR-YESL R Streptomyces lividans

5L E Gram-Positive Rod
BT IS LBHERSE Gram—Positive Asporogenous Rod
ERFISLBIEFRBIAHRE Iregular Gram—Positive Asporogenous Rod
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Descriptor

MBREF Actinobacteria
FHF/3EAH Actinomycetaceae
FPOF/ZItR Actinomyces
PHF/3LA-F A=Y R Actinomyces viscosus
EEILVHRE Mobiluncus
FILROs 95 —E Arthrobacter
E74XA@ Bifidobacterium
TLERSFYI LR Brevibacterium
Butyrivibrio
QYRS Frg LR Corynebacterium
SITYPE Corynebacterium diphtherize
AYRIHTFUS LT ILBZH L Corynebacterium glutamicum
EUSBEEHE Corynebacterium pseudotuberculosis
aYRIGFYGL-EASTRA Corynebacterium pyogenes
HIEME Eubacterium
FOrH=/3557JY7# Propionibacteriaceae
FarA=/395)* LB Propionibacterium
PH48 Propionibacterium acnes
Thermoanaerobacter
Thermoanaerobacterium
BUFTSLBERIBES Regular Gram-Positive Asporogenous Rad
I)LRORYSI AR Erysipelothrix
FLEHEET Lactobacillaceae
FLASIRER Lactobacillus
FPURILILABE Lactobacilius acidophilus
Lactobacillus brevis
HY¥AH Lactobacillus casei
FILTJayFE Lactobacillus delbrueckii
T7—AU B LHE Lactobacillus fermentum
Lactobacillus helveticus
SHRIRFLA-SMEI= Lactobacillus leichmannii
Lactobacillus plantarum
O4TYYE Lactobacillus reuter
Lactobacillus rhamnosus
YRFYFR Listeria
YAFYT - E/H AR5 RA Listeria monocytogenes
TAA5TV)FH Mycobacteriaceae
TAANIFYH AR Mycobacterium
JEERBEE Atypical Mycobacteria

TAAGTYYL-FEDLALTL YDA Mycobacterium avium Complex

A TYY LD~ Mycobacterium chelonae
RAWNGTFY L TH—Fa 48, Mycobacterium fortuitum
HHS 8 Mycobacterium kansasii
TAA8FY Y L -2 R L Mycobacterium marinum
TAAASTFYIL-RIDI547 7L Mycob ium scrofulaceum
AASIE Mycobacterium smegmatis
TAINYTFYD LI NAT A Mycobacterium ulcerans
RA4ARGTYDL-E/E Mycobacterium xenopi
ATy L-FE 9 A Mycaobacterium avium
J—3 & Mycobacterium avium subsp. paratuberculosis
TAAHTFYH L RE X Mycobacterium bovis
TADIITYD L -AED 1)UL Mycobacterium haemophilum
S48 Mycobacterium leprae
Mycobacterium lepraemurium
TAANGFYrILa-TLA Mycobacterium phlei
#£HH Mycobacterium tuberculosis
H5LEMRERFREIEE Gram-Positive Endospore—Forming Rod
INF LA Bacillaceae
IAFIILAR Bacillus
BHEBE Bacillus anthracis
L AE Bacillus cereus
EXB& Bacillus megaterium
NFLARATFFOAY—ET VR Bacillus stearothermophilus
HEH Bacillus subtilis
INFIR-Fa—=r VR Bacillus thuringiensis
=HAF/AMHS5F Micromonosporaceae
s4aE/AHSE Micromonospora
HyhnR) AHRSE Seccharopolyspora
AT AL AF Streptomycetaceae
RMTERA AR Streptomyces
ARVTRRALAR-FoFEFFHIAR Streptomyces antibioticus
AR TRIA 2R -F—UFTFL I A Streptomyces aureofaciens
ARLF PR LAY HT5— Streptomyces coelicolor
ARUTRR AR -TYL X Streptomyces griseus
ARLTRI AR YEH X Streptomyces lividans
FaT7A39FUF Proteobacteria
FII7TOTH9FUF Alphaprotecbacteria
F+TS5XI# Anaplasmataceae
F+FS5X<RB Anaplasma
Anaplasma centrale
FF+FS5XT¥PF—L Anaplasma marginale
FFFSXT-FER Anaplasma ovis
F+IS5X2-77IH 4RI ()L Ls Anaplasma phagocytophilum
I—YX7R Ehdichia
I—YXF-H=A Ehdichia canis
I~JXFP 4720 X Endichia chaffeensis
Ehrtichia ruminantium
*AYTryFFB Neorickettsia
A UL yFF-IJAFS Neorickettsia risticii
Neorickettsia sennetsu N
/3L R5F Bartonellaceae
J3VERSR Bartonella
1L FS5-1351YRE R Bartonells bacilliformis
ALtS5H# Bartonella henselae
WTIE8A Bartonella quintana
RALzY %P Beijerinckiaceae
TSUYJED LT Bradyrhizobiaceae
FIEFRE Afipia
FSUYJEH LR Bradyrhizobium
THEABE Nitrobacter
Arya—FEF AR Rhodopseudomonas
INE5% Brucellaceae
INEFR Brucella
U MEEM Brucella abortus
ARFEH Brucella canis
PEFEDH Brucella melitensis
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HE

TAFER Brucella suis
#5055y LR Ochrobactrum
40,3959 L-FAAY Ochrobactrum anthropi
H7ys39%—% Caulobacteraceae
HH0,359—B Caulobacter
hHn/898—- S4B R Caulobacter crescentus
HRORAKRSH Holosporaceae
74309 LT Hyphomicrobiaceae
FIYJED LR Azorhizobium
FIYJESL-HDY/H A Azorhizobium caulinodans
NAZFI2REY LR Hyphomicrobium
Rhodomicrobium
b8 —R Xenthobacter
AFA9TY2 L Methylobacteriaceae
AFAs3HFY I LR Methylobacterium
AFONHFYNL-TXAFASI A Methylobacterium extorquens
AFOLAF A Methylocystaceae
FFOAYAF X Methylosinus
AFAHAFR-FJARARYY L Methylosinus trichasporium
AFAEYSLE Rhodospirillales
FHb058—F Acetobacteraceae
FFEER Acetobacter
Acidiphilium
FILarFPb248—R Gluconacetobacter
Hav Pk 8— %321+ Gluconacetobacter xylinus
Gluconobacter
Gluconobacter oxydans
OFAEYS LT Rhodospirillaceae
FIAEYSLER Azospirillum
FIAEYS LTS5t Azospirillum brasilense
Azospirillum lipoferum
IYFRPAEYTLR Magnetospirillum
ARAEYS LR Rhodaspirillum
ARFREYSL -7+ L Rhodospirillum centenum
AFREPYS L5755, Rhodospirillum rubrum
1)JE ™ L¥} Rhizobiaceae
RIMERA Rhizobium
A7 ARHE Rhizobium etli
IURSIEHE Rhizobium leguminosarum
Rhizobium phaseoli
YJED L 5D4 1394 — Rhizobium radiobacter
Rhizobium tropici
S PJED LR Sinorhizobium
Sinorhizobium fredii
FILIPILIPIRHMBE Sinorhizobium meliloti
ARs$4—% Rhodobacteraceae
135avhAE Paracocecus
RRES$EHE Paracoccus denitrificans
Paracoccus pantotrophus
Aar/$948—& Rhodobacter
RIS INSHME Rhodobacter capsulatus
aOr 548 —-A7zA4FA Rhodobacter sphaeroides
aoF7S LR Rhodovulum
Roseobacter
4 9FFH Rickettsiaceae
Y49 FFER Rickettsieae
FUITT4P - UH ALY Orientia tsutsugamushi
Yr9FPRB Rickettsia
fS)r9FF Rickettsia akari
Yr9FP-0/1)4 Rickettsia conorii
YiryFP-7x!)X Rickettsia felis
BSFIA)ruFF Rickettsia prowazekii
YiryFF ) ryF A Rickettsia rickettsii
B YFF Rickettsia typhi
24X FRE Wolbachia
R242TEF A% Sphingomonadaceae
ARI4TEFXR Sphingomonas
HALEETAR Zymomonas
R—AFOAFA 7T F Betaprotsobacteria
FILAYSF AT Alcaligenaceae
FoaE/04—R Achromobacter
Achromabacter cycloclastes
Achromobacter denitrificans
FILAYF AR Alcaligenes
PILHUF XX TxHhYR Alcaligenes faecalis
HILTT5E Bordetella
RILTFF5-FEDL Bordetella avium
KEXWMEESR Bordetella bronchiseptica
1{5EBEHE Bordetella parapertussis
HHEYE Bordetella pertussis
Taylorella
Taylorella equigenitalis
13—=9RILF)FE Burkhalderiaceae
N—=HRILTYFE Burkholderia
+/3PHE# Burkholderia cepacia complex
42783 P# Burkholderia cepacia
BEMRE Burkholderia gladioli
BIHE Burkholderia mallei
SEREHE Burkholderia pseudomallei
HhFUYPES R Cupriavidus
HFIPEH A -2HL—)L Cupriavidus necator
SILAR=FRE Ralstonia
Ralstonia pickettii
FHEHE Ralstonia solanacearum
aTEFAH Comamonadaceae
aATEF AR Comamonas
AVYEFA-FRFAFTAO-~= Comamonas testosteroni
Delftia
Delftia acidovorans
Leptothrix
Sphaerotilus
HUA 358 Gallionellaceae
EFO45/24)LA# Hydrogenophilaceae
BEEARB Thiobacillus
AFOT740AT Methylophilaceae
Methylobacillus



