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FIG 4. Histologic analysis was performed by hematoxylin-eosin staining (A) and PAS staining (B} in BALB/c
and plt mice at the indicated time. Figures are representative data of histologic examination of 5 mice.
Original magnification X200.

Analysis of CCR7 and CD25 expression

To clarify the mechanisms of delay in resolution of
airway inflammation, we performed flow-cytometric anal-
ysis to assess CCR7, receptor for CCL19 and CCL21, on
T cells, because it has been reported that CCR7 expression
is critical for T-cell exit from peripheral tissues.**>
CCR7™ cells were present in the CD4 ™ cells of lung after
ovalbumin inhalation both in BALB/c (Fig 5, A) and plt
mice (Fig 5, B). When we examined after cessation of ov-
albumin inhalation in plt mice, there were CD4"CCR7™"
cells, but the majority were CD4F CCR7 cells (Fig 5, B).

Regulatory T cells, which are known to suppress airtway
inflammation, express CCR7 and are activated by pulmo-
nary DCs at the secondary lymph nodes.”®*” Therefore,
we next examined the expression of CD25 on CD4 7 cells.
CD4"CD25™ cells appeared in the BALF after ovalbumin
inhalation. Seven days after cessation of ovalbumin inha-
lation, the number of CD4"CD257 cells in the BALF was
significantly smaller in plt mice than that in BALB/c
mice (Fig 5, C). CD47CD25™ cells marginally existed
in mediastinal lymph node of plt mice (Fig 5, C). There
were no differences in the number of CD47CD25™ cells
in the blood and spleen between plt and BALB/c mice
(Fig S, C). Although the number of CD4*CD25™ cells
in the BALF was decreased, a significant number of
CD4¥CD25™ cells was found in the BALF of plt mice.

Role of CCL19 in resolution of
airway inflammation

To investigate the mechanisms of delayed resolution of
allergic inflammation in plt mice, we added CCL19,
another ligand of CCR7, for which recombinant protein
is available. After 14 days of ovalbumin exposure, we
added CCL19. (5 pg/mouse by osmotic pump) continu-
ously. For BALB/c mice, saline was added instead of
CCL19. After 1 week of administration, lung lymphocytes
were separated and were cultured for 2 days, after which
the supematants were harvested. We measured IL-10
because this protein contributes to the resolution of allergic
inflammation. As shownin Fig 6, A (in the BALF), and Fig
6, B (in the cultured supematants), IL-10 production in
BALB/c mice was significantly greater than in plt mice.
The treatment with CCL19 significantly enhanced IL-10
production in plt mice (Fig 6, B), suggesting that the de-
fect in CCL19 and CCL21 impairs IL-10 production in
Iung cells. To assess the effect of CCL19 administration,
we also analyzed BALF cells and airway response after
1 week of CCL19 administration. Although lymphocytes
m CCL19-treated plt mice did not reach the same level
in BALB/c mice, CCL19-treated plt mice exhibited a sig-
nificantly lower number of lymphocytes in the BALF and
Penh level after 100 mg acetylcholine inhalation compared
with nontreated plt mice (Fig 6, C and D).

—120—



J ALLERGY CLIN IMMUNOL
VOLUME 117, NUMBER &

A Lungdaytd B

S 3 i
g 40 27

' ; J

Lung day14

Lung day28

CCR7
GCR7

L
CcD4
C

200 1
7:) i@ ph l
X 150 - "1 BALB
2
>
&}
& 100 1
N
O
Q
< 50
D -
Ll

0 ﬁ § B =
BAL MLN Blood Spleen

FIG 5. Flow-cytometric analysis of BALF cells, lung, secondary
lymph node, blood, and spleen. A, CCR7 expression in BALB/c
mice. B, CCR7 expression in plt mice. C, Number of CD47CD25"
T cells on day 21 {1 week after cessation of ovalbumin inhalation).
BAL, Bronchoalveolar lavage; MLN, mediastinal lymph node.

DISCUSSION

In the current study, we showed that CCL19 and
CCL21 are important but not critical for sensitization
and induction of allergic inflammation. In plt mice, which
are genetically defective with regard to CCL19 and
CCL21,Y the ovalbumin-specific IgE response was de-
layed, although the same level of response was noted as
in BALB/c mice after the final immunization. Although
airway inflammation and airway response to acetylcholine
were significantly reduced in plt mice compared with
BALB/c mice, significant eosinophilic inflammation
and hypeiresponsiveness were also observed in plt mice
after 2 weeks of inhalation. However, 4 weeks after cessa-
tion of inhalation, airway inflammation and airway hyper-
responsiveness in plt mice were greater than in BALB/c.
At the time of resolution of airway inflammation, IL-10
production was enhanced in BALB/c but not in plt mice.

Enhanced T-cell immune response was observed in plt
mice when examined by contact sensitization.> CCL21 is
present in the luminal surface of venules in peripheral
lymph nodes of wild-type mice but not plt/pl‘[.23 High en-
dothelial venules in plt mice did not express CCL21 and
did not support T-cell sticking, resulting in a marked
reduction of T-cell homing to peripheral lymph nodes. ™
After immunization of plt mice, T cells and DCs located
in the superficial cortex of lymph nodes and in splenic
bridging channels.>® Tt has been reported that airway
inflammation can be induced without secondary lymph
nodes.™ In that study, lymphotoxin «/B knockout mice
were used for impairment of secondary lymph nodes.
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FIG 6. IL-10 production after cessation of allergen inhalation and
effect of CCL19 administration. A, IL-10 level in the BALF before
and after ovalbumin inhalation. B, IL-10 level in the cultured cells.
Data shown are means = SEMs of triplicate examination from
4 mice per group. The effect of CCL19 administration on airway
Inflammation {C) and on airway response (D). *P < .05; **P < .01.
NS, Not significant.

Consistent with previous reports, our data showed that
significant airway inflammation in a lesser magnitude
was induced without secondary lymph nodes.

Blockade of CCL21 by neutralizing antibody exacer-
bates lung Ty1-dominant inflammation induced by propi-
onibacterium acnes, which is thought to possess linkage
to sarcoidosis.'® Immune response in CCR7 receptor
knockout mice was also reported.12 CCRY7 is the receptor
for CCL19 and CCL21, and its knockout mice possess im-
pairment of secondary lymph nodes similar to plt mice.
However, the impairment of contact sensitivity is severely
suppressed compared with plt mice. Antibody response to
subcutaneous immunization with complete Freund adju-
vant is also depressed in the first 10 days and reaches a
level similar to that in wild-type mice after 20 days.
Although the immunization protocol and antigens are dif-
ferent, our data with plt mice exhibited similar kinetics.

Pit mice exhibited impaired resolution of airway in-
flammation. Recently, it has been reported that CCR7
plays a critical role in the lymphocyte exit from peripheral
tissue and entry into afferent lymphatics. ™ As shown in
Fig 5, both CCR7" and CCR7™ CD4 T cells existed in the
lung of both plt and BALB/c mice. Even at the resolution
phase, both CCR7” and CCR7™ cells exist in the lung of
plt mice, suggesting that we could not ascribe delayed
resolution of inflammation only to impairment of T-cell
exitin plt mice. Because IL-10 regulates airway inflamma-
tion,”~! our data on impairment of IL-10 production in
plt mice after cessation of ovalbumin exposure might be
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critical in elucidating factors for resolution of airway
inflammation. Furthermore, administration of CCL19
resulted in recovery of impaired IL-10 production, sug-
gesting that the defect in I.-10 production was directly re-
lated to genetic defects of plt mice. Natural recovery from
autoimmune encephalomyelitis has been ascribed to IL-10
producing CD4*CD25™ regulatory T cells,™ which are
known to suppress airway inflammation and produce
IL.-10 or TGF-.57263%333% plt mice also demonstrate
defective DC localization,'” which is a regulator of adap-
tive immune response as well as a critical inducer.”
Pulmonary DCs also activate regulatory T cells at the sec-
ondary lymph nodes.”’ Although we could not show phe-
notypical defects in CD47CD257 cells in plt mice, we
identify functional impairment of induction of IL-10 pro-
duction in plt mice, which might be ascribed to functional
impairment of regulatory T cells or DCs. Another possible
mechanism of delayed resolution is a defect in apoptosis
in plt mice, which had been reported previously in Tyl-
dominant inflammation.*®
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Role of macrophage migration inhibitory
factor in ovalbumin-induced asthma in rats

M. Kobayashi*, Y. Nasuhara*, A. Kamachi®, Y. Tanino*, T. Betsuyaku?,
E. Yamaguchi®, J. Nishihira™ and M. Nishimura*

ABSTRACT: Macrophage migration inhibltory factor (MIF) Is a pro-inflammatory cytokine that
reportedly counteracts the anti<Inflammatory effect of endogenous glucocorticoids. There have
only been a few reports that demonstrate a potential link between MIF and bronchlal asthma. In an
attempt to further clarify the precise role of MIF In asthma, the present authors examined the
effect of antl-MIF antibody (Ab) on alrway Inflammation and alrway hyperresponslveness in an
ovalbumin-Immunised rat asthma model.

