Nippon Rinsho Vol 65, Suppl 6, 2007

A Puy VBERETFOME
l HRMT VA BN

HAY AF v TOER

g
B —

TR S UREF VT

SHETF v 7
cayF vy oREl
- EEE(L, BEERL
- Bt fiFE(t - BB

#7% focused array

4

151

BEOFHET
ER, PgR

FETFHEFORER

- HDAC6
- IGFBP4, IGFBP5

- EGR3
o

- BREESEAT
- BERAEEN R

3D-microarray

M2 ABEERRMTFHERRELLRYES

LM

JRE RAER

H3 HEO&¥E - HEEX
STFIERLELE

FirohTws(H3). EELIRERIZERZ
EHLT 2 BEMBORNIEANZ L RE-
Twa ok EEEHELIC LY. BHERE
FEIEF IR 2R S OBBNRE O,
BHEYZRTIZERIVATHSI. €IT,
Z07-bOH L WEREORREZEDTED,
TALaF VY IFVEEERBLTHEEER

7awy—Hills
A rasrERk

@

R R P BRI A

ABEBMOIZMOT Y
#MRE

FTRMaRe Y 4 VAR ¥ -2 EAL, ERe
5186 N ER % BT 4 DIFMEOM/MERHR
2T S, BT Oy —YHEHOR
B% in vitro CEHMEiT A S LA RBE R o Tz
BN, LANLEDLZLBSHBOBRETH
7%, ERERISEICIEN) 7o BffE 2 g L T\ 5.




152 BAEEM 65% #TE6 (2007

5. RTASBEEDBRZET R

AR, FLBIREIC BV TIRERE Y 2HICH
BIEELAEITIT ATV 52, HETASWE
BIATRT b L I BICH VW 2 BHIANE S 72
TR, EMEHERIFE R D, £
DB T EE 2 H RS NLERAL L,
ZL DR -HAE%ZdD. EROBEE, =X
b Oy UREBIC X BEEE V) BIEO NG WE
B3, ZOEABFE»S LT, TR, WETHEE
DL REHETOREER R THOTI
v, LPL, pCRIZBLNETHE L DFE
BICEEDBBAAONEZ LIZEETHD,
%@ﬁmﬁu+§%ian,%&®%ﬁﬁ%ﬁ
Eh3, BEOMINSBREOHR T
EDERFHEENEF L FNVE VEAROEE
LR SN d DRV, SBRORBREDT:
DI F-HRTHURFPRDLNE. Ry
WRERISHFE & ) KT, TROWERS
BIASWEREOSRFEELV UIRTFE 48
THHIEVPHETE L, WHBBROF»E
HCHRESIRE OMBEFSRE T2 e, b,
BEL LTRERZEELTVEREDLNS, 72
2L, BEATRESA»SRL, 4%, Eo
BRI 2 ERFECHABELAE S v 2L —
TaF R ERLETH A, BHIEL, HRiEE
DL DHPWMBERMBBEOREAOER, #nx
RDL-DODOBITHEBRPELVIMED b o
TBY, ZOBROWMIREDERERLZZEZ S L
ChOBODCTEELEDbNS.

—F5T, BIdRD L) NS BBRETIE
pCREIHEL TH, BAMNLENRIBVLE
bho, TOBREHRELPERITIRTI AT
X ARBWHEEZ V. BRTRESEH,
% (BEE, ~vE5574, MRDEHENZ X
o TEEMRIEZHELTYS. 22T, 4F4&
WENERSREAEE L L CEETOERER
CGERBEDOERIIBITAIA MY VI A —
FOTHEBETFEORAZRBETLLT, =
A vy srvEERNE LRERG 2D
LG WERE) PR THo ) 2%

ETERVED ). EELRBBBOHE 71
< ¥ —YHERRE DERD &5 5 - 168,
BERBOEXZHBOLR huy v ngE~ A
7u7 LA TENLIGER, BEBIIZLLDT
A by U RERETOREAFHLIAFI ST
WHBFER L Z 5 TRWERANAONLZ 28
8L 2L, A ur vy Iraailz
bbbt o TEEFEHET LIRS,
WwWEWHFEIE, RIETRREE ) BERNIC
bHVHRHZETHY, FEMLETHE, =
DR, SHBROBELIRHEFLETHS.

EbHWIC

W UERE AR O EYFEEEICRE L
BRETH B0, FORBENRIIEL OEE
DEYZHBEICEET 5. ZoEEOIREIC
BerDOBEEOIA My v 7 FLVRESZ@S
CLREETHY, HEEHUTFEOL-OIE
PREBDND., ASWHBREICR-723 0TI
20, BEFREAIO 774 VEL0FHEE
ELZOR/RELEEERICRKB LTI ) 2w
) BRABIHKTITbhTWnAE, F0—2id
*A47u7 VA BITHE,SHB L2 708E
FOy PEHCWTENL, FERBROYRY
DEVE, BWBHLHEL, BHELRBRTLR
ATHY, d)—D2iR21BETFORHE%E PCR
12 & o THI%E (Oncotype DX™) L, FIHEICiE®E
BROBEIITIRATH A2, SHBIDES
i, HIBREILISBOBETFORELS
774 NVEVIBTHES L, RITLTTF
BFURLRERTFUOHEL T L) Filt
—RIICER LT AW EERIEAVIIH S, &
DD LRIZETFZEHOBNIIILBEODH & bl
DFEBIING T L LY 7 V23725 FTTHA9.

RBEBREBRABROBRICESV, XVRE
WIEBEROBEN L EHIC, —HFTROEES
ERLL-BRIEEL 2o TL B3DIREVEW,
ThbbEE I OEIMLATWHREI RS &
NEREBFPIIR>TWB LI ICEbNS, &
BOFHABRZHTFUET O & LERIcE
DL EHEMOERN PRI NS,