D Level Descriptor

D020630 5 AFAZLSAR - AFOLATIPR Methylophilus methylotrophus
D009346 3 F 1t )FH Neisseriaceae
D002861 4 0%/ 7) 9 LR Chromobacterium
DO16970 4 IA*S5E Eikenella
DO16124 5 IAr%5-00—F X Eikenella corrodens
DO17881 4 X758 Kingella
0017882 5 XUH5-FU%5 Kingella kingae
D009343 4 FA4EYFR Neisseria
D042804 S FA4RIP - RUF Neisseria cinerea
D042805 5 F4EYP -TOH—~A Neisseria elongata
D009344 5 #BE Neisseria gonorrhoeae
D042806 5 FAEYT-S5U83h Neisseria tactamica
D009345 5 PRI Neisseria meningitidis
D038381 6 MABIABBIIE N M Serogroup A Neisseria meningitidis
D038541 6 MHZBHMIERE Serogroup B Neisseria meningitidis
D038542 6 Serogroup C Neisseria meningitidis
D038582 6 Serogroup W-135 Neisseria meningitidis
DO038581 6 Serogroup Y Neisseria meningitidis
D042807 5 Neisseria mucosa
D042808 5 Neisseria sicca
D020589 4 ErLAL SR Vitreoscilla
. D043363 3 =+AVEFAH Nitrosomonadaceae
D0o0%s06 4 ZFBVEF AR Nitrosomonas
D043370 5 —hAYVEFX-2—0OEF Nitrosomonas europaea
D042802 3 A%40/39%—F Oxslobacteraceae
D042803 4 ALIRREYS LR Herbaspirillum
D020624 4 FXY0/3958— RIS R R Oxalobacter formigenes
D043362 3 OFYYILXT Rhodocyclacese
D020627 4 FIYFPILARR Azoarcus
D020628 4 Thauera
0015045 4 X—~YUFPR Zoogloea
D043167 3 AEBYN LK Spirillaceae
D013139 4 AEYNLR Spirillum
D020564 2 FAARTOTAH/APFYT Deltaproteobacteria
D001501 3 TAETUAE Bdellovibrio
D045282 3 1310243 Bilophila
D003901 3 FTANAKETA R Desutfovibrio
D045284 4 TAWKRE TP ITYHRA Desutfovibrio africanus
D045285 4 FRAWKETYA -FRILIAUR Desulfovibrio desulfuricans
D045286 4 TANKETYA - F¥H A Desulfovibrio gigas
D016969 4 FANRETA - TILHYA Desulfovibrio vulgaris
D045287 3 Desulfuromonas
D045302 3 DA 1395 —B Geobacter
D020639 3 Lawsonia Bacteria
D008231 3 2¥xyavhAB Myxococcales
D016940 4 2XFVavhRRE Myxococcus
D016841 5 X VavHRA- LY X Myxococcus xanthus
0020597 4 Stigmatella
D020606 5 Stigmatella aurantiaca
D020565 2 L4700 FaFA 9T Y P Epsilonprotecbacteria
D020640 3 F—2/3952—B, Arcobacter
D002167 3 hoEasi9%—R Cempylobacter
DO17000 4 hEQs3H5%8—-01) Campylobacter coli
D002168 4 HhoEDHR—-D482 Campylobacter fetus
D044862 4 Campylobacter hyoi inalis
D016123 4 HEDINYE—- D1 a= Campylobacter jejuni
D044863 4 HoEQ948—-51) Campylobacter lari
00448383 4 HoERIG8—- L8R Campylobacter rectus
D044884 4 Campylobacter sputorum
D044885 4 HUEQINYB—H9THYI IR Campylobacter upsaliensis
D016998 3 AYDs353—E Helicobacter
D044922 4 A8 —-TxYR Helicobacter felis
D018247 4 AYDIHE— AL LTI Helicobacter heilmannii
D044923 4 AYIR9B—-~13F4HA Helicobacter hepaticus
D045502 4 A28 —- LATST Helicobacter mustelae
DD16480 4 EOYE Helicobacter pylori
D016968 3 DAIRSE Wolinells
D020563 2  HRFOFH/IHTYF Gammaproteobacteria
D042763 3 TREARMLEE Acidithiobacillus
D013856 4 Acidithiobacillus thiooxidans
D044044 3 IO®+ AR Aeromonadaceae
0000333 4 IAEFTAR Aeromonas
D016980 5 IOEFR-/\AFO745 Aeromonas hydrophila
0048409 5 Aeromonas salmonicida
Do53521 3 FLHZKRSHAE Alcanivoraceae
D034241 3 FILTFOTH R Aheromonadaceae
D020591 4 Alteromonas
D053520 4 Marinobacter
D034221 4 Moritella
DO31161 4 Pseudoalteromonas
D020592 4 237%5@ Shewanella
D020614 5 $29%5-FrLI7PL IR Shewsnella putrefaciens
D044065 3 ANTH 1395719 L% Cardicbacteriaceae
D044066 4 HILSFH IO TFIYD LR Cardiobacterium
D020376 4 F70s3948— /F—4 R Dichelobacter nodosus
D002841 3 o0 F 0 L¥ Chromatiaceae
D002844 4 703547 LB Chromatium
D044222 4 Halothiobacillus
D020586 4 FAHhTHR Thiccapsa
D020616 H] Thiocapsa roseopersicina
D044125 3 29 X5 Coxiellaceae
D003381 4 A7V IS5E Coxiella
D016997 5 QI IS Coxiella burnetii
D042001 3 IOMFAORAESH Ectothiorhodospiraceae
D020587 4 TOMFFARZESE Ectothiorhodospira
0020608 5 Ectothiorhodospira shapashnikovii
D020607 4 Halorhodospira halophila
DO04755 3 BBAAET Enterobacteriaceae
D020635 4 T 7458 Buchnera
D002157 4 HYTRADTY9 LR Calymmatobacterium
D002954 4 T hAsRH4—m Citrobacter
DO16971 'S QYA —-TA42 T4 Citrobacter freundii
D041041 5 L0958 —-0%Y Citrobacter koseri
D044082 5 R/ 8—-O—FF L Citrobacter rodentium
D020594 4 IFJI—CISE Edwardsiella
0020610 5 Edwardsiella ictaluni
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D004754
D021902
0016972
D044083
D004885
D044084
0004925
D004926
D054308
D054307
D048168
D054323
D054324
D019453
D020595
D020611
D007709
Do41121
D007711
D044086
D020596
D020613
D020636
D044043
D016973
D016974
D020637
D016981
De11511
DO11513
D044095
De11514
D011532
D020638
D012475
D012476
D019779
D012477
D012482
D012484
D012479
0012485
D012486
D012705
D044090
D012706
D012760
D012761
D012762
D012763
D012764
D044106
D020593
D015007
D015008
D015010
DO15011
D044124
D005603
D005604
D044129
D020632
D016951
D007875
D044128
D016952
0008772
D020618
D020619
D020620
0044007
D000150
0040981
DO16954
D00%016
D001936
D016955
D044096
D044130
D053544
D015661
D00G188
D016976
D044131
D016977
D044133
D044132
D006190
D006191
D006193
D019741
D044134
D044135
D044136
D044137
D044138
DO31121
D016978
D010325
D016979
D044142
D044147
D053522
DO11548
D001395
D016948
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]