Actively immunised brown Norway rats recelved ovalbumin Inhalation with or without treatment
of anti-MIF Ab. The levels of MIF In bronchoalveolar lavage fluld were signlficantly elevated after
the ovalbumin challenge.

An Immunohistochemical study revealed posltive immunostaining for MIF in bronchial
epithellum, even In nonsensltised rats, and the MIF staining in bronchlal epithelium was
enhanced after the ovalbumin challenge. Antl-MIF Ab significantly decreased the number of total
celis, neutrophils and eosinophilis In the bronchoalveolar lavage fluld of the ovalbumin-challenged
rats, and also attenuated the ovalbumin-induced alrway hyperresponsiveness to ovalbumin and
methacholine. However, anil-MIF Ab did not affect the level of serum ovalbumin-specific IgE,
suggesting that anil-MIF Ab did not suppress immunisation ltseif.

The resulis indicate that macrophage migration inhibitory factor plays a cruclal role in airway
Inflammatlon and alrway hyperresponsiveness In asthma.

KEYWORDS: Alrway hyperresponslveness, alrway Inflammatlon, asthma, eosinophil, macrophage
migration Inhibitory factor, ovalbumin

anti-inflammatory and immunosuppressive
effects of glucocorticoids [5, 10]. MIF also plays
an important regulatory role in the activation of
T-cells induced by mitogenic or antigenic stimuli
[11]. The strong induction of MIF mRNA and
protein has been observed from T-helper cell (Th)
type 2 but not Th1 clones [11]. Accordingly, MIF
is considered to be a pleiotropic peptide, func-
tioning as a cytokine and/or hormone.

=2 acrophage migration inhibitory factor
| (MIF) was first described as one of the
: L earliest cytokines to be derived from
acnvated T-cells and to prevent the random
migration of macrophages [1, 2]. Cloning of
human MIF ¢cDNA has led to extensive studies
using purified recombinant MIF [3]; this protein
has been postulated to function as a pro-
inflammatory cytokine [4, 5]. DONNELLY et al. [6]
reported that the levels of MIF in bronchoalveolar
lavage fluid (BALF) were increased in patients
with acute respiratory distress syndrome. The
present authors subsequently demonstrated that
anti-MIF  antibody (Ab) attenuated Dboth
lipopolysaccharide-induced neutrophil accumu-
lation in rat lungs [7] and bleomycin-induced
acute lung inflammation and mortality in mice
[8]. These data support the idea that MIF is a pro-
inflammatory cytokine involved in lung injury.

Only a few reports have examined the potential
role of MIF in asthma [12-14]. Rosst ef al. [12] first
reported that MIF levels were increased in BALF
from asthmatic patients and that circulating
eosinophils could produce MIF upon stimulation
in vitro. However, one subsequent animal study
could not support this argument of the role of
MIF in asthma because anti-MIF serum did not
affect allergic airway inflammation in mice [14].
The aim of the present study is to further clarify
the role of MIF in asthma using rats. The study
will demonstrate that anti-MIF Ab inhibits

MIF is now known to be constitutively expressed
in a variety of cells, including macrophages, T-

cells and bronchial epithelial cells in the lungs [4,
7, 91. It has the unique feature of overriding the
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ovalbumin (OA)-induced airway inflammation
as well as airway hyperresponsiveness in brown
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MIF IN ALLERGEN-INDUCED ASTHMA

Norway rats, which have been used as a model of atopic
asthma [15-17].

MATERIALS AND METHODS

Animals and Immunlsation

The research adhered to the Declaration of Helsinki and was
approved by the Ethical Committee on Animal Research
(Hokkaido University, Sapporo, Japan). Specific pathogen-free
6-week-old male brown Norway rats (weight range, 160-200 g)
were purchased from Japan Charles River Co. (Yokohama,
Japan). They were actively immunised to OA by subcutaneous
injection with 1 mg OA containing 200 mg aluminum hydro-
xide. An adjuvant consisting of 1x10° heat-killed Bordetella
pertussis organisms was intraperitoneally injected at the same
time.

Preparation of rabbit polyclonal Ab against MIF

Polyclonal anti-rat MIF serum was generated by immunising
New Zealand white rabbits with purified recombinant rat
MIF. Rat MIF was expressed in Escherichia coli and purified to
homogeneity, as described in a previous publication of the
authors’ [18]. In brief, the rabbits were inoculated intrader-
mally with 100 mg of MIF emulsified in complete Freunds’
adjuvant (Wako Pure Chemical Industries, Osaka, Japan) at
weeks 1 and 2, and with 50 mg of MIF diluted in incomplete
Freunds’ adjuvant (Wako Pure Chemical Industries) at
week 4. The immunoglobulin (Ig)G fraction was prepared
using Protein A Sepharose (GE Healthcare Bio-Sciences,
Piscataway, NJ, USA) according to the manufacturer’s
protocol.

Experlmental protocol

The rats were divided into three groups: Naive group, OA
group, and OA+anti-MIE Ab group. The Naive group did not
receive immunisation and did not have any treatments. The
OA and OA-+anti-MIF Ab groups were actively immunised on
day 0 and intraperitoneally injected with 2 mg of the non-
immunized rabbit IgG or the anti-MIF polyclonal Ab every 2
days from day 0 to day 16. In the preliminary study, the
present authors had confirmed that non-immumnised rabbit IgG
caused no changes in inflammatory cells of the OA-immunized
lungs. Neither total cell nor eosinophil counts in BALF were
significantly different between the OA immunised+untreated
group and the OA immunized+non-immunized IgG group
(8.99+1.70x 10° versus 7.05+0.89 x 106 n=3, and
5.794+0.76 x 10° versus 4.67+0.80x10° n=3, 3, respectively;
unpublished data). The OA immunized-+non-immunized IgG
group were thus used as control in this experiment. The
authors felt that administration of non-immunized rabbit IgG
would be desirable to more specifically examine the effect of
anti-MIF Ab. On day 14, the rats inhaled 2 % weight/volume
OA for 15 minutes in an exposure chamber. Three days after
OA inhalation, broncoalveolar lavage was performed, blood
samples and lung tissues were taken, and the airway response
to OA or methacholine (Mch) was measured.

Bronchoalveolar lavage and cell counting

The lungs were washed three times with 15 mL of sterile
saline. After the lavage, the lungs were fixed with an
intrabronchial infusion of 10% neutral formalin at a constant
pressure of 25 cmH,O for 48-h period. The lavage fluid was
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centrifuged and the cells were counted and processed for
differential cell analysis. The supernatant was used for
the measurement of MIF, eotaxin, or interleukin (IL)-13
concentrations.

Measurement of bronchlal responsiveness to methacholine
and ovalbumin

Three days after OA challenge, another set of three groups
were anesthetised with an intraperitoneal injection of pento-
barbital sodium (50 mg-kg™). Intratrachial intubation was then
performed with a metallic tube. The rats were mechanically
ventilated (Rodent Ventilator Model 683; Harvard Apparatus,
Holliston, MA, USA). A pressure transducer (TP-602T; Nihon
Kohden Co., Tokyo, Japan) was connected to a side port of
the metallic tube, and airway opening pressure (Pao) was
continuously measured. An aerosol of Mch or OA was
administered through a reservoir box connected to the
ventilator system. After measurement of baseline Pao, an
aerosol of saline followed by Mch or OA was administered.

Immunohistochemical study

Immunohistochemistry was performed according to the
manufacturer’s protocol on paraffin embedded tissue using a
Catalized Signal Amplification kit (DAKO Japan, Kyoto,
Japan). The primary Ab was anti-MIF diluted at 1:200 with
PBS. The tissue sections were counterstained with methyl
green and mounted. The anti-MIF Ab used for immunohisto-
chemical study was the same as the Ab administered for
treatment of rats.