Nippon Rinsho Vol 65, Suppl 6, 2007 153

[ B4 Bk
1) Goldhirsch A, et al; Panel members: Meeting highlights: international expert consensus on the pri-
mary therapy of early breast cancer 2005. Ann Oncol 16: 1569-1583, 2005.
2) Allred DC, et al: Prognostic and predictive factors in breast cancer by immunohistochemical
analysis. Mod Pathol 11: 155-168, 1998.
3) Inoue A, et al: Development of cDNA microarray for expression profiling of estrogen-responsive
genes. ] Mol Endocrinol 29: 175-192, 2002.
4) Yoshida N, et al: Prediction of prognosis of estrogen receptor —positive breast cancer w1th combina-
tion of selected estrogen-—regulated genes. Cancer Sci 95! 496-502, 2004.
5) Hayashi S: Prediction of hormone sensitivity by DNA microarray. Biomed Pharmacother 58:1-9,
2004.
6) Hayashi S, Yamaguchi Y: Estrogen signaling and prediction of endocrine therapy. Cancer Chemo-
ther Pharmacol 56: 27-31, 2005.
7 BEEF, H H— ZRTETA 70TV . EFODHWAH 218: 741, 2006.
8) Zhang Z, et al: HDAC6 expression is correlated with better prognosis in breast cancer. Clin Cancer
Res 10: 6962-6968, 2004.
9) Saji S, et al: Significance of HDAC6 regulation via estrogen signaling for cell motility and prognosis
in estrogen receptor—positive breast cancer. Oncogene 24 4531-4539, 2005.
10) Inoue A, et al: Transcription factor EGRS is involved in the estrogen— signaling pathway in breast
cancer cells”? ] Mol Endocrinol 32: 649-661, 2004.
11) Yamaguchi Y, et al: Tumor-stromal interaction through the estrogen —signaling pathway in human
breast cancer. Cancer Res 65: 4653-4662, 2005.
12) Paik S, et al: A multigene assay to predict recurrence of tamoxifen—treated, node-negative breast
cancer. N Engl J Med 351: 2817-2826, 2004.




B E|

3RTLVA 7T VA —FIEDRZHW & IGEREIRTHAND
BRIRICH 2 HIEL C

mAXER2 B B, REAHTF, OB DY,
5 BN B, NERRMHEL K OEH
HILAFEEERER RERNEEER
BHLREAFBEEERIIRR BARE
AN VSAENA T AT 4 H VEIRE
YSEEBRIA Y v Y —ERESTRR
SHILAZAEREEEXZMER FRESNE

RILAYEEREREAE £ 16% £15 20015




\

e e
.

TR

s e R

R o g e e e S

m Dy

RILREFEZEHCE 16(1) : 19~25, 2007

IR

3Rk A 7 aT VA4 —HIEDOBE & ERDRTEAND
BIRBHEZHEHBEL T

mAEXARE Bl B, BRAH T, Lo b,
A e, NERMHEL, K O E

LA EEREEEH REBRREFEER
LR REREZRFARE BARZE
Y UNRENA A AT 4 A VEERER
SRR AL v 5 —EREERM
SEILREAERRZERTRR FEBHZE

Thriee-dimensional Microarray for the Prediction of
Response to Hormonal Therapy in Breast Cancer

Mitsuyo MaTsuMOTO?, Atsushi HATAKEYAMA®, Hiroko SAKAMOTO?, Yuri YAMAGUCHTY,
Hironobu SAsaNO®, Nobuo YAEGAsSHI? and Shin-ichi HAYAsHI!

\Department of Medical Technology, School of Health Sciences, Tohoku University
2Department of Ginecology, School of Medicine, Tohoku University
3 Biomedical Business Incubation Division, Olympus Co.
*Research Institute for Clinical Oncology, Saitama Cancer Center
Department of Pathology, School of Medicine, Tohoku University

Key words : Breast cancer, Estrogen, and Microarray

Estrogen signaling plays crucial roles in genesis and malignant progression of breast cancer.
Therefore, it is the most important molecular target for diagnosis and therapy of breast cancer. So
far, we investigated the estrogen signaling pathway in breast cancer cells using estrogen-responsive
DNA microarray. In this study, we assessed the performance of new microarray technology, 3-
dimentinal (3D) microarray, to analyze estrogen signaling in clinical specimens for the future
clinical application. 3D-microarray fixes DNA probes on PamChip, the steric microindentation
platform. Therefore, 3D microérray is able to fix DNA probes on wide surface area, and thus it has
many advantages such as high sensitivity and reproducibility, in comparison with conventional
microarray. Furthermore, this system enables short time and automatic analysis from small sam-
ples such as biopsy specimens. First we analyzed the estrogen-responsive expression profile in
breast cancer tissue using PamChip fixed DNA probes of estrogen-responsive genes, which previously
we had identified. The clustering analysis of the results, this array Chip was able to classify the
genes distinctly into ER-positive tissue or -negative tissue. Thereafter, we explored to find the
minimum amount of the samples in RNA extraction that can keep reproducibility of the result. In
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this 3D microarray system, it was proved that the 1X10* cells were enougfl to obtain the re-
producibility of the analysis. These results indicate 3D-microarray will be a promising tool which
clinically applicable for diagnosis from small amount of biopsy specimens.
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H1. 3D~=A27u7vAOEIKREESE

VI NVEEHE % PamChip CfE T3 3P OEE R
$#4E © hybridization 2 & ¥ 7' F VR H BT &
TOIE%, HoLUHRELRIGREFHE-

T1IEOXRBECRIZHENCEBT 22 L8 T

&, BELRERLARC, EREOFROTR
BeRbhZOEOWEREEZERL TwEY, &
Jo, TV A B R EREWCICA T 51cH7 0,04
EY U NVEBOMBILREECEETH D, 2t
ZIEHERY IO & S BRHMERRET b T
ATRE i, METREC IEHEEL 25, 3D
v Afz7urv{ TRERTEEER: TROEHE
D2V v s FwsL, hybridization RIt#i2,
T4 L CBRIC L DHEY S NVEBEEERT
3 kT, #E3kD 1/100~1/1,000 BEDH > 7w
BT (EZREE: 10~50ng), 7 VA #ITE5ER
TR ENAREL KoY,

L Ladss,7v4 BEORKER ES-7:28,
total RNAHIHEROLELHEBRE - 3L
Wold Ve, BEUEOY IV EICER
L7 v4 OBFREEBEERER SN THERY, &
FE i, total RNA iAW 2 HifgEM 5 X %

Z0BOT7T VA OEREZEHL, A by
SEEEFY 7y b 2FE7: PamChip Z B
T, 3RT~A27u7 V4 VAT LDBEERGEAN
DEEEEERET L 12,

H#EELUHE

1. #BAR & HEREEE

t b FEHE MCF-713210% FCS (Tissue
Culture Biologicals, Turale, CA) 8 & U<==¥
Yo /A v 74 v (BIBCO, MD, USA) &=
Hin RPMI 1640 #2#1 (GIBCO, NY, USA) T, 5%
CO, 3T°CICHTBLI: CO £ v F o R—F — T}
2L,