ITa/37%5~R Enterobacter
I TAIRYH—-TOS IR Enterobacter aerogenes
I FO/958—H50FH Enterobacter cloacae
Entercbacter sakazakii
I D4=FPR Erwinia
A{BHEE Erwinia amylovora
KIRER Escherichia
KIPE Escherichia coli
B RRIEXRIBE Enteropathogenic Escherichia coli
BRFAMABAE Enterotoxigenic Escherichia coli
KHIBEKI2 Escherichia coli K12
EREFPELEXEE Shiga-Toxigenic Escherichia coli
g mitKABB Enterohemorrhagic Escherichia coli
KIRBIO157 Escherichia coli 0157
NIZTFR Hafnia’
INDZF-FPILRAL Hefnia alvei
OLTVISR Kiebsiella
HLTL IS5 F XA Klebsiella oxytoca
[fi#4R 8 Klebsiella pneumoniae
95458 Kluyvera
ELHERIE Morganella
FILHUE Morganella morganii
1 7FR Pantoea
Pectobacterium
Pectobacterium carotovorum
Pectobacterium chrysanthemi
IAbSTH AR Photorhabdus
FUTHEFT AR Plesiomonas
JoFHRE Proteus
TaFHRISEYR Proteus mirabilis
Proteus penneri
FOFHX-FIHY R Proteus vulgaris
I Foo PR Providencia
Rahnella
YIEXRSE Salmonelia
FPYJFE Salmonella arizonze
HILERSHE Salmonella enterica
&M@ Salmonella enteritidis
ISSFIAAM Salmonella paratyphi A
1I\S5FIABE Salmonella paratyphi B
1I$SFITACH Salmonella paratyphi G
FIAHE Salmonella typhi
ARXIFIRHE Salmonella typhimurium
t3F PR Serratia
HS5FF-UOT7PUITLR Semratia liquefaciens
BH Seratis marcescens
FMEAR Shigella
U 5-RAF4 Shigella boydii
HRFME Shigella dysenteriae
DFS-TLY I AR Shigella flexneri
VB Shigella sonnei
DT WADF—FFRB Wigglesworthia
H/5TH AR Xenorhabdus
IN=FR Yersinia
ITAIYFHE Yersinia enterocolitica
RAMH Yersinia pestis
eSS E  Yersinia pseudotuberculosis
Yersinia rucker
23045 R Francisella
HRMHBE Francisella tularensis
\QEFXH Halomonadaceae
Halomonas
LTH25% Legionellaceae
LIUHARSE Legionells
Legionella longbeachae
HEBFABEE Legionella pneumophila
AFAYvHRF] Methylococcaceae
AFOaYHAE Methylococcus
AFOIYAR-HTXFHRX Methylococcus capsulatus
Methylomonas
E3245% Moraxellaceae
FiFbs395—[R Acinetobacter
P37 — 1392 = Acinetobacter baumannii
FPLRbOB—-ANAF T 4HA Acinetobacter calcoaceticus
ES594S5R Moraxella
HBILEKRE Moraxella catarrhalis
Moraxella bovis
#$AL90:395—R Psychrobacter
*42F/AEYIL LT Oceanospirillaceae
Marinomona
1{RAJLTH Pasteurellaceae
FOF/iFILAR Actinobacillus
FHOF/INFIARFHF/ZHEELIZF R Actinobacillus actinomycetemcomitans
Actinobacillus equuli
FHOF/NFILA-TILA=Z1—F=F Actinobacilius pleur
Actinobacillus seminis
FPOFIIRAFILA-RALR Actinobacillus suis
ATI IUNAXRE Haemophilus
X1 THE Haemophilus ducreyi
AL FHE Haemophilus influenzae
AETLINARLTINTHFBHE Haemophilus influenzae type b
AETILAR 1355 F L L Haemophilus paragallinarum
1854 HHE Haemophilus parainfluenzae
Haemophilus paraphrophilus
AETLINA- 7135 XA A Haemophilus parasuis
AFEISNA YLt A Haemophilus somnus
TASFPR Mannheimia
AE!FHE Mannheimia haemolytica
1IRAYLSHE Pasteurella
IRRYLT-TILLH Pasteurella multocida
ftisSRAYLSE Pasteurella pneumotropica
PAXY49FPH Piscirickettsiaceae
Piscirickettsia
a—F¥EFAF} Pseudomonadaceae
FJbI95—R Azotobacter
FIbi D B—ERFP— Azotobacter vinelandii




D

DO11549
D011550
D044202
DO11551
D044206
D044203
D044204
D044205
D016958
D044223
D044224
D044063
D044064
D041962
D053524
D053525
D014737
D053526
D010776
D014733
D044149
D014734
D044163
D041241
D041242
D048908
D044164
D014736
D044165
D041261
D044166
D053528
D020588
D020615
D014974
D053532
D016959
D044184
D044167
D013144
D016953
D007918
Do07921
Do41281
D041301
D041341
D041343
D041383
D041401
D013143
D001898
D015748
D025065
D013142
D014208
D048373
D014210
D016999
D045858
D045858
D003$01
D045284
D045285
0045286
D016969
D045287
D014780
D0O01103
D023641
D019241
0023644
D023643
D01730¢
D023642
D017906
D001435
D017103
D017898
D017900
D010583
0017101
DO17901
Dot7122
D017902
0025522
D017100
D017903
D017123
D017908
D025523
D010582
D003090
D025523
D010582
D017104
D010583
D025522
D017101
DO17901
D010584
D025622
D017907
D017908
D017909
D013604
D017903
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£a21—FEFZR Pseudomonas
#RE Pscudomonas aeruginosa
La—FEFA-FPAMISF A Pseudomonas alcaligenes
#FHE Pseudomonas fluorescens
Pseudomonas fragi
a—FEFR-AUFF Pseudomonas mendocina
Pseudomonas oleovorans

