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Table 3 MFMils kAL CMP BinFHRBEEDOHE

Gene

Name

Localization

1st Principal Component

2nd Principal Component

Time for Beating

Nodule Number

rs

p

rs

p

rs

p

rs

p

CMP1

Soluble

0.8237

2.2622E-08

0.7368

3.4382E-06

-0.4932

5.6143E-03

0.4384

1.5375E-02

CMP2

Soluble

0.7836

3.0419E-07

0.7464

2.1840E-06

-0.5419

1.9793E-03

0.4153

2.2483E-02

CMP3

Membrane

0.7596

1.1287E-06

0.4397

1.5050E-02

-0.6333

1.7256E-04

0.6455

1.1738E-04

CMP4

Membrane

0.7596

1.1297E-06

0.6386

1.4632E-04

-0.4859

6.4824E-03

0.4202

2.0797E-02

CMP5

Membrane

0.7573

1.2700E-06

0.4660

9.4414E-03

-0.6856

2.8970E-05

0.6881

2.6429E-05

CMP6

Membrane

-0.7196

7.4228E-06

-0.5235

2.9877E-03

0.6771

3.9680E-05

-0.5907

5.8967E-04

CMP7

Membrane

0.6589

7.5150E-05

0.1282

4.9962E-01

-0.4920

5.7517E-03

0.6004

45209E-04

CMP2

Soluble

0.6521

9.4584E-05

0.3798

3.8451E-02

-0.8038

8.8491E-08

0.7672

7.5655E-07

CMP8

Membrane

-0.6246

2.2483E-04

-0.4588

1.0760E-02

0.4177

2.1626E-02

-0.3824

3.7023E-02

CMP9

Soluble

-0.5903

5.9552E-04

-0.3103

9.5158E-02

0.5030

4.6124E-03

-0.5164

3.4870E-03

CMP10

Soluble

0.5658

1.1207E-03

0.2336

2.1401E-01

-0.6151

2.9798E-04

0.6455

1.1711E-04

CMP11

Soluble

0.5651

1.1385E-03

0.4277

1.8393E-02

-0.6308

1.8602E-04

0.5858

6.7133E-04

CMP12

Membrane

0.5560

1.4231E-03

0.4157

2.2328E-02

-0.3982

2.9288E-02

0.4165

2.2051E-02

CMP13

Membrane

0.5399

2.0717E-03

0.3055

1.0065E-01

-0.4299

1.7737E-02

0.4323

1.7034E-02

CMP13

Membrane

0.5388

2.1265E-03

0.1761

3.5190E-01

-0.5858

6.7133E-04

0.6820

3.3193E-05

CMP14

Soluble

0.5366

2.2370E-03

0.2432

1.9527E-01

-0.4671

9.2595E-03

0.5012

4.7823E-03

CMP15

Membrane

0.4850

6.5941E-03

0.0012

9.9499E-01

-0.6735

4.5267E-05

0.7806

3.6107E-07

CMP16

Membrane

0.4685

9.0214E-03

-0.1186

5.3243E-01

-0.4744

8.0812E-03

0.6400

1.3958E-04

CMP17

Soluble

-0.4559

1.1339E-02

-0.0503

7.9171E-01

0.7673

7.5311E-07

-0.8313

1.2818E-08

CMP18

Membrane

0.4530

1.1941E-02

-0.0635

7.3888E-01

-0.3690

4.4782E-02

0.5480

1.7182E-03

CMP19

Soluble

-0.4404

1.4860E-02

-0.1066

5.7494E-01

0.6430

1.2695E-04

-0.7124

1.0035E-05

CMP20

Soluble

-0.4256

1.9052E-02

0.0036

9.8496E-01

04214

2.0392E-02

—-0.5395

2.0930E-03

CMP21

Membrane

0.3970

2.9860E-02

-0.0204

9.1493E-01

-0.5809

7.6275E-04

0.6832

3.1728E-05

CMP22

Soluble

-0.3924

3.1979E-02

-0.2839

1.2836E-01

0.5249

2.9012E-03

-0.4579

1.0943E-02

CMP23

Soluble

-0.3924

3.1979E-02

0.1090

5.6632E-01

0.6978

1.8145E-05

-0.8220

2.5421E-08

CMP24

Soluble

-0.3856

3.5318E-02

0.1414

4.5602E-01

0.4623

1.0104E-02

-0.6030

4.2011E-04

CMP2 £ L0 CMP13 1% 2 2D Probe Set THHI 7=,
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CMP mRNA / 18S rRNA
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Fig.50 % CMP Bi=zFD/ v 7 ¥y ZhFK