2. #BEEA S RNA #iHy

—80°C i TREINABEFHHEEHREEZLA
ShrmEAkER AN, BRICZBETTDD
& L7zo RNA #HiH i ISOGEN (Nippon gene,
Tokyo, Japan) % Bv>, BRDED To7z. AH
TT D DL I ISOGEN 2 1mlinz, 5
SRR THER, 02ml D27 ooiivARERM
Uiz, L {BEBE, SSoHZRTHEL, BEEDL
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(12,000 g, 4°C, 15 38) 07z, BLE, LF
2EUXL,06ml D27 aukVARHEIMBUFEL
BEB IAHEBETCHEBELLOL, BHEED
(12,000 g, 4°C, 15 43fH) 21T o7z, LFEZ EIXER,
ZBpA Y Fun/) —VvEMNL, BEELETD
Z L, RNA 2B L7, £7: DNAREZERS
7% DNase [ LB %2{To 12, B8, FHRETIERA
BEMREEBVEEREISTHERRINIA LY
F =i TIT, ABEFMRER, BERISAY
V- BWTA YT —AFAYEV IR, H
EnEosni-boniarERAL, BEOREESR
EMNEDFEERFE-TDDTH 5,

3. EEMERI RNA

MCF-7 #ifg 2 B BE%, 180% 2> 7
VIV MiZi B ETHE L, MEZ1% Y
v > /EDTA CHiBEZHBL, M) T —
Ty sk, MEREHER I TEHAIL, 1X10%, 1X10%,
1X10%, 1X10* 8B LU 1X10° cells BB © HE
L 7o RNA #i ! i RNeasy ¥ v + (QIAGEN,
Hilden, Germany) 2BV T{To7, ¥£7, &L
(300 g, 543 i CHIFREHREEL LTH, £l
350 £1 ® RLT buffer (1% 2-ANVH 7+ x5
/=) Ei%, 1450 vortex 217z, 0% T
&/ —% 350 ul Ziinik, £ % RNeasy £ =X
Erh o AZHML, BlEPTIRWIZHZ
L2 700 Ll ¥RiNL, &l L7zo & 51 RPE buffer
REIEED, ZOFER2ERIELE, 30
ul ® RNase - DNase free KB EML, ZHLED
flow-through % total RNA## & L TH @
T2 i, OB total RNABEIXF ./ Fay
< (NanoDrop Technologies Inc., DE, USA) %
BAWTEEL,

4. 24207V AICHV3RNADEH

(cDNA & - aRNA OBED

MR SHH U (E8; 2 ug, SR 10~
1,000ng) total RNA X D, MessageAmp™
aRNA kit (Ambion, Austin, TX) % M, ik
SEAEIC LT o THNAERaRNADEG K 2
572, aRNA ¥&¥ it Fragmentation Reagent
(Ambion, Austin, TX, USA) 2fwT, 70°CT
15 SRImME 3 & & THTA L 72k aRNA

2

DR % Microcon YM-30:(MILLIPORE, MA,
USA) #H T RNase - DNase free KIZE#L
728, 743 —F v —KHE(95°C, 1543 21T
770 8B, aRNABER S/ Yoy P2 A0TH
ELT,

5. 3RIERA Q7L A &XDEN

7V A4 DERTH 3 PamChip (OLYMPUS,
Tokyo, Japan) i3, #5HFEELIABZBIT S
IR buy URERGEFREEELTHH 0%
ERALLEM, F4ir—F»—LEERD50ng D
aRNA B (375 u1) 12 7.5 1 @ 20X SSPE (0.2
M sodium phosphate, 3.0M NaCl, 0.02M
EDTA, pH7.4) & 54l ® 10% SDS #&0L 7z
b D% PamChip iz && (50 pl) HHML, hybridi-
zation #1T—- 7z, Hybridization X 3 XjT=A1 7
o7 Vv4y AT LS OFDI0 (OLYMPUS,
Tokyo, Japan) %> T 40°C T 150 cycle B %
EEN LR efTol, £z, 7V A BEBHRERD
FDI0 iz & » TiThbhil, 77 X ¥ —EiTid Mi-
chael Eisen 5!V @ cluster & tree view @ soft-
ware IZ £ - TiTbhiz,

HRELUEE

1. tHERGEERAVW 3D/ o007 L 1EBR

%9, {41 PamChip k&FH¥7zx A by v
ISEEBFOEBRERARS D, TA SR
#4k (ER) BB X Uiy, & 2 floRAEHE
B 587 RNARFWT3D~v{ 7a7 vAf#
T ETo%. #7940 mg OAEFNEBELE, A8
EFRAWTT D ORL 7%, ISOGENIZ £-T
RNA 2#H L7z & 2 3, total RNA 1384838
pug IR &Nz 2D BERE, 2ug O total
RNA 75 aRNA #4%L, 3DwAf7a7vA
ESfENE, &5 ARBOZBEFOEEFS
Eravito—LELTHYL, ZTOBRGEFRERIE
BIGRI—BBFLI-EZA, H2RFT LR
ER 0 BHRETRBEGFRANE L bOMS
, DD DTRENS DHFH L, 2 DDOREIC
SEERR, £oT, E7 VA YRAT AR, L
DABERE BT 3R oy VEZHEOBEIC
BIobhb Lk, L Lo, Ihbid&
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2. zRbuyrRAEEBRES I UVBREAEHER

AW YAL 27 vA EBITERIEE TS
25 AT —f Aoy r2EE (ER) B
H8 & U AEER, & 2 By 5 ISOGEN
%M T RNA i, =X b od VISEEER
FEEHLFy 7EAVT, DA 707V
4 B %21T- 72, ERBERE LEEREIR 2
DDI A —NESFEENT,

2RBEDADEERTH D, SBRER B
DETHD, £, 5%, #HHEREVOLEER
Brsdsvtrza7vi BRI >Nh3
RNA s agEch i, BE~NOERBEZLZ
{TEBRFTEL, BEERCRERERLX
UFHBO2E, 85 THEHL w50
ERFEB BT 22HMEL RV B TEELF
Do

2. 3D vA /07 LA BIBRANKET

Z T, BR ARG DOVEBILEED D, 7
42707 v4CBOTRELBIEROBO L
Z4AME L total RNA B2 K& L7, ISOGEN
IZ X % RNA fiH i3REBSKE 2RI RV HE
TH 58, B D & O RNA i T, fiHifF

®1. HIBGC B BHE total RNA £

i Total RNA &

ik (22) 260/280
1X10* cells 0.048 3.96
1X10? cells 0.277 1.60
1X102 cells 0.255 1.56
1X10* cells 0.249 2.04
1X10° cells 2.421 2.02