La—FEFR-La—FFPAHSHR Pseud doalcali

TF4E Pseudomonas putida
a—KEFR-AYyYzl) Pseudomonas stutzeri
S5 Pseudomonas syringae
HHVZETYAH Succinivibrionaceae
Anaerobiospirillum
FAM)HAF Thiotrichaceae
Beggiatoa
Thiothrix
EJUA# Vibrionaceae
Listonella
T4RIXOTUI LR Photobacterium
EJUFE Vibrio
EFUF-PILXI/UFHAR Vibrio alginolyticus
JLSH Vibrio cholerae
JEO1BIOLSHE Vibrio cholerae non-01
JLSHEO01 Vibrio cholerae O1
aLSHE 0139 Vibrio cholerae 0139
EJYA D431y Vibrio fischeri
EJYA-3ZTHR Vibrio mimicus
E#ETUA Vibrio parahaemolyticus
Vibrio salmonicida
EJUZL L= 4hR Vibrio vulnificus
X4 k€S A Xanthomonadaceae
Lysobacter
AF/bOKREF AR Stenotrophomonas
AF/bOTF+EFR-VILET ()P Stenotrophomonas maltophilia
U rEF AR Xanthomonas
Xanthomonas axonopodis
HUFEFTR-HURAR A Xanthomonas campestris
Xanthomonas vesicatoria
£UULSE Xylella
AEON—4%H Spirochaetales
LFFAESH Leptospiraceae
UFRAESE Leptospira
LFRRES-128—AH2 A Leptospira interrogans
Leptospira interrogans serovar australis
Leptospira interrogans serovar autumnalis
Leptospira Interrogans serovar canicola
Leptospira interrogans serovar hebdomadis
Leptospira interrogans serovar icterohaemorrhagiae
HEHOELTRALS Leptospira interrogans serovar pomona
AAA—4%F} Spirochastaceae
HLYPRE Borrelia
SALFEEE Borrelia burgdorferi Group
SA LKLY F Borrelia burgdorferi
APRA~A—48R Spirochaeta
FLARE—ER Treponema
FLARR—T-F 27435 Treponema denticola
HBBMLRAR—T Treponema pallidum
FESRTE Sulfur-Reducing Bacteria
FRIVI1 39T )9 LR Desulfitobacterium
Desulfotomaculum
FAKRETYFE Desulfovibrio
FANKETE - FPIUHRR Desulfovibrio africanus
FRIKE T« FANTI AR Desulfovibrio desulfuricans
FRIRET)A-FHR Desulfovibrio gigas
FRILRETA-TILH1JR Desulfovibrio vulgaris
Desutfuromonas
JAILR Virus
PLKILILA Arbovirus
Archaea! Virus
Fuselloviridae
Guttaviridae
Lipathrixviridae
SATAILAH Myoviridae
Rudiviridae
SR ILART Siphoviridae
1395177~ Bacteriophage
8@ 77— Bacillus Phage
HIEYLILAE Caudovirales
SAVAILART Myoviridae
Mu77— Bacteriophage Mu
P1277— Bacteriophage P1
P277— Bacteriophage P2
T477— Bacteriophage T4
REYSILZAH Podoviridae
N4D7—> Bacteriophage N4
P2277—% Bacteriophage P22
T377— Bacteriophage T3
T777—Y Bacteriophage T7
SIRIAIVAH Siphoviridae
HK02277—2> Bacteriophage HK022
A 77— Bacteriophage lambda
KIBE 77— Coliphage
HK02277—% Bacteriophage HK022
A 77— Bacteriophage lambda
M1377— Bacteriophage M13
MuZ7—>> Bacteriophage Mu
N47P—3 Bacteriophage N4
P17P— Bacteriophage P1
P277— Bacteriophage P2
$X17477— Bacteriophage phi X 174
PRD127—% Bacteriophage PRD1
LEDAILAF Leviviridae
FPALEIL LR Allolevivirus
LE AL Levivirus
T27—Y T-Phage
T377— Bacteriophage T3
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D0O17123
DO018240
D017910
D017126
Do17911
D017912
D025543
DO17104
D025561
D017913
D017807
D017908
D017909
D017914
DO17915
D010584
D009160
D038002
D017105
D025561
D017126
D012317
DO17910
D017126
D017907
D017908
D017909
D012483
D017100
0013204
Do17108
D017916
D025622
D003673
0003698
0005253
0009053
0006251
D007708
D008380
D012526
D019400
D025641
DO13180
D004267
D000256
D046808
0000259
0025681
DOo17921
D006516
D000260
DO025662
D000261
0046809
D049811
0022783
D029223
D025701
D000358
D016367
D025722
D017924
D017899
D017900
D010583
DOo17101
D017901
DO17122
D017902
D025522
0017100
0017903
D017123
D017908
D025523
D010582
D052639
D019195
D017796
D052641
D018138
0017925
D046810
DO17727
DO19241
DO17791
D053839
D026762
0023644
D015613
D017917
DO15611
D017918
D006515
D017919
D006564
D018138
D025921
D001352
D025922
0008381
0025961
D026002
DO18139
D0O01911
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T7277—% Bacteriophage T7
Corticoviridae
Cystoviridae
@ 677—> Bacteriophage phi b
Inoviridae
A/ 4R Inovirus
KeZ77—Y Bacteriophage IKe
Mi1377—% Bacteriophage M13
Pf127— Bacteriophage Pt
Plectrovirus
LEDAILAH Leviviridae
FALEDAILA Allolevivirus
LESILR Levivirus
/04 AE Microviridae
SHERIANLAR Microvirus
¢ X17477— Bacteriophage phi X 174
ALY TVA D7~ Mycobacteriophage
J027— Prophage
#BE 77— Pseudomonas Phage
Pf1o7—% Bacteriophage Pfi
$677— Bacteriophage phi 6
RNAZ7—%> RNA Phage
Cystoviridae
$ 67— Bacteriophage phi 6
LEJM4ILAH Leviviridae
FALEI/ILA Alllevivirus
LESDAILA Levivirus
HILERSIP— Salmonella Phage
P2277—% Bacteriophage P22
TEIREI7—Y Staphylococcus Phage
MR E 77— Streptococcus Phage
Tectiviridae
PRD177—% Bacteriophage PRD1
REEDAINA Defective Virus
DE!FF#I4JLR Hepatitis Delta Virus
Feline Sarcoma Virus
T YRRV AR Murine Sarcoma Virus
N—ARATHAEMI (LA Harvey murine sarcoma virus
Kirsten murine sarcoma virus
ETOZ—THPAHETMILA Moloney murine sarcoma virus
YTF34hI4LR Satellite Virus
BIIEFA VYT IAIMILAR Tobacce mosaic satellite virus
Tobacco necrosis satellite virus
SSPE Virus
DNAT2 A JLA DNA Virus
FT/24ILAH Adenoviridae
Atadenovirus
FMIPF/94ILAR Aviadenovirus
Fowl adenovirus A
TANPF/IMILA Mastadenovirus
ARXRFTFII4ILA Canine Adenovirus
EFPF /24 LA Human Adenovirus
FEFPFII4NA Porcine Adenovirus
YILFF/ 4R Simian Adenovirus
Siadenovirus
Anellovirus
MULOT /4L Torque teno virus
Ascoviridae
Asfarviridae
FIVHT B4 A African Swine Fever Virus
13FAO9A1IJLAH Baculoviridae
FEHDAILA Granulovirus
BREEFEYC1ILRX Nucleopolyhedrovirus
HIF2AILAB Caudovirales
SFIMILAT Myoviridae
MuZ7—%> Bacteriophage Mu
P127—% Bacteriophage P1
P277— Bacteriophage P2
T477— Bacteriophage T4
REI1ILRH Podoviridae
N427— Bacteriophage N4
P2277—% Bacteriophage P22
T377—% Bacteriophage T3
T777—Y Bacteriophage T7
LA ILAH Siphoviridae
HK02277—3%> Bacteriophage HK022
A 77— Bacteriophage lambda
Caulimoviridae
1K F LA Badnavirus
FANEDILILA Caulimovirus
Tungrovirus
H—2394VA# Circoviridae
#—=394 LR Circovirus
Gyrovirus
ZORYEMDAILR Chicken anemia virus
Fuselloviridae
Geminiviridae
RIEDAIILA Begomovirus
AL ZXAM)=9 74 JLR Maize streak virus
Guttaviridae
AIREFI4ILAT Hepadnaviridae
Avihepadnavirus
FELBHBF#94JLR Duck Hepatitis B Virus
Orthohepadnavirus
BRIBF#MJLA Hepatitis B virus
IR FruUBRIFF#1LR Woodchuck Hepatitis B Virus
AILRZY A ILAH Herpesviridae
FILIFPAIRAIALATER Alphaherpesvirinae
AR lHovirus )
EERIAILARZYAIZIE Gallid Herpesvirus 1
TRTLI4ILR Mardivirus
TERNVRRIANA2E Gallid Herpesvirus 2
EHBANARZIAJLAIE Gallid Herpesvirus 3
Meleagrid Herpesvirus 1
YUFUVIRAIAN AR Simplexvirus
HUAILRZYG A JLA2E Bovine Herpesvirus 2
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D018259
D018258
Do18140
D007242
D025881
D002184
D004861
D0048s8
D023141
DO014645
D011558
Do18141
D003587
D018146
Do19211
D015654
0016199
Do18142
D018143
D004854
D018144
D026021
Do19288
D006567
D007913
D052656
DO17911
D017912
D025543
D017104
D025561
D017913
D007497
D017994
D017995
D023643
D017914
D017915
Do10584
D052657
0025682
D046849
D046848
D027383
D052685
D052163
D052140
D052162
D052161
D052686
0052687
D052688
D052689
D052690
D012777
D052691
D052692
D052696
D052697
0010321
D019223
0017990
DO19219
D052659
D000454
D052660
D000229
D019218
D016732
D017992
D028301
D053490
D017993
D052661
D008915
0028323
D017862
D018071
D027382
DO11120
D0O01739
D007577
D013539
Do11212
D018147
D018150
Do28i21
D005587
D018151
D008167
D018152
D012776
0009233
D018169
D008977
D018155
D015608
D004481
D008993
D014616
D012901
D018157
D009923
D010285
D018148
D018158
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Descriptor