Measurement of MIF levels by ELISA

The levels of MIF in the BALF were quantitated using the
ELISA method, as described in a previous publication [19]. The
anti-rat MIF Ab administered for treatment of rats was used in
ELISA. Briefly, the anti-rat MIF Ab was added to each well of a
96-well microtitre plate. Wells were incubated with biotin-
conjugated anti-MIF Ab for 1 h at room temperature. Avidin-
conjugated horseradish peroxidase was added after washing.
Substrate solution was then added to each well. The reaction
was terminated with 2 M sulphuric acid. The absorbance was
measured at 492 nm on an automated ELISA plate reader. The
detection limit of this system was 1.5 ng-mL™".

OA-specific IgE Ab assay

The levels of OA-specific IgE in serum were quantitated using
an ELISA method, as previously described [20]. Briefly, the 96-
well microtitre plates were coated with anti-rat IgE monoclonal
Ab (Zymed, South San Francisco, CA, USA) at 4°C for 24 h.
The plate was washed and incubated with standard serum or
sample serum for 1h at room temperature. After washing,
horseradish peroxidase-streptavidin was plated into each well.
After final washing, o-phenylenediamine solution containing
0.035% hydrogen peroxide was added to each well. The
enzyme reaction was stopped by the addition of 2 M sulphuric
acid and the absorbance was measured at 490 nm on a plate
reader. The absorbance of standard serum diluted 1:100 was
arbitrarily defined as U-mL™.

Measurement of eotaxin and IL-13 concentrations by ELISA

Due to the high degree of similarity maintained in chemokines
across species, a mouse ELISA kit (R&D Systems Inc,
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Minneapolis, MN, USA) containing a polyclonal Ab that
recognizes mouse eotaxin was used to detect the rat cognate.
Eotaxin levels in BALF were determined using this kit
according to the manufacturer’s instructions. IL-13 levels in
BALF were determined using a rat-specific solid phase
sandwich ELISA kit (Biosource International, Camarillo, CA,
USA). The minimum detectable concentration of eotaxin was
3 pg-mL’; IL-13 was 1.5 pg-mL™.

Statistical analysls

Data are expressed as mean-tSEM. Statistical analyses were
performed on the data using single-factor ANOVA on the
three groups and with a Student's unpaired t-test for
comparisons of two groups. A p-value of <0.05 was assumed
to be significant.

RESULTS

Expresslon of MIF In OA-Induced alrway Inflammatlon

To investigate whether the expression of MIF in airways was
enhanced in this model, the levels of MIF in BALF were
measured 3 days after the OA challenge. They were signifi-
cantly elevated in the OA group compared with those in the
Naive group (14.7+14ngmL”? wversus 13£1.1ngmL",
respectively, p<0.05; fig. 1).

Immunohistochemical locallsailon of MIF In lungs
Histological examination using the lung tissue confirmed that
QA inhalation induced widespread peribronchiolar inflamma-
tion in OA-sensitised rats, which is characteristic of asthma.
Positive immunostaining for MIF was observed within the
bronchial epithelium, even in the Naive group (fig. 2a). There
was a significant increase in immunostaining of the bronchial
epithelial cells, epithelial submucosa and inflammatory cells in
the alveoli of the OA group 3 days after the OA challenge
(fig. 2b).

Effect of anti-MIF Ab on alrway Inflammation
Total and differential cell counts 3 days after the OA challenge
are shown in figure 3. In the OA group, the numbers of total
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FIGURE 1. Levels of macrophage migration inhibitory factor (MIF) in
bronchoalveolar lavage fluid (BALF). MIF in BALF significantly increased 3 days
after the ovalbumin (OA) challenge in the OA group (n=6) compared with the Naive
group {(n=3). *: p<0.05.
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FIGURE 2. Immunohistochemistry of macrophage migration inhibitory factor
(MIF} in the lung. a) MIF was weakly detected in airway epithelium in the Naive
group. b) MIF was prominent in airway epithelium in the ovalbumin (OA) group 3
days after the OA challenge. Scale bars=100 um.

cells, macrophages, eosinophils and neutrophils were signifi-
cantly elevated compared with those of the Naive group.
Treatment with anti-MIF Ab significantly decreased the
numbers of total cells, eosinophils and neutrophils compared
with those of the OA group (total cells: 15.043.5 x 10° in the
OA group versus 10.5+2.4 x 10° in the OA+anti-MIF Ab group,
p<0.01; eosinophils: 10.5+2.7 x10° in the OA group versus
62+27 x10° in the OA+ant-MIF Ab group, p<00%L;
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neutrophils: 1.4+1.2 x 10° in the OA group versus 0.16+0.27
x10° in the OA+anti-MIF Ab group, p<0.01) and thus
significantly attenuated airway inflammation.

Effect of antl-MIF Ab on antigen-specific alrway contraction
and nonspecific alrway hyperresponsiveness

To investigate whether anti-MIF Ab suppressed airway
hyperresponsiveness, OA-specific and Mch-induced airway
contractions were measured. After measurement of the base-
line pressure, an aerosol of OA was administered. The airway
pressure was significantly increased in the OA group (fig. 4a)
but not in the OA+anti-MIF Ab group (fig. 4b).

Similarly, after measurement of the baseline pressure, an
aerosol of Mch was administered for 1 min in progressively
doubled concentrations from 0.0625 mg'mL™. In the OA
group, the airway pressure was significantly increased. In
contrast, the OA-+anti-MIF Ab group did not respond to Mch
{(up to 16.0 mgml™). The Naive group did not respond to
either 5% OA or Mch (up to 16.0 mg-ml™; data not shown).

Effect of anti-MIF Ab on the development of humoral
Immune responses

Elevated levels of IgE are known to be important in the
development of an allergen-induced airway response [21]. The
results described above may be a consequence of suppression
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of OA immunisation by treatment of anti-MIF Ab; the authors
therefore examined the possibility that anti-MIF Ab might
have influenced OA-specific IgE levels in serum. As shown in
figure 5, as expected [16], the levels of OA-specific IgE in
serum were significantly elevated in the OA group compared
with those in Naive group (124.0+413 U-mL" in the OA
group versus 18.6+5.7 U-mL” in the Naive group, p<0.05).
Treatment with anti-MIF Ab similarly caused the elevation of
OA-specific IgE in serum (153.34+-39.6 U-mL™).

Effect of a single adminlistration of anti-;MIF Ab before
alrway challenge

The authors next considered whether the single administration
of anti-MIF Ab before OA challenge might explain the results
described above. A 2-mg aliquot of anti-MIF Ab or nonimmu-
nised rabbit IgG was injected only once 2h before OA
challenge and bronchoalveolar lavage was performed 3 days
after OA challenge. As shown in figure 6, a single administra-
tion of anti-MIF Ab did not change either the number of total
cells or the differential cell counts in BALF.

Effect of antl-MIF Ab on eotaxin levels In BALF

To investigate the mechanism by which anti-MIF Ab attenu-
ated eosinophil accumulation in the lungs, the levels of
eotaxin, a potent chemokine of eosinophils, in BALF were
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FIGURE 3. Total and differential cell counts in bronchoalveolar lavage fluid, Bronchoalveolar lavage was performed 3 days after ovalbumin (OA) challenge. The nurmbers
of a) total cells, b) macrophages, c) eosinophils d) and neutrophils were significantly elevated in the OA group in comparison with the Naive group. Treatment with anti-MIF
antibody (OA+MIF Ab) significantly decreased the numbers of total cells (a), eosinophils (c) and neutrophils (d) (n=6). **: p<0.01; Ns: nonsignificant.
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FIGURE 4. The effect of anti-macrophage migration inhibitory factor antibody (MIF Ab) on airway contraction. Both ovalbumin (OA)-specific and non-specific airway
responsiveness were examined 3 days after OA challenge. After measurement of baseline pressure, an aerosol of 5% OA (indicated by the dotted arrowhead) was
administered for 15 min (solid black arrow in a). a) In the OA group, the airway pressure was significantly increased. b) Converesly, the airway pressure was not increased in
the OA+anti-MIF Ab group. An aerosol of methacholine (Mch) was administered for 1 min in progressively doubled concentrations from 0.0625 mg-mlL"! (grey arrowhead)
after measurement of the baseline pressure. c) In the OA group, the airway pressure was significantly increased. d) In contrast, the OA+anti-MiF Ab group did not respond to
Mch even at the maximum dose, 16 mg-mL". Results are representative of three independent experiments. Solid black arrow in b): 30 min; open arrowhead: saline

inhalation.

measured. In the study series up to 24 h after OA challenge,
the levels of eotaxin in BALF began to increase at 4 h and
reached peak levels at 8 h in the OA group; however, no
appreciable increase was seen in the levels of the Naive group
(data not shown). No significant difference was seen in
eotaxin levels at 8 h after the OA challenge between the OA
group and the OA+anti-MIF Ab group (8.24+1.5 pg-mL™
in the Naive group, 127.3+38.0 pg-mL™ in the OA group,
and 160.0+23.3 pg'mL™ in the OA+anti-MIF Ab group;
fig. 7a).