EOBEPTLY /) —NILERER A 5729, RNA
DEEVBEI Z7DBEER, #-T, BB
U2RNAHHREBBREI I LA R2AOVE,
RNeasy mini kit i & - TfTo 7z, 10 EORFER
Tz &> THIBE R 1X10'~1X10° A & TRE
L, total RNA Ot 21To7- &£ 2 %, ZDEIUX
BRERDO I L sHfaguc L TP LIz
(FED, 7z, —R 10 HOME» & b aRNA BE
R RNABEONIXIAZLEH, Z0OH
B (260 nm/280 nm k) i3#EKIEK 1} 10* BT T
FELlxo, - T, total RNA OFRIZMIIEL
IX1*EUE» S 8EE L EEZ Sl g
RETHEITE R 3 Core needle biopsy T D#H&
g8 L% 20mg THD, FNA (Fine Nee-
dle Aspiration) BECREE I VS5 AL TFEEA,
SE DR OBED MCF-7 #1FI% 1 X 10* /& 12 0.6
mg U THRo7zDOTEREI L2 RNAFHEER
DA77 VA BITCRARAS 3735 L
Bbhd, E, 3BRETIRD I, FEIZE-T
RNA I #{T o7z & Z 5, 0.22~0.36 g D total
RNA 2@5 iz 2 £ EEALT0B,
¥, SEBEMRRED total RNAEMNER 2 &
aRNABIBEZENEDbY <A 7u7 Vv 4 EBIfER
ERENEONZ A E2TLEIDOTIIR WV,
E#EZ, Rz aRNA GEFFIC v 3, total RNA
DEWCDWTEET U 7z, MifES 1 X 10° DMk
5HH U7 total RNA @ 10, 100 8 X 171,000 ng
»ERfaME & LT aRNA &% T, 2 X has
VIEEBELGF EH A7 PamChip # T 3D =
A 7UFVAYRT AL BB 2{To. ZD
5, 100 8 £ 11,000 ng Tix aRNA OEERIC
ERIELAERL, £ EDH 100ng BAE 1,000
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A e
i | Re=0.9859 ,

i 5 gﬁw

e 4 7

23 2oL

= 21— e

o /

5 1
g

0 1 2 3 4 5 8

5 total RNA 1,000 ng(FE[E)
%5 R2=0.9963

w2

4

83

%2

& 1

5 e
0% 1 2 3 4 5

total RNA 1,000 ng(F2E)

3. aRNA &EREHICAV> 3 total RNA B9 7L A4
BROBREYCRZTEE MCF-7 # fa %
1X10° f@i2» 5 RNeasy mini kit % fv> THyH
L 7z total RNA & # 10~1,000ng T 10 £
DEREFINL, aRNA SRIzAWE, 8L
aRNA 23D =41 Zu7 VA fEHL, (A)10ng
£1000ng D & X OB HE M, (B) 100ng &
1,000ng @ & E DHEEMEEHEL -,

ng LUF® total RNA % & aRNA #2883 13,
DA 7a7 v BERCERCERE RS
OSN3 ZEMNHEHLE (H3),

ZTIT, MBEE1IX10* @D 5> HH L 7 total
RNA & RS 1X10°E D MBI 5 & #hH L 7>
total RNAD 100ng 5D 3D*4f 270714
BT e To7 23, M4 CFET LS, RER
$09678 Lt HWHEEERRLE B OO, EFOHEH
HEER-7, 2O LI, 47097 VvAEBiF

R

MSRQ=O.9678' s

&

=

2 3

X

= 2

21

a-zo/ l .
0O 1 2 3 4 5 &

HEER1 X 1058 (B E)

4. Total RNA iz AV 2 MRS 7 L 1 &
ROBRECRZTEE MCF-7#ila0 1x
10 E 1XI05@h s, 2heEh RNeasy mini
kit iZ & > T RNA fH 2T o 7=, T D8, B8
BEHLIZIDYA 70T VA BIFE T,
RNAHHIAW 2B L3 71V 4 0ER
HNOEES B2,

2 BHMD key point 2% total RNA Dl fEL
hBZEBRELRE, L LEds, Zhidpl
CERLZBETHY, EROBKIGHSSHH
REAV BRI RBREESREI NS TH
530z 3,

EKFEPS, SHERE Vo BB RBEDLS b
AT VABFKEWS Z L DaEEsk
mRNA OHHEBITZ 2 2 & 5RE X n, E51
DA 27a7 VALY AT AICLS hybridization
RIcPBOHEEI & - T, BRICEHEDE
BohasZ LoSRESRa N,

W, ETETHREL TSR EREORES
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Abstract The 21-gene reverse transcriptase-polymerase
chain reaction assay with a patented algorithm is validated as
a good predictor of prognosis and potential benefit from
adjuvant chemotherapy for lymph-node-negative, estrogen-
receptor-positive, early-stage breast cancer, while its high
cost raises concern about how to finance it. Cost-effective-
ness analysis comparing prevalent National Comprehensive
Cancer Network (NCCN) guideline/St Gallen recommen-
dation-guided treatment with the assay-guided treatment is
carried out with budget impact estimation in the context of
Japan’s health care system. Incremental cost-effectiveness
ratios are estimated as 2,997,495 ¥/QALY (26,065 US$/
QALY) in the comparison between NCCN guided-treatment
vs. the assay-guided treatment, and as 1,239,055 ¥/QALY
(10,774 US$/QALY) in the comparison between St Gallen
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guided-treatment vs. the assay-guided treatment, Budget
impact is estimated as ¥2,638 million (US$23 million) to
¥3,225 million (US$28 million) per year. The routine use of
the assay is indicated as cost-effective. And the budget
impact could be judged as within fundable level.

Keywords Breast cancer - Budget impact -
Cost-effectiveness - Gene diagnosis - 21-gene signature -
Tailor-made medicine

Introduction

In recent years, the medical profession as well as the
general public have become to have high hopes for the
future of “tailor-made medicine”, which means individu-
alised treatment according to each patient’s pathology,
especially using gene diagnoses or biomarkers [1]. And this
is the case with cancer care in Japan, as well [2].
Regarding breast cancer care, the role of adjuvant che-
motherapy for lymph-node-negative, estrogen-receptor-
positive, early-stage breast cancer (LN—, ER+, ESBC) in
order to prevent or delay distant recurrence after primary
surgery has been debated [3—-6], while the use of hormonal
therapy with tamoxifen or aromatase inhibitors in those
cases is established by several large randomised clinical
trials [7, 8). Efforts to aggregate available evidences have
been made in order to best guide the clinical decision of
whether to add chemotherapy or not, which result in the
development of consensus guidelines, such as National
Comprehensive Cancer Network (NCCN) guideline [9, 10]
or St Gallen recommendation [5]. These guidelines eval-
uate patient’s risk of recurrence based on factors such as
age, tumour size and histology, and then suggest the indi-
cation for adjuvant chemotherapy to higher risk patients
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based on a judgement that the benefit of survival from
chemotherapy overweighs the disbenefit of adverse effects
and medical risks [11]. However, the risk classification
which underlies this judgement has been considered as not
certain nor specific enough, so that it leaves a room for
the development of a more accurate and individualised
predictor of the risk of recurrence.