ERAIILRZD AL A1 Human Herpesvirus 1
ERARARZXD A )L A28 Human Herpesvirus 2
) EaYAIILR Vericellovirus
DOAIRZAILILZ1E Bovine Herpesvirus 1
DLAIARZRIAILASE Bovine Herpesvirus 5
ARANIRZY A ILA1E Canid Herpesvirus 1
DIANRZYAILAE Equid Herpesvirus 1
DINILRAIAILR3E Equid Herpesvirus 3
FIINILRRG AL RSB Equid Herpesvirus 4
ERAILARZD A JLA3E! Human Herpesvirus 3
Suid Herpesvirus 1
R—=BARRI A AEF] Betaherpesvirinae
HARAHADI A ILA Cytomegalovirus
Muromegalovirus
a¥4071ILR Roseolovirus
ERARAR DAL ZA6B Human Herpesvirus 6
ERALRR YDA JLATE Human Herpesvirus 7
HoIAURIMAILREF Gammaherpesvirinae
YoROY TR A ILA Lymphocryptovirus
ERAILRZDAJLALAE] Human Herpesvirus 4
ST /Y4INZR Rhadinovirus
DUAILRZY L)L A4E Bovine Herpesvirus 4
ERAJLARZROAJLZ8E! Human Herpesvirus 8
Saimiriine Herpesvirus 2
Ranid Herpesvirus 1
letalurivirus
Inoviridae
A7 74ILR Inovirus
[KeZ7— Bacteriophage IKe
M1327— Bacteriophage M13
Pf177—2 Bacteriophage Pfl
Plectrovirus
Iridoviridae
AYRIAILR Iridovirus
Ranavirus
Lipothrixviridae
ZU0TLIVAHE Microviridae
SUOICILR Microvirus
@ X174 P—% Bacteriophage phi X 174
F/94LAH Nanoviridae
F/ 74 A Nanovirus
Nimaviridae
White spot syndrome virus 1
Papillomaviridae
Alphapapillomavirus
Human papillomavirus 6
Human papillomavirus 11
Ek/EQ—TY AL R16 Human papillomavirus 16
Human papillomavirus 18
Betapapillomavirus
Deftapapillomavirus
Bovine papillomavirus 1
Gammapapillomavirus
Kappapapillomavirus
D899 X¥,8A—T /LA Cottontail rabbit papillomavirus
Lambdapapillomavirus
Mupapillomavirus
Xipapillomavirus
Bovine papillomavirus 4
BRI LLRE Parvoviridee
FoIVMAILAEH Densovirinae
FLUILILA Densovirus
Parvovirinae
Amdovirus
FUA—~w 2 PEEIA LR Aleutian Mink Disease Virus
Bocavirus
FARUED A ILAR Dependovirus
XiYRAIAILA Erythrovirus
Eb/ LR AL AB19 Human Parvovirus B18
IULRIAILA Parvovirus
RARMERFDEDMILA Feline panleukopenia virus
SUOBHRIAMILR Mink enteritis virus
ARILAIALJLR Canine Parvovirus
H-1 parvovirus
TIRARNIAILR Minute virus of mice
TR A LR Porcine Parvovirus
F43FFIMILAH Phycodnaviridae
Polydnaviridae
Polyomaviridae
RYF—T9ALILR Polyomavirus
BKZ4JLA BK Virus
JCIAILR JC Virus
HFILILILA40 Simian virus 40
YDA LA Poxviridae
FAILERY I XY A JLAEF} Chordopoxvirinae
PRV AR Avipoxvirus
HFVFRYIRADAILA Canarypox virus
BEYAILA Fowlpox virus
HFIRYIRHALZ Capripoxvirus
FUE—RXHFIMILA Lumpy skin disease virus
LRYBYI R A ILR Leporipoxvirus
Rabbit Fibroma Virus
BEEHAILR Myxoma virus
EAURIGRAIALILR Molluscipoxvirus
ERIEMBREDCILR Molluscum contagiosum virus
FRIRIDRH AL Orthopoxvirus
94 ILA Cowpox virus
IORAAYFIALILR Ectromelia virus
FIVEILILA Monkeypox virus
VDL PI4IAR Vaccinia virus
HEJALR Veriola virus
13SHRYPRYL R Parapoxvirus
F—TV4ILA Orfvirus
Pseudocowpox virus
TERYIXIAIL R Suipoxvirus
PARYHAIAILR Yatapoxvirus
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I FERYIRILIAEH Entomopoxvirinae
Rudiviridae
Tectiviridae
AJLs—=r2 LA Helper Virus
BF#21ILA Hepatitis Virus
ARFF/I4ILAR Canine Adenovirus
GBJ{JLAB GB virus B
GBT)AILAC GB virus C
AIRF DA ILRE Hepadnaviridae
Avihepadnavirus
FEIBRIFF#24IL R Duck Hepatitis B Virus
Orthohepadnavirus
BRIFF# 7ML Hepatitis B virus
YR Fou BRI #CILA Woodchuck Hepatitis 8 Virus
ALY ALILA Hepacivirus
DEIFF#¢24JLR Hepatitis Delta Virus
EBIFF R AILR Hepatitis E virus
Duck Hepatitis Virus
AIPILILAR Hepatovirus
ABIEF#9A1JLR Hepatitis A virus
EFARIFF & DA A Humen Hepatitis A Virus
NIRRT Murine hepatitis virus
BRIMILA Insect Virus
Ascoviridae
1" Fan)(JLAH Baculoviridae
BRI A LA Granulovirus
BEMEBEIMILA Nucleopolyhedrovirus
T/ IMIAEH Densovirinae
T I4ILR Densovirus
IURERYIRI LIV AEH Entomopoxvirinae
AYEDAILR Iridovirus
JHDALIAF Nodaviridae
Polydnaviridae
BBBEY1ILR Oncolytic Virus
HMIMILZ Plant Virus
1R+ LJLX Badnavirus
JaEYLLAH Bromoviridae
Alfamovirus
TRIZPAIFEFALVDAILA Alfalfa mosaic virus
JREIANLA Bromovirus
S9FIAILA Cucumovirus
AZILILNA larvirus
Oleavirus
Caulimoviridae
JFFI4ILR Badnavirus
HYFEIAINLA Caulimovirus
Tungrovirus
JRRAFA A NAH Closteroviridae
J0XFA9/ILAR Closterovirus
SYZHAILR Crinivirus
Comoviridae
Comovirus
Fabavirus
Nepovirus
