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R 1. HEEOSENFE

Table 1. Physical characteristics of subjects.

Men Women
Group M Group N Group MP Group N
n 24 61 34 237
Age (yrs) 53.0%£14.2 4651140 55.0+14.8 44.5+15.0
BMI (kg/m®) 29.3£5.5 245%3.0 ***  264%34 22.1%£28 ***
Waist (cm) 993x11.6 84.8£9.0 ***  97.4%84 77.7%x7.6 ***
SBP (mmHg) 130.9£20.2 118.4+14.8** 122.2%£23.1 115.4£14.7*
DBP (mmHg) 84.0£10.2 743+10.6"**  78.9%11.5 71.4410.0%**"
TG (mg/dl) 190.3%76.9 122.5+£745***  178.7=94.2 112.4E£71.6"*"
HDLC (mg/dl) 49.1%+11.7 55.6+122* 57.2+16.0 65.7£154%*
FPG (mg/dl) 109.0%£21.4 93.9%£11.3***  121.2%56.0 93.5+11.2%**
Abdominal
obesity (%) 100.0 42.6 100.0 5.5
High blood
pressure (%) 79.2 213 441 20.3
High TG (%) 79.2 26.2 55.9 25.7
High blood
glucose (%) 375 4.9 324 5.5
Low HDLC (%) _ 25.0 8.2 11.8 0.8
* p<0.05, ** p<0.01, *** p<<0.001, Significant difference in the group M or MP.
F2. SR & HrkEE
Table 2. Body composition and muscle function.
Men Women
Group M Group N Group MP Group N
%bOdyfat * ek * ok
(%) 27.0+45 19.6£5.2 34.81+22.4 28.7+54
(¢]
Fat mass Total 23.8%+8.7 141%5.1 ***  224+52 15.8+45 ***
(kg) Trunk 13.6%=5.0 73%32 12.6+33 7744 ***
LSTM Total 56.3%+11.6 50.9%7.0 36.5%+4.7 33.9+51 **
(kg) Arm 6217 59+1.1 34=£05 3.2+04 ¥
Trunk 30.0x5.8 26.8+3.6 ** 20427 18.5£2.1 ***
Leg 20.1+4.4 18.1%£28 * 12.6%+1.8 12.1%3.7
VO (ml/kg/min) 30.0+4.1" 354+5.7 25.2%5.5* 30.3£54
HGS (kg/ke) 0.50%0.08 0.62£0.11"**  0.41%0.08 0.490.10***
LEP (Watt/kg) 19.2+54 229+69 * 12.0+£43 13.7£4.0 *

* p<0.05, ** p<0.01, *** p<0.001, Significant difference in the group M or MP.
p P

HGS; handgrip strength, LEP; leg extension power.

WEE, Bied, NBE (B 354=57mlke/
min, P 30.3=54mbkg/min) & O HEIZEWE
#R L7 p<0.05), DXABEIZ L 2468E
LSTM i, B e b, MB (300=58kg) B &
O"MP ## (204+2.7kg) 2N #H (B M 268=
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Fig.2. Maximal oxygen uptake and the number of risk factors of
the metabolic syndrome.

When the maximal oxygen uptake was less than 35 ml/kg/min in

men and 26 ml/kg/min in women, the number of risk factors of

metabolic syndrome was significantly increased than the most

high fit group (p<<0.05).
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Fig.3. Cardiorespiratory fitness, obese-related gene (PPARG),
BM]I, and the risk factors of the metabolic syndrome.

** p<0.01, *** p<0.001, Significant difference in the high fit

group. {p<C0.05, Significant difference in the low fit group

(co).

F3. LHEERETOREFLUBRELAIR) v 7 v Fu—A
Table 3. Genotype frequency of Obese-related gene and metabolic syndrome.

Group M and MP Group N
ADRB3 T64A TT (p=49) 23 (40%) 26 (45%)
TA+AA (n=9) 1 (2%) 8 (14%)

p=0.629
PPARG C1431T CC (n=44) 14 (23%) 30 (50%)
CT+TT (n=16) 10 (17%) 6 (10%)

p=0.049
UCP1 A3826G AA (n=18) 7 (12%) 11 (19%)
AG (n=26) 14 (24%) 12 (20%)
GG (n=15) 3 (5%) 12 (20%)

p=0.133
FABP2 A54T AA (n=24) 7 (12%) 17 (29%)
AT (n=23) 11 (19%) 12 (20%)
T (n=12) 6 (10%) 6 (10%)

p=0.486

Data shown are counts with percentage in parentheses. Frequencies of genotype was compared between meta-

bolic syndrome and normal subjects by x *.
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Table 5. Physical fitness and the risk factors of the metabolic syndrome when
classified in accordance with their genotype of PPARG  (C1431T).

PPARG (C1431T)

Low fit High fit

cC CT+TT cC
n 20 10 14
% body fat (%) 247%6.0 269+5.1 * 21764
Trunk fat mass (kg) 10.1+43 *** (21248 *** 47+2.0
Lean trunkmass (kg)  26.9%3.6 *** 275+56 *** 205%33
SBP (mmHg) 120.4£10.1* 1224+12.6* 110.9+10.3
DBP (mmHg) 77.0£11.6**  80.0%8.6 ** 672%8.5
TG (mg/dl) 129.9£72.4%  172.5192.6"**  68.9%33.6
HDLC (mg/dl) 48.4+£10.5"%% 481124 6621118
FPG (mg/dl) 96.4+9.0 10892347 *** 892+77

*p<0.05, *" p<0.01, *** p<0.001, Significant difference in the high fit
group. Tp<(0.05, Significant difference in the low fit and/or wild type (CC)

group.
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