RNAi i2L£ Y., & CMP BEFOERENEOBREMHI SNZ0ZRLTWA, #Htdht CMP

BEFORABORHT 4 7 ay bu— ity 3 R, #Ehit CMP #EF0E %2R L

TW5, 11, 19, 22 ZER< 19 D CMP BiaF THEREHOMEINTD b,
(E¥fE+=SEM (n=6)). *p <0.05 vs. Negative Control
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RNAi Z A\ T% CMP #E=FOBEERE L7BIcBi) % « MHC REEZHE LTz, Hitdh
. « MHC BGEFORBREOXHTT 47 2 ba—/Wxhd 5 R, #Ehix CMP &+
DEESETT, (EHEESEM m=4)). *p <0.05 vs. Negative Control
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FOEEERT, (EHEESEM =4)). *p <0.05 vs. Negative Control
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RNAi % F\\ T4 CMP BfaFDOBEERE L7218 5 MLC2a DRB|EBLHIE Lz, #E
#ix, MLC2a BFORBEDORIT 4 73y bu—/mxtt 5 R, it CMP &
FDEEETT, (EHELSEM (n=4)). *p <0.05 vs. Negative Control
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MLG2v mRNA / 18S rRNA
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RNAi % F\T% CMP E&ETF OREEZE L7=%I2B1F 5 MLC2v 0REBEZHIE L, #E
#hid. MLC2v BETFORBEEORXN T 4 72y ha—/UIHd B, #ald CMP &=
FOEREERT, (FHEESEM (0=4)). *p <0.05 vs. Negative Control
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Table 4 % CMP &= T DHRER ERER

No knock Nodule 1 ymHc | BMHC | MiLcza | MmLcav
down Number
1 * l NS NS NS NS
2 * | ! ! ! !
3 * l | NS NS !
4 * | | NS | !
5 * | | NS NS !
6 * ! NS NS NS !
7 * 1} NS NS NS T
8 * NS NS NS ! NS
9 * L} NS NS NS NS
10 * | ! NS !
12 * ? 1 NS NS t
13 * ! ! ! NS |
14 * NS NS NS NS NS
15 * NS NS NS NS NS
16 * 1 NS i 1} il
17 * NS 1 NS NS
18 * | ! NS NS NS
20 * NS NS NS ! NS
21 * 1 NS NS NS NS
23 * ] 1} ] | }
24 * ! NS NS NS NS

% CMP BIaFD/ v 7 XU RNERE ) v 7 B0 AADLHMBIRSLOEER LTV,
¥ RNALICKVEEIZ v 7 Xy Eiz (p <0.05 vs. Negative Control); |: /v 7 &
U UBICEBICEA LTz (p <0.05 vs. Negative Control); T: / v 7 ¥ U BIZEEICH
AN L7 (p <0.05vs. Negative Control); NS: H&EZ=2 L,
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Fig.56 Flow cytometric profiles of integrin expression on human bone marrow-derived CD347 cells. The cells were stained
with anti-integrin antibodies, followed by a PE-labeled secondary antibody, and subsequently analyzed by a flow cytometer
(thick line). As a negative control, the cells were incubated with isotype control antibody (shaded histogram). Percentage of
positive cells is showed by number in upper right-hand corner of each profile.
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Fig.57 Schematic representation of adenovirus used in this study
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Fig.58 Imhibition of Ad35 vector-mediated transduction by RGD synthetic peptides. Human CD34" cells were incubated with
RGD synthetic peptides at the indicated concentrations at 4 °C for 1 h prior to the addition of Ad35GFP, and then left for 3 h at