Flexiviridae
Carlavirus
RILTHIXIAILA Potexvirus
Geminiviridae
RIEYLILR Begomovirus
A XAM)=T94 LA Maize streak virus
Luteoviridae
AFA24ILAR Luteovirus
EFEFAII4ILR Mosaic Virus
Alfamovirus
FILIFNIFPESFAII4ILA Affalfa mosaic virus
JOFEIMILA Bromovirus
HEILIA Caulimovirus
Comovirus
J9FILIA Cucumovirus
HBF4I4ILR Potyvirus
Plum Pox Virus
kISEDALILA Tobamovirus
BIAFTFALI4ILA Tobacco Mosaic Virus
FAEIALILA Tymovirus
F/94ILAT Nanoviridae
Babuvirus
+/7 74 A Nanovirus
243K+ LILAE Phycodnaviridae
RF474ILRH Potyviridae
RF4I 4L Potyvirus
Plum Pox Virus
Sequiviridae
Sequivirus
Waikavirus
TRAVAIVA Tenuivirus
FUTRDAILAR Tombusviridae
H—FEI(ILA Carmovirus
P TR JLA Tombusvirus
FRRDAILZE Tospovirus
Tungrovirus
Tymoviridae
TLEDAILA Tymovirus
TavAILR Provirus
YPJ—Zk94ILA Reassortant Virus
RNA® A JLA RNA Virus
FLF24NRE Arenaviridae
PLFI4ILRA Arenavirus
BE#APLFICLR Old World Arenavirus
FUYRIAALR Lassa virus
Y2 SREARBBAIE 259 1 JLR Lymphocytic choriomeningitis virus
FHRFLFI4ILA New World Arenavirus
= AILA Junin virus
Pichinde virus
Astroviridae
Avastrovirus
TYAOPAJLA Mamastrovirus
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Aquabirnavirus
LR EERIBIEE D MILA Infectious pancreatic necrosis virus
Avibimavirus
FEREIPTVXIRBE ISR Infectious bursal disease virus
Entomobirnavirus
TAEYANLAY Bromoviridae
Alfamovirus
FINIFPAIPEFAIIMILR Alfalfa mosaic virus
7AE21LA - Bromovirus
2DFEIAILA Cucumovirus
ASIIAILA larvirus
Oleavirus
T=¥94ILXH Bunyaviridae
INUBIA LR Hantavirus
N84 A Hantaan virus
F—I594ILA Puumala virus
YILIAILA Seoul virus
LY/ TUIA LA Sin Nombre virus
FA4AI4ILA Nairovirus
Crimean—Congo Hemorrhagic Fever Virus
Nairobi sheep disease virus
Orthobunyavirus
T=x L5914 JLA Bunyamwera virus
HYTAN=TEEHEIMILR California Encephalitis Virus
590X JLR La Crosse virus
Simbu virus
FLHEDAILR Phlebovirus
YL —HMmB YA ILR Rift Valley fever virus
Sandfly fever Naples virus
Uukuniemi virus
FARIAILAR Tospovirus
AU LAE Caliciviridae
SIYAINVAR Lagovirus
HYXHMBYAI/ILA Rabbit Hemorrhagic Disease Virus
/074X Norovirus
J—"7%~IT7 A LR Norwalk virus
HHRYAILR Sapovirus
REGLIAR Vesivirus
2aNYUD4ILAR Feline Calicivirus
THKEEYAILX Vesicular exanthema of swine virus
4aRxFaY1ILAE Closteroviridae
HOATFTAIALILA Closterovirus
D=4 LA Crinivirus
Comoviridae
Comovirus
Fabavirus
Nepovirus
Cystoviridae
$ 627~ Bacteriophage phi 6
TSEIANAH Flaviviridae
FIEDALA Flavivirus
FLT AR Dengue Virus
BEBE ST AILA Japanese Encephalitis Virus
BARK#E2MILA Japanese Encephalitis Virus
Murray Valley Encephalitis Virus
LML AR #I1ILR St Louis Encephalitis Virus
ITRMFAILIAILA West Nile virus
AR R DMILR Tick-Borme Encephalitis Virus
HRFIAILA Yellow fever virus
GBMILAA GB virus A
GBI/ ILAC GB virus C
A9 4 ILA Hepacivirus
GB A IJILAB GB virus B
RAFYLILR Pestivirus
HR—F—fFD A1 ILA Border disease virus
G YA NAETFHEETAMILA Bovine Viral Diarrhea Virus
LA VALE FHRIEI 1L Bovine Viral Diarrhea Virus 1
DAL AETHIEDMILA2 Bovine Viral Diarrhea Virus 2
TRALSHA N A Classical swine fever virus
Flexiviridae
Carlavirus
RILFHAIAILA Patexvirus
Hepevirus
EBBF#HAILR Hspatitis E virus
LUEDA AR Leviviridae
FALEDAILR  Allolevivirus
LESDAILR Levivirus
Luteoviridae
IWTFFI4 A Luteovirus
E/RHICLILAE Mononegavirales
HRILF 91 AR Bornaviridae
AILFHEIMILA Borna disease vifus
4894V AH Filoviridae
IRSIA A Ebolavirus
T—=ILTNTI4ILA Marburgvirus
1IRSIHYYALILAT} Paramyxoviridae
ISEHUHAILAER Paramyxovirinae
Avulavirus
Za—NYAIFEIMAILR Newcastle disease virus
A=A LA Henipavirus
AURZIAJLAR Hendra Virus
Zs8="34 LA Nipah Virus
ENEUDAILA Morbillivirus
ARCRAF 18— (LA Canine Distemper Virus
FPH 5% Phocine Distemper Virus
BESI4ILA Measles virus
SSPE Virus
Peste—des—petits—ruminants virus
&I A(ILA Rinderpest virus
Respirovirus
YIS AU2N I AFIRIY AR Bovine Parainfluenza Virus 3
ERISSAUYTRIVYIAILAIE Human Parainfluenza Virus 1
ERSAUINTIUFOA LAY Human Parainfluenza Virus 3
BUFAIAILR Sendai virus
ILTS594ILA Rubulavirus
LTRAHA LA Mumps virus
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ERISSALTILI A ()L A4E Human Parainfluenza Virus 4
YIRS Simian virus 5
