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F1 ST EDSNP

S\ ID AL HBRT4 rsE5/SNP4
572 ADIPOQ  adiponectin, C1Q and collagen domain containing rs1501299
573 ADRAIA  adrenergic, alpha—1A-, receptor 1s1048101
574 ADRAIA  adrenergic, alpha—1A-, receptor 1s1383914
575 ADRA2A  adrenergic, alpha—2A-, receptor 11800038
576 ADRB2 adrenergic, beta~2~, receptor, surface rsl42718
577 ADRB2 adrenergic, beta—2-, receptor, surface ADRR2-1-GORA
578 ADRB3 adrenergic, beta-3-, receptor 1rs2071493
579 ADRB3 adrenergic, beta—3-, receptor ADRB3-1-TORC
580 ALOX15  arachidonate 15-1ipoxygenase rs743694
581 ALOX5 arachidonate 5-1ipoxygenase 1s2283619
582 APOC3 apolipoprotein C-I111;apolipoprotein A-1 155128

583 ASIP agouti signaling protein, nonagouti homolog (mouse) rs2424984
584 ATP5C1  ATP synthase, Bt transporting, mitochondrial F1 complex, gamma polypeptide 1 1rs2070594-
585 AVPRIA  arginine vasopressin receptor 1A - rs1042615
586 AVPRIA  arginine vasopressin receptor 1A 1s3759292
587 BVP2 bone morphogenetic protein 2 rs2273073
588 BIBM4 BIB (POZ) domain containing 4; 152253823
589 BIBM BIB (POZ) domain containing 4; rs1058319
530 Clorf121 chromosome 1 open reading frame 121 13795479
591 CLONG chloride channel 6;5, 10-methylenetetrahydrofolate reductase (NADPH) rs1801133
532 CIDN20  claudin 20;transcription factor Bl, mitochondrial 15324356
593 COCH OOCH-2-00RG
54 COL11A2  collagen, type XI, alpha 2 1s2272904
595 COL11A2  collagen, type XI, alpha 2 1s2254287
596 COL9AL  collagen, type IX, alpha 1 151135056
597 COL9A1  collagen, type IX, alpha 1 1sh92121
598 CPSF4 cleavage and polyadenylation specific factor 4, 30kDa 152293256
599 DN dendrin;protein kinase, AMP-activated, gamm 1 non—catalytic subunit rs2293445
600 DENAS deafness, autosomal dominant 5 1s754655
601 DENAS deafhess, autosomal dominant 5 152269812
602 EPDR1 ependymin related protein 1 (zebrafish) ;secreted frizzled-related protein 4 rs1132552
603 ESRRA ESRRA-1-CORT
604 FLJ31166 hypothetical protein FLJ31166 rs2742115
605 FOXO1A  forkhead box 01A (rhabdomyosarcoma) rs3751436
606 FRZB frizzled-related protein rsT775