37 °C. Samples were then washed, resuspended in a fresh medium, and incubated at 37 °C. GFP expression levels were measured
48 h after fransduction by flow cytometry. The data were normalized to the GFP expression levels (MFI) in human CD34* cells

in the presence of control RGE peptides. The data are expressed as the mean = S.D. (n=3) *P <0.05, **P <0.001 for comparison
with the cells pretreated with control RGE peptides.
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Fig.59 Comparison of GFP expression levels in hurnan CD34* cells transduced with Ad35GFP, Ad3SRGEGFP, and
Ad35DRGDGFP. Human CD34* cells were transduced with 6000 VP/cell of Ad35GFP, Ad3SRGEGFP, and
Ad35ARGDGFP for 6 h at 37 °C. GFP expression levels (MFI) were measured 48 h after transduction using flow cytomeiry.
The data are expressed as the mean = S.D. (n=3) *P <0.001 for comparison with the cells transduced with Ad35GFP.
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Fig.60 Viral uptake of several Ad3S vectors in human CD34* cells. The cells were tfransduced with Ad35GFP, Ad35RGEGFP,
and Ad35ARGDGFP for 3 h at 37 °C. After incubation, the cells were washed five times with ice-cold PBS, and total DNA,
including the Ad vector DNA, was extracted. The copy numbers of the Ad vector DNA were quantified by TagMan PCR. The data
are expressed as the mean mean % 8.D. (7=4)
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Fig.61 Cellular attachment of Ad35 vectors on human CD34* cells. Human CD34* cells were incubated with Ad35GFP,
Ad35RGEGFP, and Ad35ARGDGFP for 3 h at 4 °C. After incubation, the cells were washed five times with ice-cold PBS, and
total DNA, including the Ad vector DNA, was extracted. The copy numbers of the Ad vector DNA were quantified by TaqgMan
PCR. The data are expressed as the mean mean == S.D. (n=4)
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Fig.62 Inhibition of Ad35 vector-mediated transduction by monoclonal anti-integrin antibodies. Human CD34" cells were
preincubated with each antibody at 50 pg/mL for 1 h at 4 °C, and then added 3000 VP/cells of Ad35GFP. The cells were incubated
at 3 hat 37 °C, and then cells were washed, and resuspended in a fresh medium and incubated at 37 °C. GFP expression levels
were measured 48 h after transduction using flow cytometry. The data were normalized to the GFP expression levels (MFI) in
human CD34" cells in the presence of control mouse IgG. The data are expressed as the mean = S.D. (n=3) *P < 0.05, **P <0.01
for comparison with the cells preincubated with control IgG.
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Fig.63 HL60 #Ef3 c-myc HIEEH D Y ¥ > 7 ¥ 3 VEFI DR

Short homology

a-2a

%ﬁ‘rﬁﬂ‘ﬁ ﬂﬁﬁ(ﬁ(ﬁ Wfﬁ!ﬁ Tfmrﬁ,‘ﬁ}l 'H?(ﬁﬂ'(fﬁ} lﬂll £HCCA CCTGAQCACA CTGATCOCCA CTGGOCTTAG TCAGTGTCAC AGAGTCACAG (IJCQZT;?I:T 130155424 6
s ot kciads it s s T TR TR AT SR ORRATTRARE e

TGTTCCTGGA ACATTCTAAG CATGCCTTCA ACTGAGCAGC TTTCCTCCCT GATT[rCIT “TTGCTTATG TTT. AT TAT AGCCAACACT CTACC: H‘f",‘(‘ 128758252 4
5 U

JOINT# 42 (=2bp® Short Homology,

..‘.. —:.

