16

46)

47)

48)

1982.

Wang X, Lee WM, Watanabe T, Schwartz M, Janda M,
Ahlquist P. : Brome mosaic virus la nucleoside
triphosphatase/helicase domain plays crucial roles in
recruiting RNA replication templates. J Virol 79:
13747-13758, 2005.

Willingham S, Quteiro TF, DeVit MJ, Lindquist SL,
Muchowski PJ. : Yeast genes that enhance the toxicity
of a mutant huntingtin fragment or alpha-synuclein.
Science 302: 1769-1772, 2003.

Winzeler EA, Shoemaker DD, Astromoff A, Liang H,

49)

50)

(WA VR #56% %1%, pp.9-16, 2006)

Anderson K, Andre B, Bangham R, Benito R, Boeke
JD, Bussey H et al. : Functional characterization of the
S. cerevisiae genome by gene deletion and parallel
analysis. Science 285: 901-906, 1999.

Zhao KN, Frazer IH. . Replication of bovine papillo-
mavirus type 1 (BPV-1) DNA in Saccharomyces cere-
visiae following infection with BPV-1 virions. J Virol
76. 3359-3364, 2002.

Zhao KN, Frazer IH. . Saccharomyces cerevisiae is
permissive for replication of bovine papillomavirus
type 1. ] Virol 76: 12265-12273, 2002.

Study of animal viruses in yeast
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Yeast is often considered to be a model eukaryotic organism, in a manner analogous to E. coli as a

model prokaryotic organism. Yeast has been extensively characterized and the genomes completely
sequenced. Despite the small genome size, yeast displays most of features of higher eukaryotes. The
facts that most of cellular machinery is conserved among different eukaryotes and that the powerful
technologies of genetics and molecular biology are available have made yeast model eukaryotic cells in

biological and biomedical sciences including virology. Cumulative data indicate that yeast can be a

host for animal viruses. I briefly describe yeast gene expression and review viral replication in yeast.

Great discovery include complete replication of animal viruses and production of virus-like particle

vaccines in yeast. Current studies on yeast focus on identification of host factors and machinery used

for viral replication. The studies are based on traditional yeast genetics and genome-wide identifica-

tion using a complete set of yeast deletion strains.
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