Za—FEVAILAEH Pneumovirinae
AR —FY (LA Metapneumovirus
Za—FI4IA Pneumovirus
TYREHTCANR Murine pneumonia virus
RS AJLA Respiratory Syncytia) Virus
ML RS™MAJLA Bovine Respiratory Syncytial Virus
EMRS™IAJLA Human Respiratory Syncytial Virus
STEDAILAH Rhabdoviridae
Ephemerovirus
Bovine Ephemeral Fever Virus
oL ILA Lyssavirus
FERBFVAILA Rabies virus
JESTEDAILA Novirhabdovirus
EREEMBBFREDSILA Infectious hematopoietic necrosis virus
Vesiculovirus
Vesicular stomatitis Indiana virus
Vesicular stomatitis New Jersey virus
EFAIVMILR Mossic Virus
Alfamovirus
FILITNIPEFAII4ILR Alfalfa mosaic virus
JOEHAILA Bromovirus
Comovirus
99EIALIA Cucumovirus
RT4D4AIR Potyvirus
Plum Pox Virus
FIREDMLR Tobamovirus
BIAEF L9911 LAR Tobacco Mosaic Virus
FAEILILA Tymovirus
ZF4ILAR Nidovirales
FUTFUIALRE Arteriviridae
FITUYIAILA Arterivirus
DIWERBTMILA Equine Arteritis Virus
ABERKEBEEDAILR Lactate dehydrogenase—elevating virus
Parcine respiratory and reproductive syndrome virus
aAFIAILAE Coronaviridae
a0+ 24 LA Ceronavirus
"< aRF (LR Bovine Coronavirus
ARX3AF9AJLA Canine Coronavirus
#330% AL Feline Coronavirus
e84 21 JLA229E Human Coronavirus 229E
ERARF AL A0C43 Human Caronavirus OC43
Rat Coronavirus
Turkey Coronavirus
EREREIT A VML Infectious bronchitis virus
IR #I A ILA Murine hepatitis virus
Porcine epidemic diarrhea virus
SARS'71{JLA SARS Virus
EREER S ICILA Transmissible gastroenteritis virus
FRREEIO0F 9 /LR Porcine Respiratory Coronavirus
Torovirus
Roniviridae
594 NVAH Nodaviridae
LI DAL IAT] Orthomyxoviridae
[nfluenzavirus A
AR T I )AL Influenza A virus
HIN1 Subtype Influenza A Virus
H2N2 Subtype Influenza A Virus
H3N2 Subtype Influenza A Virus
H3N8 Subtype Influenza A Virus
H5N1 Subtype Influenza A Virus
H5N2 Subtype Influenza A Virus
H7N7 Subtype Influenza A Virus
HIN2 Subtype Influenza A Virus
[nfluenzavirus B
BRI LT F24JLR Influenza B virus
[nfluenzavirus C
Isavirus
Thogotovirus
Picobimavirus
E3NFILILAT Picomaviridae
FIRI4ILX Aphthovirus
OB 24 ILA Foot-and—Mouth Disease Virus
HNIAILILA Cardiovirus
RO D 4ILA Encephalomyocarditis virus
Columbia SK virus
Maus Elberfeld virus
A% A LA Mengovirus
Theilovirus
I TRAIAIA Enterovirus
ABIERIT B4R Human Enterovirus A
BRIEFITBY4ILAR Human Enterovirus B
Human Echovirus 6
TIa—)A )R Echovirus 9
LI TFADAILA Bovine Enterovirus
Human Enterovirus C
Human Enterovirus D
Porcine Enterovirus
RIUAIALILA Poliovirus
Erbovirus
Duck Hepatitis Virus
AIRMIALILARB Hepatovirus
Avian Encephalomyelitis Virus
ABIBF I (LA Hepatitis A virus
ErABIF &4 JLA Human Hepatitis A Virus
Kobuvirus
s3I Parechovirus
F4/94ILR Rhinovirus
Teschovirus
RF421ILAH Potyviridae
RF4ILIA Potyvirus
Plum Pox Virus
A4 LA} Reoviridae
ANTAIMILRR Coltivirus
JRSKEH=BI LR Colorado tick fever virus
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African horse sickness virus
TN—B24 "5 ILA Bluetongue virus
FHTEH MY (LR Epizootic Hemorrhagic Disease Virus
Palyam Virus
FILbLF 24X Orthoreovirus
Avian Orthoreovirus
WREHILEL A A LA Mammalian Orthoreovirus
EELEA LR A2 4L A3 Mammalian orthoreovirus 3
B2 24 LR Rotavirus
LraDAILAT Retroviridae
FLIPLEADA LR Alpharetrovirus
RJR MBI AILR Avian leukosis virus
FIBBFIREDMILR Avian myeloblastosis virus
FJESHED AILA Avian Sarcoma Virus
SOABRMIAILR Rous sarcoma virus
R—FL A% AJLA Betaretrovirus
Y=Y O—=HFEYDLMAIAMILR Jaagsiekte sheep retrovirus
T IREBE I AL Mouse Mammary Tumor Virus
TV IDPAYF—H L9 LR Mason-Pfizer monkey virus
FRALEAIA A Deltaretrovirus
DL BMFEYAILA Bovine Leukemia Virus
BERTUL/REEDAILAL Primate T-lymphotropic virus 1
ERT R EE A ILA1E Human T-lymphotropic virus 1
HILTYL AR @D AV A1 Simian T-lymphotropic virus 1
SRETU/BRFEED AL A2 Primate T-tymphotropic virus 2
ERTYZ 2Bk AR D AL A28 Human T-tymphotropic virus 2
HILTY s ABRFEEIALZX2 Simian T-lymphotropic virus 2
BEETY /1 BRkE %I/ R3 Primate T-tymphotropic virus 3
REMRL PO AILR Endogenous Retrovirus
A47vasubay AL Epsilonretrovirus
FHURLPADAILA Gammaretrovirus
FOEAMBIAILA Feline Leukemia Virus
FHHFIEMBED AL Gbbon Ape Leukemia Virus
TIRBMFEIAILA Murine Leukemia Virus