<5
MTOCATATT GTGCTCTTTC CCTTTCTOOC TTTTAGTAAG ACTTCAGAAT GGTCACCATT 130070039  §

i
Hﬁ?ﬂ?ﬁhﬁﬁ“ﬂfﬁ?ﬁﬁﬂ?fﬂﬁﬂﬁﬁﬁ“ﬁﬁﬁﬁﬂﬁﬁ?ﬁ%ﬁﬁ g

CAGGAAGAA AGAAAAGAGG CAGCAAGGGT GGGTGGGAAG CAGGAAGAGA AAGC TC 128841158

ﬁ'r?‘rTﬂ‘"ﬁ AR g

GCACACTCAC ATQCATACAC ATACGGCTTC CCTTAAACTG TCATTCAAGG CGGGAAA
3

—,——u__—u

JOINT#3431=3bp® Short Homology. ®{fl|=*+6bp®Short Homologyo,

?ﬁ?ﬁ?ﬁ’f 'ﬁﬂw [‘m‘m (ﬂA ﬁ“‘ﬂ‘\’ﬁ? ﬁ\ﬁﬂﬁﬂ mem CTTGGCCTTG TCTTTTACAC AGAACTGTAG CATOCCCTGC CACAGAGTAT 'ITGGACM(L- 126779995 2
T CACAGHCCCT CCTATOTTTT TAGGLGEATA THTGTATCL TIRCAMATE TPEAGTOR ‘fﬁﬂmﬁﬁﬁ‘ﬁﬂﬂ“ e

;I‘\ AAAAGGA CAGGATTACA GTTGTGITTG GGAAGAAGAC CTTGAGTAAA TTACTAAAGA CAGGGGCACA TTTL’P‘T('_‘ TTTCAALATT TCCAGTGGGA GCAATAATGA “’Twumu 128137504 3

=

JOINTER M= &H ATATGTTTTIZ R A DI M EHEL =,

e «5
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ACAT!'TCTw AGGAGAAAAA GTGATGCGAC TAAAATGACA AGAAACATCG AGAATAATGC ATTATAAAAG GCTGCCAGGG

JT"TTTFT(‘? AACACCATTA AGTTGAGGCA AGGCTTGGAG GAGOCTCAGG AAGTTCTCCT TTCCTGTGAC TGCGGGTCTC GGGAACH *\r\(;\x\x\( ﬁ-”l [ COT Y"](Th li(l"”ti(l"fl"lt, 130767297 ?
ACTTTFIEE AT STSHTARRHE R AT A AT NS ST 16 ‘?‘r’ﬁﬂm o e e
7.3 L 1-5 (LS F D 8% L , 1(DBREAKPOINTI(&E 34 T8 &Short HomologyZ 2. 8&7D
JOINTHGTGTTDSEENELHSTLND,

Complementary Sequence

1b-3b|

7h-8-12
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BEAZEBFFEMERMENE (B M A - BEERSMAEERE)
SRS E

HRAEARF R ERE M D U A VAL T 558
SEEE AE EET EVERLRMEENERRETHMRERTS 1 =&

AR A ERRO U A NAZEMIZET 2L LT, VA NV RAEORRYMER
FOBRERH D7D DEBEHOBRBEORIEIT-> T\ D, AEEIEEREICE &
&, VANVADORRBRERHOEZOORY =F LA I UHEEHBEAE—X (PEI £—
R) BRWE VA NVABRIEORRB EAREOE NFR T A NV A~OERIZ OV TR
BiTol, TOME. ABFE YA VA (HAV) @O PEI ©—XIC L 2EHEE pH <
FCS IZ&FE, 10ml (100 f5E) O THLEMRTRFETETHSH L, & M
BRBFOTA NVABHEICOVWTIE PEFMFETHRL THLEWEBREDHENED
NBMB, v NEFLE CIXBRHRNRE D Z ERHEL NI oTz, BEFFRTANVA
(HBV) @ PEI v —XE#EIL FCS THE I, HAV XV bIEMESIERNBEL D28, i
HBV-IgM #fild OB CEMHIRIIHE S, . © NEFMETHR L IZEHA.
7L HBV PUEBMEREHIER SN2, A v FUBoORBOBREIRECcH L
BRI ENE, CEFRTA VA (HCV) T HAV L FE#, & hNEEMLEFOT AL
A% PEI B X2 LY BB CERBEAE TH o7z, £/, PEI B —XBHEICL Y.
MmEEPICEENS 1 1UMm] O HCV 2HEEICHREFRETH D Z L BHALNC R o7,
BB, Ve ) EATEHEKORRS 10 FEDO HCV £ CTEBRIEETH D Z L3S
HRENTZ, UEOERL Y, PEI B — X2 L 3 VA VA BRI AER
D TA NARZEMEE B L 725 HAV, HBV, HCVICHLBEAFRETH D Z L.
¥z HAV, HCV iZt MIAEREI L bR IBHEFRETHLZ L0, Zhb Y