A multigene assay of resected breast cancer tumour
tissue was implemented in order to realise more informed
and individualised decision for adjuvant chemotherapy
indication, which resulted in the development of the
21-gene reverse transcriptase-polymerase chain reaction
(RT-PCR) assay with a patented algorithm (Oncotype
DX® Breast Cancer Assay). It gives an individual case of
LN-—, ER+, ESBC Recurrence Score (RS) that represents
individualised risk of recurrence. The accuracy of RS as
criteria in assessing the risk of recurrence was validated by
a prospective study of historical clinical trial data from
National Surgical Adjuvant Breast Cancer Project
(NSABP) B-14 study with the gene assay of preserved
tumour tissue [12]. Furthermore, the accuracy of RS in
predicting the magnitude of chemotherapy benefit was
validated by a similar study including data from NSABP
B-20 study with the gene assay [13]. In other words,
patients classified as high risk of recurrence by RS criteria
are likely to be highly responsive to chemotherapy, which
implies that the assay is clinically efficient in identifying
those who could benefit from adjuvant chemotherapy.

This development is deemed as a pathway geared
towards tailor-made medicine in breast cancer care, which
anticipates a similar innovative assay like 70-gene signa-
ture (MammaPrint®) [14]. Yet another significant
characteristic of the 21-gene RT-PCR assay is its high
price, ¥450,000 (US$3,913; US$1 = ¥115), while the
reimbursement for a conventional gene diagnosis test of
malignant tumour is set at ¥20,000 (US$174) in the social
health insurance system of Japan. Needless to say, a
valuable innovation of technology deserves patent protec-
tion and accompanying financial rewards as its own right.
However, from the viewpoint of economics, it is impera-
tive to appraise the “value for money” of such highly
priced new technology [15]. The proportion of LN—, ER+
cases among breast cancer is large, 28.7% [16], and the
incidence of breast cancer is estimated as 41,494 in 2005
and increasing continuously [17]. Therefore, once the assay
becomes a standard procedure within social insurance
benefit package, more than 12,000 assays are expected to
be implemented in a year. This leads to a concern about its
implication for health financing. From the viewpoint of
health manager, it is also imperative to appraise the
“budget impact” [18], which basically correlates to the
product of the price and the quantity of health services
provided.
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To date, there are two studies that look at economic
aspects of the 21-gene RT-PCR assay based on validation
studies in the U.S. health system. Hornberger et al. carried
out an economic evaluation of the assay, and reported it as
cost-saving based on a reclassification of patients’ risk
using RS criteria, instead of NCCN criteria [19]. Lyman
et al. also reported that RS-guided treatment could be cost-
saving compared to the treatment with tamoxifen combined
with chemotherapy for all patients, and cost-effective
compared to the treatment with tamoxifen alone for all
patients [20]. There is no report from any other countries
nor yet a comparison with St Gallen-guided treatment.

This study aims to evaluate cost-effectiveness and
budget impact of the 21-gene RT-PCR assay in Japan’s
health care system. The results should be useful in con-
sidering the diffusion of the assay in Japan, and could
inform health care policy in the era of tailor-made medi-
cine in developed countries.

Methods

We conduct a cost-effectiveness analysis with decision
trees and Markov modelling based on the validation studies
of the 21-gene RT-PCR assay [12, 13, 21], and a costing
under Japan’s social health insurance system including a
sensitivity analysis from societal perspective. We also
estimate the budget impact of the assay on Japan’s social
health insurance system based on our economic model.

Scenarios and comparisons

Both Japanese clinical practice [22] and consensus guide-
lines [23, 24] are in accordance with NCCN guideline as
well as St Gallen recommendation in a mixed way. And
changing criteria from NCCN/St Gallen to RS in risk re-
classifications with estimated distant recurrence free
survival in 10 years (DRFS,o) were reported in one of the
validation studies as shown in Table 1 [21]. (Since DRES,q
of patients with intermediate risk according to St Gallen
criteria was not yet published, we assume the mid-value of
DRFS,o between high risk and low risk classified by St
Gallen criteria.) Three scenarios are set up in this study: a
hypothetical cohort of LN—, ER+, ESBC at the age of 55
undergoes NCCN-guided treatment, St Gallen-guided
treatment, and RS-guided treatment. The age of 55 is
chosen according to the average age of equivalent patient
population in a nationwide cancer registry [16]. The former
two scenarios intend to depict the status quo of Japanese
practice to some extent. The last scenario intends to illus-
trate the situation in which the 21-gene RT-PCR assay is
applied routinely.
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Table 1 Risk reclassification by the 21-gene RT-PCR® assay with expected DRFS?,

Recurrence Score criteria

High risk Intermediate risk Low risk
NCCN?® criteria High risk Probability 29% 22% 49%
DRFS,, 0.70 0.86 0.92
Range tested in sensitivity analyses  Change by £50%  Change by £50%  Change by +50%
Probability 6% 22% 72%
Low risk DRFS,, 0.57 0.82 ] 1.00
Range tested in sensitivity analyses  Change by £50%  Change by. £50%  Change by +£50%
St Gallen criteria  High risk Probability 36% 22% 42%
DRFS;, 0.67 0.82 0.92
Range tested in sensitivity analyses  Change by £50%  Change by £50%  Change by +£50%
Probability 16% 23% 61%
Intermediate risk ~ DRES;, 0.62¢ 0.82¢ 0.96°
Range tested in sensitivity analyses  Change by £50%  Change by £50%  Change by +£50%
Probability 6% 22% 72%
Low risk DRFS,, 0.57 0.82 1.00

Range tested in sensitivity analyses

Change by +50%

Change by £50%

Change by +50%

Source: Reference [21]

? Reverse transcriptase-polymerase chain reaction
® Distant recurrence free survival in 10 years

¢ National Comprehensive Cancer Network

4 Assumed as the mid-value of DRFS o between high risk and low risk classified by St Gallen criteria

Regarding the use of adjuvant chemotherapy, 100% of
patients classified as high risk by NCCN/St Gallen criteria
and 50% of patients classified as intermediate risk by St
Gallen criteria are assumed to undergo chemotherapy,
while 100% of patients classified as high or intermediate
risk by RS criteria are assumed to undergo chemotherapy.

