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Shiina H, Matsumoto T, Sato T, Igarashi K,
Miyamoto J, Takemasa S, Sakari M, Takada
"I, Nakamura T, Metzger D, Chambon P,
Kanno ], Yoshikawa H, Kato S.(2006)
Premature ovarian failure in androgen
receptor—deficient mice. Proc Natl Acad Sci

U S A. 103(1):224-9

Kanno J, Aisaki K, Igarashi K, Nakatsu N,
Ono A, Kodama Y, Nagao T.(2006) Per
cell” normalization method for mRNA
measurement by quantitative PCR and

microarrays. BMC Genomics 29;7:64.

Grun F, Watanabe H, Zamanian Z, Maeda
L, Arima K, Chubacha R, Gardiner DM,
Kanno J, Iguchi T, Blumberg B. (2006)
Endocrine disrupting organotin compounds
are potent inducers of adipogenesis in
vertebrates. Mol Endocrinol.
20(9):2141-55




Yasuhiko Y, Haraguchi S, Kitajima S,
Takahashi Y, Kanno J, Saga Y.(2006)
Tbx6-mediated Notch signaling controls
somite—specific Mesp2 expression. Proc

Natl Acad Sci U S A. 103(10):3651-6
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Formaldehyde sampling time
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Formaldehyde sampling time
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Formaldehydeft B #X &

METHANE METABOLISM

11117

5,10-Methylers-
e wehydrofolar
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—W Serins mstabolism p—— O Sexins
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© Acetyl-CoA

1.2.99.
ooz L__J]
O Corrinoid

00680 B8M1110S

KEGG &Y

Biochem Genet. 1992 Jun;30(5-6):215-31.

Biochemical genetics of alcohol dehydrogenase isozymes in the gray short-tailed opossum
(Monodelphis domestica).

Holmes RS, van Oorschot RA, VandeBerg JL.

Polyacrylamide gel-isoelectric focusing (PAGE-IEF) methods were used to examine the multiplicity,
tissue distribution, and biochemical genetics of alcohol dehydrogenase (ADH) isozymes among gray
short-tailed opossums (Monodelphis domestica). Seven ADH isozymes were resolved and
distinguished on the basis of their isoelectric points, tissue distributions, and substrate and inhibitor
specificities. ADH1 and ADH2 exhibited Class | properties and were observed in liver (and intestine)
extracts. ADH3, ADH4, and ADH5 showed "high-Km" (possibly Class IV) properties, with ADH3 and
ADH4 exhibiting high activity in cornea, ear, stomach, and esophagus extracts. ADH6 and ADH7
exhibited Class llI properties, including activities as formaldehyde dehydrogenases, with each
showing different tissue distribution characteristics; ADH6 was widely distributed, and ADH7 was
restricted to prostate extracts. An additional form of formaldehyde dehydrogenase (FDH) was
observed, which was inactive with hexenol and ethanol as substrates. Isoelectric point variants were
observed for ADH3 (three forms) and for ADH4 (two forms), and the inheritance of ADH3 was studied
in 15 families of M. domestica. The data were consistent with codominant inheritance of two alleles
(ADH3*A and ADH3*B) at a single autosomal locus (designated ADH3) and with a model involving a
dimeric ADH isozyme: ADH3 (gamma 2 isozyme, forming three dimers designated gamma 1(2),
gamma 1 gamma 2, and gamma 2(2) in heterozygous individuals).
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PYRUVATE METABOLISM
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Cyp2c55 (1419582_at)

cytochrome P450, family 2, subfamily ¢, polypeptide 55
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NADPH,, O, NADP, H,0

H—faEEM KBS Cytochrome
P450 ZJ73—IC&Y %.

EHLTHLEMAEICET IR
FIFEAEBWD, PSFFUBRE
EHETHHEMHS.

Mol Pharmacol. 2004 May;65(5):1148-58.
Wang H, Zhao Y, Bradbury JA, Graves JP, Foley J,
Blaisdell JA, Goldstein JA, Zeldin DC.

1419562 at

1419382 at
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Formaldehyde 6F¢fi:E B REXERTREL
B FEDORERRMN. tolueneDIEFAEE R

BRBRTEELTVSIEA DD T,

Liver

Lung

6hr inhalation 22hr inhalation

Adh7

1450110_at
alcohol dehydrogenase 7 (class 1V), mu or sigma polypeptide

single oral

Toluene

_54._




Liver
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6hr inhalation 22hr inhalation single oral
Gsta4
1416368_at
glutathione S-transferase, alpha 4 Toluene

Promoterf&#ft

TIWNEAFA U REEERGT
Gpx2, Gsta2, Gsta4, Gsto1

o IRILLTILTERDEEE~ D (L3
Adh7, Aldh3a1

MDpromoterlZ#BT SEGEERFHREEF—T7%
BRE]ELT=
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Gpx2
Gsta2
Gsta4
Gsta4
Gsto1
Adh7
Aldh3a1
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Haich Suwmary

Soquncr:] GxP 232506 | Gxe az6311 | GxP 22061
Lozus bi| (XL 220610 | GRL d24t=t | OXL 135774

GXP_ 220085
GXL_18377.

GXP 313653

2%
HH

L | OXL 2ua7ss | GRL |
Gt Gutol

Bine symbot]  Guct Gtz Gato1
1

1
2

ETV1: EVI1-myleoid transforming protein
TBPF: Tata-binding protein factor

SP1F: GC-Box factors SP1/GC

NKXH: NKX homeodomain factors

NODEF—INHELT
RH&sni=
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