Effect of antl-MIF Ab on IL-13 levels in BALF

The levels of IL-13 in BALF were also measured. The levels
were significantly elevated at 8 h after OA challenge in the OA
group compared with the Naive group. However, no sig-
nificant difference was seen in IL-13 levels between the OA
group and the OA+anti-MIF Ab group (31.2+5.2 pg'mL™ in
the Naive group, 63.0+16.9 pg'mL™ in the OA group, and
72.4+8.1 pg-mL™ in the OA+anti-MIE Ab group; fig. 7b).

EUROPEAN RESPIRATORY JOURNAL

DISCUSSION

This study first demonstrated that OA-sensitised rats had
increased levels of MIF in BALF and enhanced expression of
MIF in airway epithelium after OA challenge. These results are
consistent with the previous observation in a human study in
which BALF from patients with asthma contained significantly
elevated levels of MIF as compared to normal volunteers [12].
In addition, it has been clearly demonstrated that treatment
with anti-MIF Ab significantly suppressed airway inflamma-
tion and airway hyperresponsiveness, both of which are
characteristic features in this rat model of atopic asthma.
These results indicate that MIE plays a potent role in the
pathogenesis of allergen-induced airway inflammation and
that anti-MIF Ab may have a therapeutic potential for
bronchial asthma.

The present study does not agree with a previous study in
which anti-MIF serum did not affect the allergic inflammation
of the airway in mice [14]. In that study, mice were exposed to

VOLUME 27 NUMBER 4 5

—127—



MIF IN ALLERGEN-INDUCED ASTHMA

160
i
5
.E
>
w

2 80 -
[&]
=1
[&]
@
jo
@
3

T
0 T
Naive OA+MIF Ab

FIGURE 5. Effect of anti-macrophage migration inhibitory factor antibody (MIF
Ab) on ovalbumin (OA)-specific immunoglobulin (Ig)E levels in serum. Serum was
removed from the inferior vena cava 3 days after the OA challenge (n=6). The levels
of OA-specific IgE in serum were significantly elevated in the OA group after OA
challenge compared with those in the Naive group. There was no significant
difference between the OA group and the OA+anti-MIF Ab group. *: p<0.05; NS:
nonsignificant.

OA: once daily for 7 days following active immunization by OA
injection and were treated with anti-MIF serum every 3 days
from the day before the first allergen challenge to the end of
the experiment. Such treatment did not significantly reduce the
number of eosinophils either in lung tissues or BALF. The
discrepancy between the two studies with regard to the effect
of anti-MIF on eosinophil recruitment into the airway requires
some explanation. First, the eosinophilic inflammation induced
in the other study was milder than that observed in the present
study; the percentage of eosinophils in BALF was nearly 30%
in the other study and 64.9+3.7% in the present study. The
small number of eosinophils in the other study might have
obscured the inhibitory effect of anti-MIF Ab. Secondly,
researchers in the other study used anti-MIF serum rather
than anti-MIF Ab, and the total dose of anti-MIF serum given
might not have been sufficient. Indeed, although the previous
study also investigated the effect of anti-MIF serum on
lipopolysaccharide-induced neutrophilic airway inflammation,
the researchers could not demonstrate the effect of the anti-
MIF serum either. In contrast, the present authors previously
demonstrated that anti-MIF Ab significantly inhibited
lipopolysaccharide-induced neutrophil accumulation in rat
lungs [7]. Taken together, the anti-MIF serum used in the
other study may not have had enough potency or may not
have been given in a sufficient amount to exert a discernable
effect. A less likely possibility for the discrepancy between the
two studies is that the role of MIF in animal models of asthma
may differ among species.

MIF is known to be constitutively expressed in bronchial
epithelium [7, 9]. In the present study, the immunohisto-
chemical experiment clearly demonstrated that expression of
MIF was enhanced in airway epithelium after OA challenge in
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OA-sensitised rats. This is the first study to demonstrate that
bronchial epithelium is a potent source of MIF in an asthma
model. Previously, Rossi ef al. [12] suggested that eosinophils
might be a potential source of MIF in human asthma because
even circulating eosinophils from normal volunteers were
shown to produce MIF with phorbol myristate acetate
stimulation. Indeed, in the present study, the majority of
inflammatory cells in BALF were eosinophils. Accordingly,
bronchial epithelium as well as eosinophils may jointly
contribute to the increased levesl of MIF in BALF in the
present rat asthma model.

Because 60-70% of total cells in BALF in OA-sensitised rats
were eosinophils, the attenuation of the number of total cells
by treatment with anti-MIF Ab is mostly attributed to the
attenuation of the number of eosinophils. It has been reported
that the eotaxin levels are highly elevated in BALF from
patients with asthma [22] and that eotaxin is associated with
airway hyperresponsiveness [23]. Eotaxin may therefore play
an important role in the pathogenesis of bronchial asthma. As a
result, the present authors wondered whether the effect of the
anti-MIF Ab on airway inflammation might be at least in part
explained by its effect on eotaxin. It was found that the level of
eotaxin in BALF was certainly elevated after OA challenge
compared with that in naive rats. However, no significant
difference was observed in the levels of eotaxin in BALF
between the OA group and the OA+anti-MIF Ab group. In
animal models, IL-13 has been shown to induce airway
hyperresponsiveness and airway eosinophilia [24, 25]. It is
also possible that IL-13-dependent airway hyperresponsive-
ness occurs via mechanisms that are independent of airway
eosinophilia [26]. In the present study, the levels of IL-13 in
BALF were elevated after OA challenge; however, there was
no significant difference between the OA group and the
OA+anti-MIF Ab group. The authors also measured the
expression of IL-5 mRNA and macrophage inflammatory
protein (MIP)-1o. mRNA using tissue homogenates after OA
challenge. These chemokines are known to have a role in the
recruitment of eosinophils to airways in asthma. However, the
level of mRNA for MIP-la did not increase after antigen
challenge and that of IL-5 was under the detection limits, even
after antigen challenge in this model (data not shown). A
previous study reported that MIF significantly delayed
spontaneous neutrophil apoptosis in vitro, as well as eosinophil
apoptosis to some extent [27]. Thus, the anti-MIF Ab might
reduce the number of eosinophils and neutrophils in BALF by
enhancing apoptosis of those cells.

The anti-MIF Ab dramatically reduced the number of
neutrophils in BALF in the present study. Neutrophils are
known to be increased in the airways of patients with status
asthmaticus [28], during exacerbations of asthma [29] and in
sputum from subjects with severe asthma [30]. However, the
role of neutrophils in asthma is not fully understood. The
attenuation of the number of neutrophils may be partially
attributed to the anti-inflammatory effect of anti-MIF Ab in the
present model. The authors have previously reported that anti-
MIF Ab inhibits lipopolysaccharide-induced neutrophil accu-
mulation in rat lungs via its suppressive effect on MIP-2, a
powerful neutrophil chemokine {7]. Therefore, the suppression
of MIP-2 might cause attenuation of the number of neutrophils
in the rat asthma model.
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FIGURE 6. Effect of single administration of anti-macrophage migration inhibitory factory antibody (MIF Ab) on a) total cells, b) macrophages, ¢) eosinophils and d)
neutrophils in bronchoalveolar lavage fluid (BALF). A 2-mg aliquot of anti-MIF Ab or rabbit IgG was injected once, 2 h before ovalbumin (OA) challenge and bronchoalveolar
lavage was performed 3 days after OA challenge. A single administration of anti-MIF Ab did not reduce the number of total and differential cell counts in BAL fluid (n=3).

In the present study, the anti-MIF Ab did not affect antigen-
specific IgE in serum, which led to investigation of whether a
single dose of anti-MIF Ab could exert its effect before OA
inhalation. A single administration of anti-MIF Ab did not
reduce the number of total cells and differential cell counts in
BALF, suggesting that the serial injection of the anti-MIF Ab
from OA sensitisation to 2 days after OA inhalation are
necessary for its suppressive effect to be exerted. The total
amount of anti-MIF Ab might be important for exertion of its
effect. It was therefore concluded that anti-MIF Ab suppressed
QA-induced airway inflammation by an independent mecha-
nism of OA-sensitisation.