ANADMBERBE R VEERERAZ VU —o v TREICHERRFETHD - &R
AR XN,
i Yk A. BIEEHBK

IR EETF SRIERZE

g T HERRHFhLEEF—
HFFEER

HE B¥F  HERFTFLEEZ—
BTFEER
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HOA a7 4—, BERREEDL, O
2R Y OBIEMNRER, H5WITHERA.
Yyou<F. BHL X OE. BEERFRE.
HRESE, BB, AIESIINLTEPDT
BRI IREEEC R A ATREMEA BV, AT
BWTH ., xR COMBAEBRFIAER
ROBESERED DN TWEHR, FEHRE
FHLICE B DI RE T N EREIIS W
T HEERBRE & 25 O HAEEF
FAEERORE, BEMOBRKRTHD, M
JiiaF A ERMORSEE COREEHR
BT A VAL O RBYIE DBV NCH
T 503 Ths, MIHERFAERRICE
FETH DA, ARRICERTHTAVA
ZEORYMRFPHETR THV S MF
INEEN SERAT B RBEMRFIC X D5
WY 27 BEETD, LU, AHIHERS
FIAEEMIZOME L, vA NV REDRK
Yk R F & AR - RET 22D OREE X
BEERBHE Y WO AEEIT D T L AR
ThBID. TANVAEORBEERTF R
ALTWD & BERE ORIEEITREGN
RN B IEBRMENH 5, 1€ THIRRKERRF] A
EELTIERF—RA7 V—= U TEDRE
2ITH Z LI X DEM Bl OREMRER, &
VDBETRP COEYBEEREHIBEERT S
B X7 OEREBROLND,

AT, MEARFAEELO YA
NAREWICETAMIE LT, UALVA
2 ORBRGER T O BB ER BN OFRFE R
VMM ORI 21T
5L HBENET D, EEIL UANLA
5 ) AR rERiEiEE (NAT) CRRERE
FTAREDDOTANAEREORELEH L
LT, RyxzFLroa I (PED AL
R (PEIE—X) AW A VA

R DOESBILIZOWTET VT A VAR
FVTHRE L, R#72 7 A VA% EHETEE
R EBALMNC L, Fio. b MR
A VASDBERIZ OV TREEITo 72,

LB, b MR TUANATH HATFTFR
7 A VA (HAV) . BRIF& 7 A VR (HBV),
CHRIFFR A VA (HCV) ~OAREDHEH
IZOWTE BIZHEICRET 21T o 7,

B. HFRFG&E
WA WA

A BIfFk v 4 2 (HAV) X, ATCC

(strain HM175/18f) & Y AF1#. FRhK-4
B % BT in vitro¥58 R T 9-11 B
g L7k EEERE e LTAVWE, B &
kw42 (HBV) i HBVDNAZ 1 K
EHNEERL (genotype C, J1fli : 4.4 x 105
IUml BROREO HBV Y=/ XA T /3%
J\ (BBI Diagnostics; Hepatitis B Virus
DNA  Genotype
PHD201(M) Z i\ 7=, C BUFF&R D A VA

(HCV) 3% 1 kEWNZ% L (genotype
HCV-1b, F{f: 105 IU/ml) KX Ok HCV
Y=z ) FZAF %N (BBI Diagnostics;
Worldwide HCV Performance
WWHYV 302)?® 9 H 0 10 FEOZEZ A
7o MEALE HCV V= /) A TRV
DEEHIX Fig. 6 B IZFEHE L7z,