I—RAYIRIXBAFIAILA Abelson murine leukemia virus

AKR murine leukemia virus
L ETORAMBEI4AILA Friend murine leukemia virus

IR TA—HABMILILA Mink Cell Focus-Inducing Virus

EA=——THDRABMBFEIAILA Moloney murine leukemia virus
BABEBMKEYMILR Radistion Leukemia Virus
52— /LA Rauscher Virus
BOA—HABRDAILR Spleen Focus—Forming Virus
FISBEBABEEEIALA  Avian Reticuloendotheliosis Virus
BANEEDSILX Reticuloendotheliosis virus
Trager duck spleen necrosis virus
Woolly Monkey Sarcoma Virus
Feline Sarcoma Virus
T IAHREZ (LR Murine Sarcoma Virus
IN—RATDARMPMILA Harvey murine sarcoma virus
Kirsten murine sarcoma virus
EOA=—I I ABEDMILA Moloney murine sarcoma virus
LoFOALILR Lentivirus
YL FI4ILR Bovine Lentivirus
DL RBEFRLYAMILA Bovine Immunodeficiency Virus
Equine Lentivirus
IIERERMDAILR Equine Infectious Anemia Virus
RALFIMILA Feline Lentivirus
FARFEF2IA/ILA Feline Immunodeficiency Virus
Ovine—Caprine Lentivirus
PRI AR BT AILA Caprine Arthritis—Encephalitis Virus
EAF RTFLI/ILAR Visna—maedi virus
BEBLUFIAILA Primate Lentivirus
EFRHATEDOMAR HV
ErFEERLIALAIE HIV-1
ErREFRVAILA2E HIV-2
HILREFRLYSILA Simian immunodeficiency virus
HYALFO2AILR Simian Retrovirus
FTHHFLAMBIMILX Gibbon Ape Leukemia Virus
YD IPAF— B DL A Mason-Pfizer monkey virus
Woolly Monkey Sarcoma Virus
HILBHETLYAJR Simian immunodeficiency virus
HATYL BRI A IL X1 Simian T-lymphotropic virus 1
LT s ERFEET A JLA2 Simian T-lymphotropic virus 2
AT~ IA LA Spumavirus
HILEFEOAILA  Simian foamy virus
Seguiviridae
Sequivirus
Waikavirus '
FRAIAILA Tenuivirus
FHAIVAT Togaviridae
PILTFIALILAR Alphavirus
FOLTZFIALILA Chikungunya virus
HBOTR#YIMINA Eastern Equine Encephalitis Virus
RAXISYIBWHR VAR Ve lan Equine E haliti
BEBIIREARDCLINAR Westem Equine Encephalitis Virus
RRY /=D 4JLX Ross River virus
LLYRFERIAAR Semliki forest virus
VUFERDMILAR Sindbis Virus
WEDAILRR Rubivirus
B I4ILAR Rubela virus
FUTRDAILAE Tombusviridae
H—FEDAIAR Carmovirus
b TR X Tombusvirus
Totiviridae
DPREFIAILR Giardiavirus
Ya—2RZFIA LA Leishmaniavirus
FFAIAIVAR Totivirus
Tymoviridae
TAEIANLA Tymavirus
Vertebrate Virus
%A 5 RE Blood-Bome Pathogen
DNA7 A LR DNA Virus
FT/I4ILRH Adenoviridae
Atadenovirus
FIPF/74ILR Aviadenovirus
Fowl adenovirus A
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ARXFPT /4R Canine Adenovirus
EFFPF/94 LA Human Adenovirus
TEPTII4ILA Porcine Adenovirus
HILTF/IAILA Simian Adenovirus
Siadenovirus
Anellovirus
LT /94 ILA Torque teno virus
Asfarviridae
FIVHTER DAL African Swine Fever Virus
H—=294 LA Circoviridae
#—a4/JLA Circovirus
Gyrovirus
Z2N)EMHAILR Chicken anemia virus
DNAFEB Y (LR DNA Tumor Virus
HoRANRRDA))AHFEF Gammaherpesvirinae
YoROY TS ILA Lymphocryptovirus
ERAILARZY A48 Human Herpesvirus 4
5$/94ILA Rhadinovirus
TUANRRY AL A48 Bovine Herpesvirus 4
ERALRZ AL Z8E! Human Herpesvirus 8
Saimiriine Herpesvirus 2
Ranid Herpesvirus 1
LYY DR IR Leporipoxvirus
Rabbit Fibroma Virus
BBEEYAILR Myxoma virus
Polyomaviridae
RUF—I DAL R Polyomavirus
BK7M /LR BK Virus
JCOAILR JC Virus
HILIAILR40 Simian virus 40
Papillomaviridae
Alphapapillomavirus
Human papillomavirus 6
Human papillomavirus 11
ERSEA—TAILA16 Human papillomavirus 16
Human papillomavirus 18
Betapapillomavirus
Dettapapillomavirus
Bovine papillomavirus 1
Gammapapillomavirus
Kappapapillomavirus
D894 ¥/EQ—T (LR Cottontail rabbit papillomavirus
Lambdapapillomavirus
Mupapillomavirus
Xipapillomavirus
Bovine papillomavirus 4
YRRYDAIAILA Yotapoxvirus
Yaba monkey tumor virus
AN+ 4ILAF} Hepadnaviridae
Avihepadnavirus
FEABEEF# I MILA Duck Hepatitis B Virus
Orthohepadnavirus
BEIFF#94CILR Hepatitis B virus .
IIFF ey UBEIFF SV AILR Woodchuck Hepatitis B Virus
ARRZYAIAT Herpesviridae
PIIPARRZAIALNAEF] Alphaherpesvirinae
AREILIVA (ltovirus
LERANARZIDAILAIE Gallid Herpesvirus 1
TILTAI4ILA Mardivirus
TEBAIRRAYLIILR2E Gallid Herpesvirus 2
TEBANRRTAILAIR Gallid Herpesvirus 3
Meleagrid Herpesvirus 1
STy HRHALILAR Simplexvirus
DUAILARRDAILA2E! Bovine Herpesvirus 2
FFHFILAIRRDA L A1E) Cercopithecine Herpesvirus 1
ERALRIDAILRI1E! Human Herpesvirus 1
ERAILARR DA ILZ2E] Human Herpesvirus 2
Y EOD AR Varicellovirus
DIAIARZG LI AI1E Bovine Herpesvirus 1
DUAILRZIALJLASE Bovine Herpesvirus 5
AXANIWRRYAILAIE Canid Herpesvirus 1
DIANRZLILAIE Equid Herpesvirus 1
DIAIRRDAILAIE! Equid Herpesvirus 3
IINILARRY AL R4R] Equid Herpesvirus 4
ERANARZIAILAIE! Human Herpesvirus 3
Suid Herpesvirus 1
ReBALRZYA AT Betaherpesvirinae
H A AHTADLIVAR Cytomegalovirus
Muromegalovirus
0EABY (/LR Roseolovirus
ERALLRZDAJLA6E! Human Herpesvirus 6
ERALLARZRAILATR! Human Herpesvirus 7
HoIALRADANATEF Gammeherpesvirinae
YROUTPIAILR Lymphoeryptovirus
ERAIRZD AL Z4B! Human Herpesvirus 4
5794 LR Rhadinovirus
DUANRRYALILRAE Bovine Herpesvirus 4
ERALRZ A A Z8E] Human Herpesvirus 8
Saimiriine Herpesvirus 2
Ranid Herpesvirus 1
Iridoviridae
Ranavirus
1LRDAJLRF Parvoviridae
Parvovirinae
Amdovirus
FUa—L oS OE DM ILA  Aleutian Mink Disease Virus
Bocavirus
F4RURIMLILAB Dependovirus
XYZAOYA LR Erythrovirus
ERs LR A JLRB19 Human Parvovirus B19
LRI 4 ILR Parvovirus
FIRMBRILPEIMILA Feline panleukopenia virus
AR YLK A LZX Canine Parvovirus
H-1 parvovirus
RIARPIAILA Minute virus of mice
TR UL ILR Porcine Parvovirus



