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Table 1. Sequence of 27 mer DNA duplex containing a mismatched base pair with various
neghbouring Watson-Crick base pair.

5'-d(GTT ACA GAA TCT XM;7Z BAAG CCT AAT ACG)-3°
3'-d(CBA TGT CTT AGA YM,W TTC GGA TTA TGC)-=5'

XMy Z~WM, Y

G-G A-3 c-C T-T G-A G-T c-T c-A
AGT-AGT CAC-GAG GCC-GCC CTC-GTG CGC-GAG CGC-GTG GCG-CTC GCG-CAC
TGA~TGA CAT~RAG GCT-ACC CTT-ATG CGT-AAG CGT-ATG GCC-GIC GCC~GAC
AGA-TGT CAA-TAG CCC-GCG CTA-TTG CGA-TAG CGA-TTG GCA~TTC GCA-TAC
AGG-CGT GAC-GAC GCA-TCC GTC-GTC GGC-GAC GGC-GTC GCT-ATC GCT-AAC
AGC-GGT GAT~AAC ACT-ACT GTT-ATC GGG-CAC GGG-CTC CCG-CTG CCG-CAG
TGC=GGA GAA-TAC TCT-ACA GTA-TTC GGT-AAC GGT-ATC CCC~-GTG CCC-GAG
TGG=CGA TAT-AAR CCT-ACG TTT-ATA GGA-TCC GGA-TTC CCA-TTG CCA-TAG
CGC-GGG TAA-TAA TCA-TCA TTA-TTA TGC-GAA TGC-GTA CCT-ATG CCT-AAG
GGC-GGC AAT-AAT CCA-TCG ATT-ATT TGG-CAA TGG-CTA ACG-CTT ACG-CAT
CGG~CGG CAG-CAG CCG-CCG CTG-CTG TGT-AAA TGT-ATA ACC~GTT ACC-GAT
TGA-TAA TGA~TTA ACA-TTT ACA~TAT
AGC-GAT AGC-GTT ACT-ATT ACT-AAT
AGG-CAT AGG-CTT TCG-CTA TCG-CAA
AGT-AAT AGT-ATT TCC-GTA TCC-GAA
AGA-TAT AGA-TTT TCA-~TTA TCA-TAA
CGG-CAG CGG-CTG TCT-ATA TCT-AAA
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3 (a) fully matched sequence
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(e) G-T mismatch

AGA-TTT AGE-CTT 19 AGT-ATT
w e
60} ,/' k
F i
wl / N\
2 . o L
= =N
0 Pr—— B s
0 100 200 300 400 500 0 0 100 200 300 400 500
100 aA-TTE e £06-CTa 20 COT-ATG

P
4 S
- -L‘\ S 50 ﬁ‘;"’K

—— n o S
100 200 300 400 S0 g 1op 200 300 430 500
666-CTC 100 GET-ATC
]
P ®
/ - o
~_ %
”
2 N,
e ——
0
0 100 200 300 400 500 0 100 200 300 400 500 100 200 300 400 500 00 200 300 40 500

TEA-TTA TAT-ATA

800
50|
00|
200
[
0
I 000,
800 / /]\ il L (,-’/ k\ 00) //1 e fl
600 / s i > ’K o / s \\.“ 800 / N
a0 I/ wof f x " 4 w =
200 200 ( 200 200| | 200
0 e ol - [ - e 8 p——— = 0 e e
0 00 0 3w @0 5w 100 200 300 40 500 100 200 300 400 S0 ————————— ¢ 10 20 30 40 0

92



(g) C-T mismatch
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(i) C-A mismatch
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Figure 3. SPR sensorgrams for the binding of 27mer 5°-d(GTT ACA GAA TCT XM, Z
AAG CCT AAT ACG)-3'/3’-d(CAA TGT CTT AGA YM,W TTC GGA TTA TGC)-5’ (1
puM), Binding was measured in HBS-N (pH 7.4) containing 500 mM NaCl. key : ND (green
line), NA(red line), damND (blue line).
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Figure 4. Response unit of (a) damND, (b) ND, and (c)

NA immobilized senser surface at 180 sec after

injection of a mismatched base pair containing DNA.
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