607 GCK glucokinase (hexokinase 4, maturity onset diabetes of the young 2) 1s2971679
608 6K glucokinase (hexokinase 4, maturity onset diabetes of the young 2) rs1799884
609 GJA4 gap junction protein, alpha 4, 37kDa (connexin 37) 12236214
610 GJB2 gap junction protein, beta 2, 26kDa (connexin 26) GJB2-1-00RT
611 GJB2 gap junction protein, beta 2, 26kDa (connexin 26) rs2274084
612 GJB6 gap junction protein, beta 6 {(connexin 30) 75945369
613 GJB6 gap junction protein, beta 6 (connexin 30) GJB6-1-AORC
614 GSK3B glycogen synthase kinase 3 beta rs334558
615 (GSK3B glycogen synthase kinase 3 beta 156438562
616 HSD11Bl  hydroxysteroid (11-beta) dehydrogenase 1 12282740
617 HSD11Bl  hydroxysteroid (11-beta) dehydrogenase 1 1512086634
618 16 ' TL6-CORG
619 IrS1 insulin receptor substrate 1 rs1801278
620 KON potassium voltage-gated chamnel, KQT-1ike subfamily, member 4 KON-1-CORT
621 KN4 potassium voltage—gated channel, KQT-1like subfamily, member 4 1s913378
622 KL klotho 1s1207568
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SNP_ID AL B4 rsEE/ NP4
623 KLOTHO KLOTHO-2-CORG
624 LFP rs2167270
625 LEPR leptin receptor rs1805096
626 LIPG LIPG-OORT
627 IMNA lamin A/C Ts4641
628 LOC389286 similar to FKSG62;protein kinase, AMP-activated, alpha I catalytic subunit 1rs466108
629 LPL lipoprotein lipase 1s328
630 LRP5 low density lipoprotein receptor-related protein 5 152306862
631 MCAP1  mest cell-expressed membrane protein 1;resistin 1s1862513
632 MECP2 methyl CoG binding protein 2 (Rett syndrome) rs1059703
633 MIHFR 5, 10-methylenetetrahydrofolate reductase (NADPH) 1s2274976
634 MIP microsomal triglyceride transfer protein (large polypeptide, 88kDa) 12306986
635 MIP microsomal triglyceride transfer protein (large polypeptide, 88kDa) 1s1800591
636 MVD mevalonate (diphospho) decarboxylase; interleukin 17C 14673
637 MyH1 myosin, heavy polypeptide 1, skeletal muscle, adult 1s3744563
638 MYH2 myosin, heavy polypeptide 2, skeletal muscle, adult rs1017068
639 MYHO myosin, heavy polypeptide 9, nomrmuscle 1s2239786
640 MYO6 myosin VI 12842549
641 MYO6 myosin VI 12213857
642 MYO7A myosin VITA (Usher syndrome 1B (autosomal recessive, severe)) 1s1052030
643 MYO7A myosin VITA Usher syndrome 1B (autosomal recessive, severe)) 12276283
644 NOS3 NOS3-1-TORC
645 NOS3 NOS3-2-GORT
646 NOX4 NADPH oxidase 4 rs3816123
647 NOX4 NADPH oxidase 4 rs2289122
648 NRF1 nuclear respiratory factor 1 151882094
649 OLR1 oxidised low density lipoprotein (lectinlike) receptor 1 13736232
650 PBEF1 preB—cell colony enhancing factor 1 PBEF1-1-ACRC
651 PBEF1 pre-Bcell colony enhancing factor 1 rs3801266
652 PDK4 pyruvate dehydrogenase kinase, isoenzyme 4 rs2073977
653 PON1 paraoxonase 1 1662
654 PPARA peroxisome proliferative activated receptor, alpha rs1800206
655 PPARG peroxisome proliferative activated receptor, gamma rs1805192
656 PPARGCIA peroxisome proliferative activated receptor, gamm, coactivator 1, alpha 1rs3736265
657 PPARGCIA peroxisome proliferative activated receptor, gamma, coactivator 1, alpha 1rs8192678
658 PPARGCIB peroxisome proliferative activated receptor, gamma, coactivator 1, beta rsT132671
659 PRKABI  protein kinase, AMP-activated, beta 1 noncatalytic subunit rs1062688
660 PRKABI  protein kinase, AMPactivated, beta 1 nonrcatalytic subunit 1s6490266
661 PRKABZ  protein kinase, AMP-activated, beta 2 nomrcatalytic subunit rs1348316
662 PRKABZ  protein kinase, AMP-activated, beta 2 nomrcatalytic subunit 1rs6937
663 PRKAGZ  protein kinase, AMPactivated, gamma 2 nomrcatalytic subunit 1s8961
664 PRKAGZ  protein kinase, AMP-activated, gamma 2 nomcatalytic subunit PREAG2-1-00RG
665 PRKCB1 PRKCB1-2-CORT
666 RAI1 retinoic acid induced 1;sterol regulatory element binding transcription factor 1  rs4925115
667 REIN resistin;mast cell-expressed membrane protein 1 rs3745367
668 RXRA retinoid X receptor, alpha 1s1805352
669 RXRA retinoid X receptor, alpha 1s1045570
670 RXRB retinoid X receptor, beta RXRB-1-CORT
671 RXRB retinoid X receptor, beta RXRB-2-CORT
672 RXRG retinoid X receptor, gamma 1rs2134095
RXRG retinoid X receptor, gamma 1s3753897
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69

SPID AL BnT4 rsEE /NP4
674 SCD stearoyl—CoA desaturase (delta—9-desaturase) 153793768
675 SCD1 SCD1-1-00RG
676 SFRP1 secreted frizzled-related protein 1 1rs7013229
677 SFRP2 secreted frizzled-related protein 2 1s3810765
678 SIRT1  sirtuin (silent mating type information regulation 2 homolog) 1 (S. cerevisiae) rs2236318
679 SIRT1  sirtuin (silent mating type information regulation 2 homolog) 1 (S. cerevisiae) rs3740051
680 SILCBA2  solute carrier family 6 (neurotransmitter transporter, noradrenalin), member 2 rs2242446
681 SLOBA2  solute carrier family 6 (neurotransmitter transporter, noradrenalin), member 2 rsb569