Glucocorticoids are currently the most effective anti-inflam-
matory agent in the treatment of asthma [31]. However, it is
widely recognised that a small proportion of patients, who
are often named as steroid-resistant asthmatics, fail to
respond to glucocorticoids. MIF might play a role in the
blunt response to endogenous or exogenous steroids [5, 10].
This consideration leads to the speculation that anti-MIF
therapy may not only have direct anti-inflammatory effects,
but also act by recovering the function of endogenous and/or
exogenous glucocorticoids.

Finally, some comments should be made on the weakness of
the experimental protocol in this study. First, quantitative

EUROPEAN RESPIRATORY JOURNAL

assessment of airway hyperresponsiveness was not performed,
particularly for naive rats and OA+anti-MIF Ab rats; this
meant it was unclear how much anti-MIF Ab attenuated
airway hyperresponsiveness in the OA-immunised lungs. Such
assessment was not performed because the authors’ specific
interest lay in assuring that enhanced airway hyperrespon-
siveness by OA immunisation and inhalation was actually
attenuated by anti-MIF Ab. Secondly, airway pressure was
used to assess airway hyperresponsiveness, which is influ-
enced by changes in both airway resistance and lung
compliance. As the increased airway pressure was confirmed
to return to baseline in a short time, the change of compliance,
which is likely to be caused by lung parenchymal injury, could
be negligible in the present study (data not shown).

In summary, the present manuscript has demonstrated that
macrophage migration inhibitory factor is involved in the
asthmatic response in the ovalbumin-sensitized rat asthma
model. It has also been shown that bronchial epithelium is a
potent source of macrophage migration inhibitory factor in this
asthma model. The anti-macrophage migration inhibitory
factor antibody also significantly attenuated ovalbumin-
induced airway inflammation and airway hyperresponsive-
ness. Although these data support the concepts that
macrophage migration inhibitory factor plays an important
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FIGURE 7. Effects of anti- macrophage migration inhibitory factory antibody
(MIF Ab) on a) eotaxin and b) interleukin (IL)-13 levels in bronchoalveolar lavage
fluid (BALF). The levels of eotaxin and IL-13 in BALF were significantly elevated in
the ovalbumin (OA) group compared with the Naive group 8 h after the OA
challenge. However, there were no significant differences in both chemokines
between the OA group and the OA+anti-MIF Ab group (n=3 for each).

role in asthma and anti-macrophage migration inhibitory
factor antibody may have a therapeutic potential for asthma,
further investigations are necessary to fully understand the
mechanism of the effect of anti-macrophage migration inhibi-
tory factor antibody on asthma pathology and to examine the
therapeutic potential of the anti-macrophage migration inhibi-
tory factor antibody in human asthma.
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Polymorphisms in the Muscarinic Receptor 1 Gene
Confer Susceptibility to Asthma in Japanese Subjects
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Satoshi Konno, Tadamichi Shimizu, Hiroshi Shimizu, Etsuro Yamaguchi, and Masaharu Nishimura

First Department of Medicine and Department of Dermatology, Hokkaido University Graduate School of Medicine, Sapporo, japan

Rationale: The human cholinergic receptor muscarinic-1 (CHRM1)
is widely distributed in the lungs. In patients with asthma, CHRM1
may be involved in airway constriction, airway epithelial cell prolif-
eration, and airway inflammation. The CHRMT gene is located on
chromosome 11q13, which is one of the candidate loci for asthma
and atopy.

Objectives: To determine the role of the CHRM1 gene polymor-
phisms in asthma.

Methods: We studied nine single-nucleotide polymorphisms
(—18379G = A, —9697C > T, —~6965T » C, —4953A > G, +267A
C, +1353C = T, +3970C = G, +5418C - G, and +5455G =~ 1) in
a case-control study using 326 patients with asthma and 333 healthy
control subjects. We also examined functional consequences of the
~9697C > T and —4953A > G polymorphisms at the regulatory
region using an mRNA reporter assay.

Measurements and Main Results: Two common single-nucleotide
polymorphisms (-9697C ~ T and —4953A ~ G) were associated
with asthma. The odds ratio for the TT homozygotes at the ~9697C
= T polymorphism was 0.29 compared with the CC homozygotes
(95% confidence interval, 0.12-0.73; p  0.008), and the odds ratio
for the GG homozygotes at the —4953A > G polymorphism was
1.86 compared with the AA homozygotes (95% confidence interval,
1.04-3.34; p = 0.038). Haplotype analysis showed that the —~9697T/
—6965T/~-4953A haplotype was associated with a lower risk of
asthma (p = 0.00055) and the —9697C/—69657/—4953G haplotype
was associated with an increased risk of asthma (p = 0.020). The
—9697T/—4953A haplotype was also associated with lower lucifer-
ase activity in vitro compared with the ~9697C/—4953G haplotype.
Conclusions: This study, together with an in vitro functional study,
suggests that the CHRMT gene is an important susceptibility locus
for asthma on chromosome11q13.

Keywords: case-control studies; igE; muscarinic cholinergic receptor-1;
single-nucleotide polymorphism

The cholinergic nerves are the dominant neural bronchoconstric-
tor pathway in humans (1). They release acetvicholine onto
muscarinic receptors causing cholinergic bronchoconstriction
(2). mucous hypersceretion, and edema in the airwayvs. Increases
in cholimergic nerve activity and cholinergic hypersensitivity are
assacialed with asthma, and patients with asthma are hypersensi-
tive to the bronchoconstricting actions of muscarinic agomists
(3). The human cholinergic receptor muscarinic 1 (CHRMI:
Online Mendehan Inheritance of Man database no. T8510) is
widely localized in the human hung, including the alveolar walls,
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AT A GLANCE COMMENTARY

Scientific Knowledge on the Subject

Genetic studies repeatedly have linked asthma and asthma-
related phenotypes to chromosome 11913, on which several
biological candidate genes are located.

What This.Study Adds to the Field

Gene coding the human cholinergic receptor muscarinic-1
(CHRMI) is an important susceptibility locus for asthma
al chromosome 11q13.

bronchial epithelial cells, parasympathetic ganglia, ncuro-
muscular junction, and submucosal glands (4). Studies using
pirenzepine. a muscarinic antagonist selective for M1 receptors,
have shown that M1 muscarinic receptors are involved in vagally
induced bronchoconstriction (5-7). M1 receptor—deficient mice
showed increased bronchoconstriction in response to 10 ¥ M
muscarine in peripheral airways (8), suggesting the existence of
an M1 receptor-dependent pathway counteracting cholinergic
bronchaconstriction. M1 receptors also play a role in mast cell
function (9). epithehial cell proliferation in the trachea (10),
release of neutrophil and monocyte chemaotactic activity from
epithelial cells (11), acetylcholine-induced relaxation of the
human pwlmonary veins (12), and regulation of water and elec-
trolyte secrction on submucosal glands (13). Taken together,
CHRMI is critically involved in the pathophysiology of asthma.

The gene encoding CHRMI exists on chromosome 1igl3.
which has heen linked to asthma and asthma-related pheno-
types in several genomewide scarches (14-17). Given the impor-
tant role of muscarinic cholinergic mechanisms in asthma. the
CHRM!I gene is biologically an excellent candidate for asthma
susceptibility in the region of chromosome 11g13. Thus. in the
current study, we examined whether genctic variations i the
CHRM] gene are associated with asthma. To gain insight into
the possible molecular basis of the disease association, we also
examined functional consequences of single-nucleotide poly-
morphisms (SNPs} at the regulatory region of the CHRM ! gene.

METHODS

See online supplement for additional details.

Study Subjects

A total of 659 unrclated Japanese adults were corolled in the study
(Table 1). Asthma was defined on the basis of recurrent episodes of at
least two of three symptoms (cough, wheeze, and dyspnea) that are
associated with demonstrable reversible airflow hmitation (13% vari-
ability in FFV, or in peak expiratory flow rate cither spontancously or
with an inhaled. short-acting f3;-agonist). or increased airway respon-
siveness to methacholine. or both, as deseribed elsewhere (18).
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TABLE 1. BASIC CHARACTERISTICS OF 659 JAPANESE SUBJECTS

Healthy Control Subjects

Subjects with Asthma

(n = 333) (n = 326) p Value*
Age, yr, median (range) 41 (18-72) 45 (16-79) < 0.0001
Sex, n {male/female) 208/125 148/178 < 0.0001
Smoking, n (never/ex-/current) 226/12/95 190/69/67 < 0.0001
Atopy, n (%6) 170 (51) 237 (73) < 0.0001
Total serum igE, log {U/mi, mean (SD} 1.84 (0.627) 2,40 (0.622) < 0.0001
FEV,, % predicted, mean (SD) — 69.2 (13.5)
9% Reversibility in FEV,, median (range) —_

16.9 (0-211)

* One-way analysis of variance or x? test was used where appropriate.