Then, the two pairs of scenarios are compared: NCCN-
guided treatment vs. RS-guided treatment, and St Gallen-
guided treatment vs. RS-guided treatment. These compar-
isons intend to depict the diffusion of the assay in Japanese
practice. The use of chemotherapy decreases from 92 to
49% under the former comparison, and from 75 to 49%
under the latter comparison by the adoption of RS criteria.

Decision tree and Markov model

We construct decision trees with Markov model of clinical
courses followed by LN—, ER+, ESBC patients, which is
shown in Fig. 1.

The decision tree 1 shows the comparison between NCCN-
guided treatment vs. RS-guided treatment; and the decision
tree 2 shows the comparison between St Gallen-guided
treatment vs. RS-guided treatment. Decision nodes of these
trees are as to a decision whether to apply the 21-gene RT-
PCR assay or not. Following chance nodes discern the cohort
to different adjuvant therapies depending on the risk

classification and human epidermal growth factor receptor
type2 (HER2) status. Since the use of trastuzumab for HER2
positive (HER2+) cases as adjuvant therapy is about to be
included in the social health insurance benefit according to the
results of international clinical trials [25, 26], we set up three
types of adjuvant therapies: hormonal therapy (HT), HT plus
chemotherapy (CT), and HT plus CT plus trastuzumab.
Branches with CT lead to subtree B via a chance node, which
discern the cohort to different toxicities. '

The Markov model shows the clinical course once the
adjuvant therapy is completed. Five stages are modelled
here: (1) LN—, ER+, ESBC after criteria-guided adjuvant
therapy; (2) Distant recurrence with response to treatment;
(3) Distant recurrence with no response to treatment; (4)
Progression of disease after distant recurrence; and (5)
Death. Transitions between the stages are indicated with
arrows. Patients follow various courses after recurrence, so
conditions other than these five stages and transitions not
described with arrows here are possible. However, we
model the course in this way based on available reports of
prognosis model of metastatic breast cancer, which is
calibrated with the results of several randomised trials
[19, 27]. Patients with recurrence undergo drug treatment
with HT, CT, and/or trastuzumab depending on their status.

The span of each stage is set up at 1 year. Markov

_process is repeated up to 10 years, since the transitional

probabilities of recurrence are calculated from DRFS,; and
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Subtree A
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No toxicity
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gh isk by RS crieria C Famal toxity
_—q
HER2-
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C (HT+CT)
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Decision tree 1 Low risk by RS criteria (HT-+trastuzomab)
v HER2-
se of 21-gene RT-PCR assay
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HER2-
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HER2+
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Decision tree 2 High risk by St Gallen criteria é (HT+CT-+trastuzumab) *
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Adjuvant CT
+ Subtree B
(HT+CT+trastuzumab)
No adjuvant CT
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Markov model (HT)

Fig. 1 Decision tree and Markov model. Abbreviations: Reverse

transcriptase-polymerase reaction (RT-PCR),

human epidermal growth factor receptor type2 (HER2), hormonal
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recurrence score (RS),

therapy (HT), chemotherapy (CT), National Comprehensive Cancer
Network (NCCN), lymph-node-negative, estrogen-receptor-positive,
early-stage breast cancer (LN—, ER+, ESBC)
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most of recurrences are expected to occur within this time
horizon. After the 10-year, survived patients without
recurrence are assumed to have a life expectancy for Jap-
anese female at age 65 [28], and those with recurrence are
to have a life expectancy of 2 years.

Outcome estimation

Outcomes by the scenario in terms of years of life saved
(YOLSs) and quality adjusted life years (QALYs) are
estimated by assigning probabilities and utility weights to
the decision trees and Markov model from the literature.

Probabilities of risk classification, attached to the first
chance nodes of each branch, are adopted from one of the
validation studies of the 21-gene RT-PCR assay [21]
shown in Table 1. Table 2 shows the other probabilities
and utility weights used. A probability of HER2+, 9.3%,
attached to the second chance nodes, is adopted from a
nationwide breast cancer registry [16]. Probabilities of
adjuvant chemotherapy toxicity, attached to the chance
node in the subtree B, are assumed to be 60% for minor
toxicity, 5% for major toxicity and 0.5% for fatal toxicity
from a report of efficacy and cost-effectiveness of adjuvant
chemotherapy in breast cancer [29].

Regarding the Markov model, transitional probabilities
of recurrence with adjuvant HT are calculated from DRFS 4
in Table 1. The effectiveness of adding adjuvant CT and
trastuzumab are incorporated as risk reduction of recur-
rence. Relative risk reductions resulted from CT among
patients classified as high risk and intermediate risk by RS
criteria are fixed at 74 and 39%, respectively, which are
adopted from one of the validation studies of the 21-gene
RT-PCR assay [13]. A relative risk reduction resulted from
trastuzumab among HER2+ patients are assumed to be 36%
for up to 2 years according to the results of clinical trial
[26]. As mentioned earlier, transitional probabilities
between stages after recurrence are adopted from prognosis
model of metastatic breast cancer [19, 27]. Itis assumed that
the response to treatment and the prognosis after recurrence
differ depending on HER2 status. Probabilities of the
response to treatment for recurrence are fixed at 38.0%
among HER2— patients and 54.0% among HER2+ patients
[27]. Probabilities of the progression of disease after
recurrence are also fixed at: 59.7% if HER2— and having
responded to treatment, 53.7% if HER2+ and having
responded to treatment, 98.3% if HER2— and not having
responded to treatment and 88.5% if HER2+ and not hav-
ing responded to treatment [19]. Probabilities of death after
the progression of disease are fixed at 40.0% among
HER2- patients and 37.2% among HER2+ patients [19].

In order to estimate the outcome in terms of QALYs,
utility weights are chosen for various health statuses during

the clinical course which patients follow. A weight for
health status after adjuvant therapy without any toxicity or
distant recurrence is chosen to be 0.98 [30]. Weights for
toxicities are 0.90 for minor toxicity, and 0.80 for major
toxicity [29], of which duration is assumed as 6 months.
Health status during chemotherapy against the distant
recurrence or the progression of disease weighs 0.50 [31],
of which duration is assumed as 6 months. Health statuses
after the chemotherapy weigh 0.84 if responded, 0.70 if
stable and 0.49 if progressive [27].
Outcome is discounted at a rate of 3% [32].

Costing

From societal perspective, costing should cover the
opportunity cost borne by various economic entities in the
society. In the context of this study, costs borne by social
insurers and patients are considered, since these two enti-
ties are major payers to health care providers under Japan’s
social health insurance system. The amount of direct pay-
ments by these entities, mostly according to the national
medical care fee schedule, are estimated as costs, while
costs to sector other than health and productivity losses are
left uncounted in this study. This choice of scope in costing
allows the following budget impact estimation.