Performance Panel

Panel

(2 A NA® PEl ©—XIZ & 2EHE
PEI v —Xi%, AR F I NEEFE O
K[Ee—2 (KR 08 pm) 2. FHLHFE
70,000 @ PEI /KM VAT A I FFIE
FTThv 7Y 7 UTER L,
TANADERRIL, BE. EhESH
(DMEM) & &\ XU VRIZMIETINEEH




(DMEM + 2% FCS) THRLEZUA LR
B 1mL b L<iX 10mL 2 AW TITo 7, 7
ANVAIIZ PEI B — XK 100u L (5mg
DR E—X &) ZHRMEE L. 10 &
iR, PEI ©— X %& e RVEIE & Bitk
A& RIZEY PLT 5§ SEOBKIBEY
fTotz., EE%KRELE PEI ©—XH4a b
AWZ PEI B — X3 % LT\ WA Y o
FTADOTANAIK 100uL IZTANVAYT )
LR (RA~vA 7 X EX-R&D. RIEZF
EMERFSEET) 24, MfF7 e ba—n
> TUANAEBEIE Lz, 728,
PEI ©—X}ZPCR R ZAET A 70,
HOBRPCTHELABT 4V F—(FLE0.22,
m)% AV TERE L,

B DANAY ) ADEE

MELEYA A REBRIT 10mM
Tris/ImM EDTA (TE) 50 . L. 3 2\ i 100
pL CHBEMEL. Z20>5bo 10uL %
PRISM 7000 (Applied Biosystems)% fi\>
Y TNEAL LEEPCRHD VIV TAHF
4 LFEE RT-PCR ICXVEE L, HAV,
HCV U 74 LEE RT-PCR IZiX
Quantitect Probe RT-PCR kit (Qiagen #t)
%, HBV 0o Y 7 &4 LEE PCR IZiX
Platinum Quantitative PCR  Super
Mix-UDG with ROX (Invitrogen #£)% A\
oo Eiz, HCV O HRE % BT 2RI
X 2B PCR 217272, BV A NVADRKRH
WCRWET 74—, u—T7OMAHEED
4% Table 1 (TR,

@) vANRBERRED pH DR
EMEREH (DMEM) % 2\ MTmiEgm
=t (DMEM + 2%FCS) i pH 0&E725
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Good’s buffer Z#MN L. FHKIEE 20mM (2
FEE Uiz, /BB L7z pH4A~ 8 0 5 #&#H D pH
DERBREHTYANAEFHRE., BB
#-TPEI B —XZ & A BMEEIT -T2,

(6)_Hi HBV-1gM HfEDERR

ader V72 A TR Radw 7 ZA 7D 25
oM x HBV %@ H R (HBVsAg
Advanced ImmunoChemical & ¥ AF) %
BELTUYFITRELE, IgM #A4 ¥ —
NEFLERE 10 RECBEMLL, #
HBVsAg- 7Y FHME 2B, fuiEiisE
20 PBS THR%.PEL €7 7 n— X2 6MB
BT BT FZA4 1L, 20ml ® PBS THE
D E SR B HE%. 1.4M NaCl/100mM
HEPES (oH 7.0)TH 7 AREAE D 2 EH
L7z, #EESZEN L, PD-10 # 7 AT
B4 . Immuno Pure IgM purification kit
(Pierce )& AWT IgM ZE#H L. H
HBV-IgM $ifs & UCEA L,

(6) b b MIEEREND D UA N R

t NEFMEEFIZE FEEMLETY A
NAEFIRLU, BB -> T PEI &S E—
A CORMEITo7. ¥ NEFMERO L
FEFMIEIX Sigma - THALEZLDOEH
W, b NEEMEEZ 7 A AF—ART 5D
A1 022 m @ PVDF BETA1B L THEA
L7z,

fREEANOEE

B EBR AT O BRICIX BN EBr e &
BT L EEAL - B OBMICESNTE
BREEM Uz, 7. MR AEGRE L A
WBEEIE. FURHRBHLE I —EIRFIRR  fERR M
REDRWE S ICER L, \EHEEZ SO