_ 682 SREBF2  sterol regulatory element binding transcription factor 2 1s2269657
6833 SREBF2  sterol regulatory element binding transcription factor 2 SREBFZ-2-00R
G
684 STRN3 striatin, calmodulin binding protein 3 rs1045644
635 TATDN2  TatD DNase domain containing 2;ghrelin precursor 1rs2075356
686 TATDN2  TatD DNase domain containing 2;ghrelin precursor rs696217
687 TCFL5 transcription factor-like 5 (basic helix-loop-helix) ;collagen, type IX, alpha 3 rs22
94995 ‘
688 TECTA  tectorin alpha rsb520805
639 TECTA tectorin alpha 1s2155369
690 TEAM transcription factor A, mitochondrial rs11006128
691 TEBIM transcription factor Bl, mitochondrial;claudin 20 s3940
692 TFB2M transcription factor B2, mitochondrial 1s3129568
693 NF tumor necrosis factor 1s1800629
694 TNFA TNFA-2-CORT
695 UCP1 uncoupling protein 1 (mitochondrial, proton carrier) 152270565
696 UcP2 uncoupling protein 2 (mitochondrial, proton carrier) 15659366
697 UCP2 uncoupling protein 2 (mitochondrial, proton carrier) rs660339
698 UCP3 uncoupling protein 3 (mitochondrial, proton carrier) 151800849
699 ucP3 uncoupling protein 3 (mitochondrial, proton carrier) rs2075577
700 WFS1 Wolfram syndrome 1 (wolframin) 15734312
701 WES1 Wolfram syndrome 1 (wolframin) rs1805070
702 WRN Werner syndrome 1s2725362
703 YBX2 Y box binding protein 2 rsb435
711 ADRAZC
712 ADRAID  adrenergic, alpha—1D-, receptor 13803964
713 ADRAID  adrenergic, alpha—1D-, receptor;spermine oxidase 1rs709024
714 ADRAZB  adrenergic, alpha—2B-, receptor 1s3813662
715 ADRB1 adrenergic, beta—1-, receptor 1s1801253



F2 O LESNPE ZOMEE
SNP_ID T vaRL et 7 L VEREE
AA AB BB A B

572 ADIPOQ 32 194 238 0. 278 0.722
573 ADRA1A 335 122 11 0. 846 0.154
574 ADRA1A 100 194 166 0. 428 0.572
576 ADRB2 168 195 85 0. 593 0. 407
577 ADRB2 124 206 132 0.491  0.509
578 ADRB3 303 140 20 0. 806 0.194
579 ADRB3 18 142 307 0.191 0. 809
580 ALOX15 188 217 61 0. 636 0. 364
581 ALOX5 8 74 387 0. 096 0.904
582 APOC3 51 233 181 0. 360 0. 640
583 ASIP 349 101 7 0.874 0.126
584 ATP5C1 11 121 320 0. 158 0. 842
585 AVPRIA 128 254 87 0. 544 0. 456
586 AVPRIA 20 168 280 0. 222 0.778
587 BMP2 379 85 3 0. 903 0. 097
588 BTBD4 150 232 84 0.571 0. 429
589 BTBD4 194 185 83 0. 620 0. 380
590 Clorfi121 186 217 65 0. 629 0.371
591 CLCN6 116 226 123 0. 492 0. 508
592 CLDN20 337 120 11 0. 848 0.152
593 COCH 206 218 44 0.673 0.327
594 COL11A2 50 418 0. 053 0. 947
595 COL11A2 269 170 30 0. 755 0. 245
596 COL9AL 269 157 40 0. 746 0. 254
597 COL9A1 74 214 179 0. 388 0.612
598 CPSF4 457 11 1 0. 986 0.014
599 DDN 183 208 78 0.612 0. 388
600 DFNA5 72 239 158 0. 408 0.592
602 EPDR1 163 225 78 0.591 0. 409
603 ESRRA 2 70 396 0.079 0.921
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SNP_ID L r AR TSR T VVEEEE
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629 LPL 6 106 353 0.127 0.873
630 LRP5 36 186 246 0.276 0. 724
631 MCEMP1 59 213 196 0.354  0.646
632 MECP2 288 126 50 0.756  0.244
633 MTHFR 60 407 0.064  0.936
634 MTP 290 158 19 0. 790 0.210
635 MTP 10 139 319 0.170 0. 830
636 MVD 388 76 2 0.914  0.086
638 MYH2 17 145 305 0.192 0. 808
639 MYH9 339 109 4 0. 871 0.129
640 MY06 89 203 174 0. 409 0. 591
641 MYO6 5 71 392 0. 087 0.913
642 MYO7A 132 235 102 0. 532 0. 468
643 MYO7A 100 239 129 0. 469 0. 531
644 NOS3 1 89 372 0. 098 0. 902
647 NOX4 2 40 427 0. 047 0.953
648 NRF1 73 246 149 0.419 0. 581
649 OLR1 26 135 305 0. 201 0.799
650 PBEF1 385 82 2 0. 908 0. 092
651 PBEF1 379 85 2 0. 905 0. 095
652 PDK4 273 165 29 0. 761 0. 239
653 PON1 58 215 193 0. 355 0. 645
657 PPARGC1A 105 241 122 0. 482 0.518
658 PPARGC1B 414 52 1 0. 942 0. 058
660 PRKAB1 443 20 0.978 0.022
661 PRKAB2 8 86 375 0.109 0. 891
662 PRKAB2 169 241 51 0.628 0. 372
663 PRKAG2 39 183 247 0.278 0.722
664 PRKAG2 202 205 59 0.653 0. 347
665 PRKCB1 215 200 52 0.675 0.325
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