Identification of Polymorphisms

Genomic DNA from Fapanese subjects was genotyped for +267A >
C (rs2067477) and +1333C > T (132067480), because an association of
these polymorphisms at the muscarinic M1 receptor gene with cognitive
function in schizophrenic patients has been reported (19). We selected
an additional seven SNPs for genotyping based on the frequency and
location of SNPs and the linkage disequilibrium (LD} structure in and
around the CHRMI gene. We initially obtained genotyping data of
26 Hapbap SNPs (spanning 31.6 kb around the gene) from 45 unrelated
Japanese subjects at the International HapMap Project (available online
al hup/fhapmap.org/). To select tagSNPs in this region, we used the
multimarker predictor method implemented in the Tagger program
(20). Tag set was generated (using a threshold 7~ of 0.8) using 14 common
SNPs with a minor allele frequency of more than (.05 in the Japanese
population.

As the +267A > C and +1353C > T polymorphisms were in a
complete LD, we genotyped a total of eight SNPs (- 18379G > A
[rs1938677), —9697C > T [rs2075748], —6965T > C [rs342269], —4953A
> G [rs1942499], +1353C = T [rs2067480], 3970C > G [rs4963323],
5418C > G [rs11601597]. and 5435G > T [rs11605665]) for all individu-
als (n = 6359). These SNPs were typed using the assay that combines
kinetic {real-time quantitative) polymerase chain reaction (PCR}) with
allele-specific amplification, as described elsewhere (18). The PCR
products were detected using the ABY 7700 Sequence Detection System
with the dsDNA-specific fluorescent dye SYBR Green I (Applied Bio-
systems, Foster City. CA). The ~4953A > G polymorphism was typed
using TagMan assay (Applied Biosystems).

Statistical Analysis

The association of the CHRM/ gene polymorphism was measured by
odds ratio {OR) with Y5% confidence intervals (CT) as estimates of
relative risk for the development of asthma. We used the Hardy-
Weinberg equilibrium (HWE) program (21) to compare observed
numbers of genotypes with the numbers of genotypes expected under
HWE. For haplotype analyses, we used the Haplo.score program, which
adjusts for covariates and caleulates simulation p values for cach
haplotype (22).

Luciferase Reporter Gene Assay

We constructed two promoter reporter plasmids by placing two haplo-
types (—9697C/—4933G and —9697T/-4933A) into the pGL3-Basic
vector. Human neuroblastoma IMR32 cells (1 % 10°) were transiently
transfected with 9.5 g of one of the two constructs and 0.5 pg of the
pRL-TK vector. an internal control for transfection efficiency. After
24 h. we measured luciferase activity using the Dual-Luciferase Re-
porter Assay System (Promega, Tokyo, Japan). Results were expressed
as means & SEM and were compared by paired ¢ test.

Electrophoretic Mobility Shift Assay

Transcription factor (nuclear factor [NF}-«B or upstream stimulating
factor [USF]-1)-DNA binding activity was analyzed using the electro-
phoretic mobility shift assay (EMSA) kit (Panomics, Redwood, CA),
according to the manufacturer’s instructions.

RESULTS

Characteristics of the 333 healthy control subjects and 326 sub-
jects with asthma are shown in Table 1. The median age of

subjects with asthma was significantly higher than in healthy
control subjects (p < 0.0001). There were significantly more
females in the asthma group than in the control group (p <
0.0001). Subjects with asthma were more likely to be atopic and
had higher levels of total serum IgE than did healthy control
subjects (x* test or analysis of variance, p < 0.0001). More than
30% of the control subjects were atopic, which is consistent with

TABLE 2. COMPARISONS OF ALLELE AND GENOTYPE
FREQUENCIES OF EIGHT CHRMT SINGLE-NUCLEOTIDE
POLYMORPHISMS BETWEEN PATIENTS WITH ASTHMA AND
CONTROL SUBJECTS

HC BA
SNP Allele/Genatype n (%0) n (%) p Value*
—18379 (r51938677) G 361 (54.5) 335(48.1) 033
A 301 (45.5) 311 (51.9)
GG 107 (32.3)  92(28.5)  0.56
GA’ 146 (44.1) 151 (46.7)
AA 78 (23.6) 80 (24.8)
~9697 (r52075748) C 508 (76.3) 533(81.7) 0.015
T 158 (23.7) 119 (18.3)
cC 195 (58.6) 216 (66.3)  0.039
T 118 (354) 101 (31.0)
T 20 (6.0) 9(2.7)
—6965 (15542269) T 491 (73.9) 472(73.1) 0.72
C 173 (26.1) 174 (26.9)
T 184 (55.4) 175(54.2) 0.94
TC 123 (37.1)  122(37.8)
cC 25(7.5) 26 (8.0)
~4953 (r51942499) A 477 (71.6) 434 (66.6) 0.047
189 (28.4) 218(33.4)
AA 174 (52.3) 147 (45.1) 0.5
AG 129 (38.7) 140 (42.9)
GG 30 (9.0) 39 (12.0) .
+1353 (1s2067480) C 615 (92.3) 608 (93.3) 0.52
T 51(7.7) 44 (6.7)
cC 284 (85.3) 287(88.0) 0.19
cT 47 (141) 34 (10.5)
kel 2(0.6) 5(1.5)
+3970 (rs4963323) C 333 (80.3) 524(80.9) 0.78
G 131 (19.7)y 124 (19.1)
cC 216 (65.1) 211 (65.1) 0.75
CG 101 (30.4) 102 (31.5)
GG 15 (4.5) 11 (3.4)
+5418 (rs11601597) C 414 (62.3) 385(59.6)  0.31
G 250 (37.7) 261 (40.4)
cC 132(39.7) 113(35.0) 044
cG 150 (45.2) 159 (49.2)
GG 50(15.1)  51(15.8)
+5455 (rs11605665) G 538 (81.5) 496(77.5) 0.074
T 122 (18.5) 144 (22.5)
GG 218 (66.1) 192(60.0) 0.19
GT 102 (30.9)  112(35.0)

T 10 (3.0) 16 (5.0)
Definition of abbreviations: BA = bronchial asthma; HC = healthy controls.
* ! Test.
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recent findings that the prevalence of atopy (as indicated by
specific Igli against common inhaled allergens) among Japanese
subjects is increasing (23, 24). Prebronchodilator baseline FEV,
at an initial visit to our hospital was examined for 293 subjects
with asthma (89.9%), and improvement of FEV, after bron-
chodilator therapy (400 pg salbutamol) or after a course of
standard asthma medications (inhaled corticosteroids, long-
acting {3;-agonists, theophylline, or leukotriene modulators) was
recorded for 214 (65.6%) subjects with asthma (Table 1).

All eight of the SNPs investigated were within the HWE
in the control group (p > 0.05). The overall success rate for
genotyping was 99.6%. Of the eight SNPs. two common SNPs
(—9697C > T [rs2075748] and ~4933A > G [rs1942499]) in
the regulatory rvegion of the CHRMI gene had a significant
association with asthma (Table 2). Both of these SNPs were
significantly associated with asthma when the analysis was ad-
justed for age, sex. smoking status. and atopic status (Table 3).
The OR for the TT homozygotes of the ~9697C > T polymor-
phism was .29 compared with the CC homozygotes (95% ClL.
0.12-0.73 p = 0.008). and the OR for the GG homozygotes of
the ~49353A = (G polymorphism was 1.86 compared with the
AA homozygotes (953% C1. 104334 p = 0.038).

We analyzed data from the cight SNPs with the Haploview
program {25) and identified two haplotype blocks (Figure 1) in
our case-control population. Haplotype block T comprised three
SNPsin the regulatory region (- 9697C > T [rs2075748], - 6965T
2 Crs342269]. ~4953A > G {rs1942499]). and haplotype block
I comprised three SNPs (<4 1353C = T [rs2067480], +3970C >

1121

G [rs4963323]. +5418C > G [rs116013497)) in the coding exon
and the 3'-UTR. Haplotype analyses were performed in both
blocks T and . The frequency of CHRM1I haplotypes is shown
in Table 4. In block I, the —~9697T/—6965T/-4953A haplotype
was associated with a significantly lower risk of asthma (p =
0.00055) and the —~9697C/—~6965T/-49353G haplotype was asso-
ciated with a significantly increased risk of asthma (p = 0.020).
Inspection of specitic haplotypes revealed that this association
is most likely due to 9697C > T and  4953A > G, because
the same allele for —~6963T > Cis part of both risk and protective
haplotypes. In contrast, none of the haplotypes in block II was
associated with asthma.