Cost items are identified along the decision trees and
Markov model: the 21-gene RT-PCR assay, adjuvant
therapies, treatments for toxicity, monitorings, treatments
for distant recurrence, and end-of-life treatments as shown
in Table 3. As already mentioned, the cost of the assay is
¥450,000 (US$3,913), according to the price offered by
Japanese supplier of Oncotype DX® Breast Cancer Assay.
Costs of treatments except the end-of-life treatments are
estimated by combining a model of breast cancer care and
the national medical care fee schedule. The care model is
developed based on both a nationwide survey of Japanese
expert practice [22] and consensus guidelines [23, 24].

Adjuvant hormonal therapy includes outpatient care
with tamoxifen, aromatase inhibitors, and LH-RH ana-
logues depending on patient’s status, and is assumed to
continue up to 5 years, which costs ¥534,610 (US$4,649)
per year. Adjuvant chemotherapy includes various regi-
mens. Anthracycline-based combination chemotherapy is
used for about half of the cases, and oral fluorinated
pyrimidine and CMF (cyclophosphamide, methotrexate
and 5-fluorouracil) therapy are frequently used among
other regimens. These cost ¥343,001 (US$2,983). Adjuvant
trastuzumab costs ¥3,105,120 (US$27,001) per year, of
which administration is assumed to continue for 1 year.

There are three levels of toxicity in the decision tree.
However, only the cost of major toxicity is estimated as
¥173,352 (US$1,507), which includes unplanned 1 month
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Table 2 Probabilities and utility weights

Base case value Range tested in sensitivity analyses Source
Probabilities
Patient status
HER2%+ 9.3% Change by £50% [16]
Adjuvant chemotherapy toxicity
Minor 60.0% Change by +£50% [29]
Major 5.0% Change by +£50% [29]
Fatal 0.5% Change by £50% [29]
Relative risk reduction of distant recurrence
Chemotherapy
Intermediate risk classified by RSP criteria 39.0% Change 0-76% {13]
High risk classified by RS criteria 74.0% Change 47-87% [13]
Trastuzumab 36.0% Change 24-46%
(Duration) (2 years) Change to 5 years [26]
Response to treatment for distant recurrence
HER2- 38.0% Change by +£50% [27]
HER2+ 54.0% Change by +£50% [27]
Progression of disease after distant recurrence
HER?2-, response to treatment 59.7% Change by +£50% [19, 27]
HER2—, no response to treatment 98.3% ‘Change by £50% [19, 27]
HER2+, response to treatment 53.7% Change by £50% {19, 27]
HER?2+, no response to treatment 88.5% Change by £50% (19, 27]
Death after progression of disease
HER2- 40.0% Change by +50% [19, 27]
HER2+ 37.2% Change by £50% [19, 27]
Utility weights
After adjuvant therapy without distant recurrence 0.98 Change by £20% [30]
Toxicity
Minor 0.90 Change by +20% ' [29]
Major 0.80 Change by +£20% [29]
Distant recurrence
Chemotherapy, 6 months only 0.50 Change by +£20% [31]
Response to treatment 0.84 Change by +20% 27
Stable 0.70 Change by £20% [27]
Progression of disease 0.49 Change by +20% [27]

* Human epidermal growth factor receptor type2
b Recurrence Score

hospitalisation in two-fifths of the cases and rescue treat-
ment at outpatient clinic in three-fifths of the cases [33, 34].
The cost of minor toxicity, from which 60% of patients
suffer, is included in the cost of adjuvant chemotherapy,
since prophylactic use of antiemetic, for example, is
applied routinely these days. And the clinical course of
fatal toxicity is diverse and not fit to costing by modelling
here, so its cost is estimated later coupled with the cost of
end-of-life treatment.

Patients who complete adjuvant therapy are assumed to
visit a clinic twice a year for the purpose of monitoring,
which costs ¥25,340 (US$220) per year.

@ Springer

There are various options of treatments for the distant
recurrence depending on regimens used in adjuvant ther-
apy. Yet, we assume crossover hormonal treatments
followed by capecitabine within the first year as typical
first line and second line therapies for our hypothetical
cohort, which cost ¥558,458 (US$4,856) per year. We
further assume that this cost is applicable to second year
and afterwards. For HER2+ patients, trastuzumab is addi-
tionally administered, of which cost is the same as one
during the adjuvant therapy.

The end-of-life treatments are diverse in contexts and
lack consensus guidelines or survey data. Its practice
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Table 3 Costs

Base case value Range tested in sensitivity analyses

21-gene RT-PCR® assay (Oncotype DX® Breast Cancer Assay)
Adjuvant therapy
Hormonal therapy, per year
Chemotherapy
Trastuzumab, per year
Treatment for toxicity
Major
Monitoring
After adjuvant therapy without recurrence, per year
Treatment for distant recurrence
Hormonal therapy and chemotherapy, per year
Trastuzumab, per year
End-of-life, per year

¥ 450,000 Change by £50%
¥ 534,610 Change by £50%
¥ 343,001 Change by £50%
¥3,105,120 Change by £50%
¥ 173,352 Change by £50%
¥ 25,340 Change by +£50%
¥ 558,458 Change by +50%
¥ 3,105,120 Change by £50%
¥ 1,315,143 Change by £50%

2 Reverse transcriptase-polymerase chain reaction

reflects other factor than medical judgements, for example,
patients’ and their family’s preference. Therefore, we do
not try to build care model of these cases but exercise an
insurance claim review on 80 recent fatal cases in breast
cancer at Tokyo Metropolitan Cancer and Infectious Dis-
ease Center Komagome Hospital. This results in
¥1,315,143 (US$11,436) per year, which is also used as the
cost of treating fatal toxicity.
Costs are also discounted at a rate of 3% [32].