In the case-only study, associations between asthma-related
phenotypes. such as total serum IgE levels and atopy, and the
polymorphisms of CHRM were also investigated. We could not
find any significant association between the genotypes of the
eight SNPs and total serum IgE levels or atopy (see Tables El
and E2 in the online supplement).

The transcriptional activity of the CHRM 1 SNPs at the regula-
tory region was compared between the —~9697C/-4953G haplo-
type and the —9697T/—4953A haplotype transiently transfected
into human neuroblastoma IMR32 cells. Luciferase activity in
cell extracts was assessed 24 h after transfection, and was ex-
pressed as fold increase in the activity of the CHRM/ reporter
constructs compared with the pRL-TK vector. Figure 2 shows
that the reporter plasmid carrying the -9697T/-4953A pro-
moter displayed 37% lower transcriptional activity compared with
the plasmid carrving the --9697C/ ~4953G promoter (p = 0.019).

TABLE 3. GENETIC IMPACT ON ASTHMA OF EIGHT SINGLE-NUCLEOTIDE POLYMORPHISMS IN

AND AROUND THE CHRM1 GENE

OR (959 CI)

SNP

18379C = A (151938677)

-9697C >

69657

~4953A

+1353C »

1 3970C

+5418C -

T {rs2075748)

= C (rs542269)

+ G (rs1942499)

T (r52067480)

~ G {rs4963323)

G (rs11601597)

+5455G > T (rs11605665)

Definition of abbreviations: Cl
* Adjustment for matching factors and potential confounding factors,

Genotype

GG
GA
AA
CC
CcT
T
17
He
cC
AA
AG
GG

cC
T
7
cC
G
GG

cC
cG
GG
GG
GT
T

- confidence interval; OR

+ odds ratio.

was performed by unconditional logistic regression analysis.
ip<0.0S
tpoo0.01
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Adjustments (-)

1 (Reference)
1.20 (0.84-1.72)
1.19 (0.79-1.81)

1 (Reference)
0.77 (0.56-1.07)

0.41 (0.18-0.91)

1 (Reference)
1.04 (0.75-1.44)
1.09 (0.61-1.97)

| (Reference)
1.28 (0.93-1.78)
1.54 (0.91-2.60)

1 (Reference)
0.72 (0.45-1.15)
2.47 (0.48-12.9)

1 (Reference)
1.03 (0.74-1.44)
0.75 (0.34-1.67)

1 (Reference)
1.24 (0.88-1.73)
1.19 (0.75~1.89)

1 {Reference)
1.25 (0.90-1.74)
1.82 (0.81-4.1)

Adjustments (+)*

1 (Reference)
1.14(0.77-1 71
1.33(0.84-2.12)

1 (Reterence)
0.73 (0.51--1.06)
0.29 (0.12-0.73)

1 (Reference)
1.00 (0.70-1.44)
1.04 (0.54-2.02)

1 (Reference)
1.38 (0.96-1.98)
1.86 (1.04-3.34)

1 (Reference)
0.61 (0.37-1.02)
1.96 (0.31-12.5)

1 (Reference)
1.12 (0.78-1.62)
0.78 (0.33-1.86)

1 (Reference)
1.29 (0.89-1.88)
1.16 (0.70-1.93)

1 (Reference)
1.28 (0.89-1.85)
1.73 (0.73-4.09)

including sex, age, smoking status, and atopic status,
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This difference in transcriptional activity was consistent in eight
independent experinients.

EMSA failed to show a robust difference in binding affinity
of NF-xB to the —9697T or the —9697C allele, or in binding
affinity of USF-1 to the —4953A or the —4953G allele (data not
shown).

DISCUSSION

Given a high a priori biological plausibility for asthma, we tested
the hypothesis that the allelic variants at the regulatory region

[rs2075748], —6965T > C [r1s542269], —4953A > G
[rs1942499], +1353C > T [rs2067480], +3970C > G
[rs4963323], +5418C > G [rs11601597], and +5455G >
T [rs11605665]. LD blocks are framed in black and were
classified according to the “solid spine” option (25). Each
square plots the level of LD (D' values) between a pair
of SNPs.

of the CHRA] confer susceptibility to asthma by conducting a
case-control study in a relatively large population of unrelated
" Japanese subjects. In accordance with our primary hypothesis,
we found that the presence of the —9697CC genotype, —4953GG
genotype, or the ~9697C/—4953G haplotype at the regulatory
region was significantly associated with a diagnosis of asthma.
Our genetic association study had several strengths: first, musca-
rinic receptors, including M1, have been biologically implicated
in the pathogenesis of asthma; second, the gene encoding the
CHRM]1 is located on chromosome 11ql3, a genomic region

TABLE 4. ESTIMATED HAPLOTYPE FREQUENCIES OF THE CHRM1 GENE POLYMORPHISMS

Haplotype Frequency

Control
(n = 333)

Block |

Haplotype ~9697/—6965/—-4953

1 T T A 0.207

2 C C A 0.239

3 C T A 0.250

4 C T G 0.268
Block 1l

Haplotype  +1353/+3970/+5418

1 T C C 0.371

2 C C C 0.353

3 C G C 0.192

4 C C G 0.371

Asthma
{n= 326) Haplotype-specific Score p Value* (Empirical)

0.158 -3.03 0.00055
0.234 -0.23 0.827

0.254 0.057 0.959

0.303 2.15 0.020

0.391 0.120 0.131

0.349 0.808 0.814

0.179 0.926 0.918

0.391 0.454 0.481

Haplotype frequencies were estimated using the Haplo.Stats program. In Block | (regulatory region of the gene), haplotype
analyses showed that the ~9697T/~6965T/~4953A haplotype was associated with a significantly lower risk of asthma (p =
0.000535) and the —9697C/~6965T/—4953G haplotype was assaciated with a significantly increased risk of asthma (p = 0.020).
In contrast, in Block f, none of haplotypes showed a significant association with asthma. Note that haplotype-specific scores give
effect estimates; negative haplotype-specific scores are associated with a protective effect, and positive haplotype-specific scores
are associated with an increased risk. Haplotypes with frequencies less than 0.05 were excluded from the analyses.
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Human CHRMI gene

Constructive pGL3 vector lD

1123

Figure 2. Transcription activity analysis of
the promoter region of CHRMT IMR32
cells were transiently transfected with
9.5 pg of CHRMT luciferase reporter con-

structs (schematically depicted to the feft)

l*‘*# *'} plus 0.5 ng of pRL-TK vector. Luciferase
activities were normalized against the in-
P=0.019 ternal control Renilla values. The data rep-

-9697T/-4953A-Luc -D T wewe A vene] Iuciferase | R ——!

0

Relative Promoter Activity

resent means * SD for the entire dataset
(four independent experiments, each in
duplicate), and are expressed as a percent-
age of the ~9697C/-4953GC LUC activity.
The difference between these constructs
was significant at p = 0.019 (paired t
test; n = 8).

50 100 (%)

(% of -9697C!-1953G-1.UC levels)

coreseeIntron D Non coding exon I Coding exon

hinked to the diagnosis of asthma and atopy i several genome-
wide scans (14--17): third, in virro functional analyses have shown
that the haplotype at the regulatory region has an effect on a
basal promoter function in IMR32 cells. with the ~9697T/

4953 A haplotype associated with 37% decreased promoter
activity compared with the -9697C/-49353G haplotype. Accord-
ingly, our data suggest that the 9697/ 4953 haplotype may
influence the aftinity of a particular naclear protein to the regula-
tory region of the CHRMI gene. resulting in altered transcrip-
tional activity and ultimately feading to a higher or lower risk
of asthma.