Comparison of scenarios

Incremental cost'-cffectiveness- ratios (ICER) are calculated
for the purpose of comparing the scenarios:

ICER =
COStRS —guided_treatment — COSINCCN/5t_Gallen—guided _treatment

Effectrs—guided_treament — Effectneen/st_Gatten—guided_treatment

Sensitivity analysis

In order to appraisc the stability of ICERs against
assumptions and uncertainty of adopted values of proba-
bilities, utility weights, and costs in our economic model,
one way sensitivity analyses are performed. The age of
cohort is changed to 45 and 65 years old. DFRS, 5s shown in
Table 1 are changed by +50%, which embrace the relaxa-
tion of mid-value assumption of DRFS;, of patients with
intermediate risk according to St Gallen criteria into both
end values. The use of adjuvant chemotherapy in NCCN-
guided treatment is changed from 50% of high risk cases
only to 100% of high risk cases and 50% of low risk cases;
and from O to 100% of intermediate risk cases in St Gallen-
guided treatment. Propensity to alter treatment among

patients classified as intermediate risk by RS criteria
reclassification is changed from 100 to 50%. As shown in
Table 2, probabilities other than relative risk reductions are
changed by +50%, while the relative risk reductions are
changed according to the reported 95% confidence intervals
of each value. The effectiveness of adjuvant trastuzumab is
extended to 5 years. Utility weights are all changed by
+20%. And as shown in Table 3, costs are all changed by
+50%. Discount rate is also changed from 0 to 5%.

Budget impact estimation

Budget impact is defined as a forecast of rates of use (or
changes in rates of use) with their consequent short- and
medium-term effects on budgets and other resources to
help health service managers [35]. The budget in this study
is defined as funds held by social insurers. We estimate the
budget impact with our economic model assuming that all
new LN—, ER+, ESBC in Japan undergo RS-guided
treatment instead of NCCN/St Gallen-guided treatment
from 2008 to 2012. The incidence of breast cancer is
adopted from a forecast [17], and a share of LN—, ER+,
ESBC is fixed at 28.7% [16]. A share of the budget in costs
is assumed to be 70% according to the co-payment ratio in
Japan’s social health insurance system.

Results
Cost-effectiveness

Table 4 shows the result of the cost-effective analysis. The
cost of RS-guided treatment, ¥4,135,279 (US$35,959),
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Table 4 Result of cost-effectiveness analysis

Cost ® Incremental Effect Incremental Effect Incremental Incremental cost-effectiveness ratio
cost (¥) (YOLS) effect (QALY) effect
(YOLS) (QALY) (¥/YOLS) ®/QALY)
NCCN®-guided treatment 3,845,923 - 19812 - 19309 - - -
b .
vs. R§"-guided treatment 4 135279 289,355 19.895° 0.083 19.405°  0.097 3,465,713 2,997,495
St Gallen-guided treatment 3,841,580 - 19.679 - 19.173 - - -
vs. RS-guided treatment 4 134,791° 293,211 19.900° 0.221 19.410° 0237 1,328,975 1,239,055

# National Comprehensive Cancer Network
> Recurrence Score

¢ The cost and effects of RS-guided treatment scenario are slightly different from each other in two comparisons because of the difference in the

risk reclassification from counterpart scenarios

exceeds that of NCCN-guided treatment, ¥3,845,923
(US$33,443), which results in a positive incremental cost
of ¥289,355 (US$2,516). The effect in YOLSs of RS-
guided treatment, 19.895 years, exceeds that of NCCN-
guided treatment, 19.812 years, which results in a positive
incremental effect of 0.083 year. The effect in QALYs of
RS-guided treatment, 19.405 years, exceeds that of NCCN-
guided treatment, 19.309 years, which results in a positive
incremental effect of 0.097 year.

Similarly, the cost of RS-guided treatment, ¥4,134,791
(US$35,955), exceeds that of St Gallen-guided treatment,
¥3,841,580 (US$33,405), which results in a positive
incremental cost of ¥293,211 (US$2,550). The effect in
YOLSs of RS-guided treatment, 19.900 years, exceeds that
of St Gallen-guided treatment, 19.679 years which results
in a positive incremental effect of 0.221 year. The effect in
QALYs of RS-guided treatment, 19.410 years, exceeds
that of St Gallen-guided treatment, 19.173 years, which
results in a positive incremental effect of 0.237 year. The
cost and effects of RS-guided treatment scenario in this
comparison are slightly different from those in the former
comparison because of a difference in the risk reclassifi-
cation from counterpart scenarios.

In both comparisons, the routine use of the 21-gene RT-
PCR assay gains more but costs more at the same time.
Incremental cost-effectiveness ratios (ICERs) of the former
comparison are 3,465,713 ¥/YOLS (30,137 US$/YOLS)
and 2,997,495 ¥/QALY (26,065 US$/QALY), and those of
the latter comparison are 1,328,975 ¥/YOLS (11,556 US$/
YOLS) and 1,239,055 ¥/QALY (10,774 US$/QALY).

Stability of ICER

Figure 2 shows the results of one way sensitivity analyses.
Items are listed in the order of the magnitude of ICER change
in terms of yen per QALY, while those change ICER less
than 200,000 ¥/QALY (1,739 US$/QALY) are not reported.

Between NCCN-guided treatment vs. RS-guided treat-
ment, ICER is most sensitive to the change of the cost of

@ Springer

the 21-gene RT-PCR assay, which ranges from ¥672,402
(US$5,847) to ¥5,322,588 (US$46,283). It is also sensitive
to the change of the utility weight for a health status after
adjuvant therapy without distant recurrence, which ranges
from ¥2,861,163 (US$24,880) to ¥5,725,775 (US$49,789).
The changes of ICER by the change of all items fall in a
range from ¥672,402 (US$5,847) to ¥5,725,775
(US$49,789). Among the values used in the outcome
estimation, DRFS;y of patients who are reclassified as
intermediate risk by RS criteria from low risk by NCCN
criteria, has the largest impact on the result. Among costs
of treatments, the cost of adjuvant chemotherapy is most
influential to the result.

Between St Gallen-guided treatment and RS-guided
treatment, ICER is most sensitive to the change of the
assumption on the use of adjuvant chemotherapy among
patients classified as intermediate risk by St Gallen criteria,
which ranges from ¥788,230 (US$6,854) to ¥2,989,020
(US$25,991). 1t is also sensitive to the change of the cost of
the 21-gene RT-PCR assay, which ranges from ¥290,593
(US$2,527) to ¥2,187,518 (US$19,022). The changes of
ICER by the change of all items fall in a range from
¥290,593 (US$2,527) to ¥2,989,020 (US$25,991). Among
values used in the outcome estimation, DRFS, of patients
who are reclassified as high risk by RS criteria from
intermediate risk by St Gallen criteria, has the largest
impact on the result. Among costs of treatments, the cost of
adjuvant chemotherapy is most influential to the result.

Overall, the change of ICERs by the change of
assumptions and values is limited from ¥290,593
(US$2,527) to ¥5,725,775 (US$49,789).

Budget impact

Table 5 shows the result of the budget impact estimation.
Annual costs per case by the scenario are calculated from
our economic model. RS-guided treatment accompanies
high costs in the first year, which probably reflects that the
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