Although the exact mechanisms underlying the involvement
of the CHRM]I gene in the pathogenesis of asthma remain to
be identified. several reports indicate that the cholinergic
pathway has an important role in the pathogenesis of asthma,
in particular in the regulation of bronchoconstriction, airway
inflammation. and atrway remodeling. An M1 receptor-
dependent pathway counteracts cholinergic bronchoconstric-
tion. possibly via the release of a relaxing agent (8); both respira-
tory epithelia and sympathetic nerve terminals within bronchial
smooth muscle are cquipped with M1 receptors (7, 26) and
releasable bronchodilating agents. such as nitric oxide and pros-
taglandin E. {27). Studies with the M1 receptor-preferring
antagonist, pirenzepine. have also suggested the existence of
pulmonary M1 receptors modulating airway diameter (28). Fur-
thermore. Jones and colleagues (29) demonstrated that stable
expression in RBL-2H3 mast cells of the M1 muscarinic acetyl-
choline receptor leads to carbachol-stimulated mast cell degranu-
fation. An animal model of asthma showed that anticholinergic
agents protect against allergen-induced airway remodeling (30).
Together with these in vivo and in virro findings, our tindings
support the contention that CHRMI plays an important role in
the pathogenesis of asthma. Our findings may be of considerable
relevance to asthma treatment, providing an important basis for
identification of individuals for whom the cholinergic pathway
could be targeted.

Sequence analysis ndicated that the T allele at the ~9697C -
T polymorphism creates a potential NF-x B binding site and that
the A allele at the —-4953A > G polymorphism creates a poten-
tial USF-1 transcription factor binding site by reference to the
MatInspector or TFSEARCH database (31). We. however,
failed to see any difference in binding intensities of these nuclear
tactors to the ~9697C > T or ~4953A > G polymorphism.

Therefore. we cannot exclude the possibility that these SNPs
might not be causative in nature. but are in LD with a true
susceptibility allele in the regulatory region of the CHRM gene.
Population stratification may influence the observed associations
(32). However, our population is racially homogeneous, as all
subjects recruited in the study were from the Japanese popula-
tion. which is considered monoracial; thus, our subjects had a
relatively low risk of population stratification effects. Further-
more, we recruited all participants in the current study {rom a
single institute to minimize the chance of mixing populations
with inherently diverse allele frequencies of a susceptibility gene.
In addition. all SNPs were in HWE in a set of unrelated healthy
subjects. Therefore, we believe that the usual problems associ-
ated with population stratification may be of limited importance
in the present study. Nevertheless. we acknowledge that popula-
tion stratification may have influenced the present findings, and
that the findings of the current study are preliminary and do not.
by themselves. conclusively confirm an etiologic relationship.
A more comprehensive approach that examines the functional
consequences of the CHRMI promoter polymorphisms and
identifies the possible promoter-dependent mechanism for an
association between CHRM! and asthma is required.

In conclusion, given the important role of muscarinic cholin-
ergic mechanisms in pulmonary disease. this case-control study,
together with an in vitro functional analysis. suggests that the
CHRM1 gene 1s an important susceptibility locus for asthma at
chromosome 11g13. The 9697/ -4953 haplotype at the regula-
tory region of the gene may contribute to the development of
asthma by altering the human lung muscarinic receptor system in
ways that could account for the increased in vivo lung cholinergic
hyperresponsiveness found in patients with asthma.
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Management of Food Allergy: “Food Allergy Management Guideline 2005”
by National Food Allergy Research Group Supported by the Ministry of

Health, Welfare, and Labor

Motohiro Ebisawa

Department of Allergy Clinical Research Center for Allergology and Rheumatology, National Hospital Organization, Sagamihara National
Hospital, Kanagawa, Japan

In October 2005, we released on internet “Food Allergy

Management Guideline 2005”,” the most important subject we
had worked on in the course of “the research on determination
of causative agent (allergen) for anaphylaxis caused by food and
other factors, and on establishment of its prevention and
prognosis” (principal investigator: Motohiro Ebisawa, M.D., Ph.D.,
3 years project since 2003), which is the national research project
on prevention and treatment of immunological and allérgic
diseases, supported by the Ministry of Health, Welfare, and Labor
by Japanese government.

The guideline was created for general physicians to improve

diagnosis and treatment of food allergy and for food-allergy
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patients to improve their quality of life. Its concept was decided
in 2003 that it should utilize the data accumulated by the Food
Allergy Research Group supported by the Ministry of Health,
Welfare, and Labor, that it should be plain and as short as a
pamphlet, and that it should be released on internet so that anyone
is free to download it. In 2004 the draft was written by staffs
of the Department of Pediatric Allergy, National Hospital
Organization, Sagamihara National Hospital, and then in January
2005 it was discussed for three hours in the public symposium
held at the 5® Workshop on Food Allergy, (which was combined
with the meeting of the Food Allergy Research Group supported
by the Ministry of Health, Welfare, and Labor.) To cover food
allergy from infancy to adulthood, the project committee included
not only pediatric researchers, but also internists, dermatologists,
and otolaryngologists (Table 1). The guideline finally came to
completion through three times tough arguments for about 10
hours altogether in June, July and September 2005, and through
further communication by e-mail.

The most glowing argument was about relation between

infantile atopic dermatitis and food allergy, and how it should be
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Table 1. “Food Allergy Management Guideline 2005” Project Committee

(Principal investigator)
Motohiro Ebisawa
for Allergology and Rheumatology
(Pediatricians)
Yukou Aihara
Akira Akasawa
Setsuko Ito
Atsuo Urisu
Naomi Kondo
Rumiko Shibata
Mitsuhumi Mayumi
Hiroshi Tachimoto
Takanori Imai
(Otolaryngologists)
Kimihiro Okubo
(internists)
Kazuo Akiyama
Sagamihara National Hospital
Naohito Suzuki
Takemasa Nakagawa
(Dermatologists)

Zenro lkezawa
Masutaka Furue
(Collaborator for document preparation)
Chizuko Sugizaki

Sagamihara National Hospital,

Department of Allergy, National Hospital Organization, Sagamihara National Hospital, Clinical Research Center

Yokohama City University Municipal General Medical Center, Pediatric General Medical Center

General Medical Care Department, National Center for Child Health and Development, Childhood Care Service
Department of Food Studies and Nutrition, Doshisha Women's College of Liberal Arts

Department of Pediatrics, Fujita Health University Banbuntane Hotokukai Hospital

Department of Pediatrics, Gifu University School of Medicine

Department of Pediatrics, National Hospital Organization Fukuoka National Hospital

Department of Pediatrics, Fukui University School of Medicine

Department of Pediatrics, National Hospital Organization, Sagamihara National Hospital

Department of Pediatrics, National Hospital Organization, Sagamihara National Hospital

Department of Otolaryngology, Nippon Medical School
Clinical Research Center for Allergoloy and Rheumatology, National Hospital Organization,

Department of Allergy and Respiratory Disease, Fraternity Memorial Hospital,
Department of internal Medicine, St. Mariannna University School of Medicine

Department of Environmentallmmunopathology and Dermatology, Yokohama City University School of Medicine
Department of Dermatology, Kyushu University Graduate School of Medicine

Department of Allergym, Clinical Research Center for Allergoloy and Rheumatology, National Hospital Organization,

treated in the guideline. The point whether to admit dermatitis
as a symptom of food allergy or not, was on focus. The committee
members of dermatologists insisted that generally eczema can not
be developed by the allergic stimuli absorbed through digestive
system. In contrast, the committee members of pediatricians
insisted that infantile food allergy can be diagnosed in the subjects
among infantile atopic dermatitis. The committee members from
pediatrics explained the onset situation of infantile food allergy to
the members from dermatology in order to achieve agreemem.z)
The guideline tried to include clinical classifications of types of
food allergy as it was thought out to place emphasis basically on
comprehensibility.

Another big argument was about definition of “complicated
cases of infant atopic dermaritis and food allergy.” To avoid neither
overvaluation nor undervaluation, fastidious care was given to the
denotation. With the definition of “infantile atopic dermatitis
associated with food allergy”, both dermatologic and pediatric

members of the project committee finally came to agreement,

which was a landmark berween dermatologists and pediatricians
in Japan. ‘

The guideline explains fundamentals with the least paragraphs
and with tables and figures as many as possible. Flowcharts are
made the most of as a composition in the parts of diagnosis and

treatment. In the following sections, I explain summary of the

guideline using actual tables, figures and flowcharts.

1. Definition

It is based on food allergy committee report from the Japanese
Pediatric Allergy Society.” In that report, food allergy is defined
as “Phenomenon of harmful symptoms (on skin, in the mucosa,
in the digestive system, in the respiratory system or anaphylaxis)
triggered by immunologic mechanisms after consuming a causative
food. (not including food poisoning, nor response to toxic foods,

nor food intolerance; pseudo-allergen, enzyme disorders).”
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